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Figure S1: Location of the FINO3 monopile in the German North Sea
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Figure S2: Shannon diversity indices of bacterial (A) and archaeal (B) 16S metabarcoding.
Asterisks indicate the level of significance in the difference between the individual sample

groups. ns = not significant
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Figure S3: Taxonomic profiles of bacterial communities on genus level. Shown are the 30 most

abundant genera across all analyzed samples. Black dots indicate the number of analyzed
sequence reads of the respective sample.
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Figure S4: Taxonomic profiles of archaeal communities on genus level. Shown are the 30 most
abundant genera across all analyzed samples. Black dots indicate the number of analyzed
sequence reads of the respective sample.
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Figure S5: SEM images of incubated steel coupon surfaces (A, C, E, G, and I) and fixed corrosion products (B, D, F, H, and J) of incubation A (A-
B, G-H) and incubation B (C-F, I-J).
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Table S1: Overview of analyzed water samples and in situ incubated S355 mild steel coupons. Performed analyses of the individual samples are
indicated by a + (analysis performed) or — (analysis not performed).

Sample 16S
Sample Sample Water Incupatlon Incubation Incu.batlon retrieval / Remark rRNA EPS SEM |EDS| . 3D
type name depth id type time end of gene |analyses microscopy
incubation profiling
6m_09-23 6 m --- -—- --- September - + - - - -
bottom 09-23| 21 m - - — 2023 - + - - - -
- 6m 10-23 6 m --- -—- --- - + - - - -
MO Sm 1023 | 15m | — — |October2023| - n : -~ - i
column =
bottom 10-23| 21 m --- -—- --- - + - - - -
10-24 --- --- --- - + - - - -
om_10 6m October 2024
I15m 10-24 | 15m --- -—- --- - + - - - -
Al la - - - + - -
Al ?2a - - + - - -
A T12b 6 m - - - + + +
Al 2c - + - - - -
A 1 3c A in situ 3 months | October 2023 - - + + - -
Corroded A1l la - - - + + +
orrode
- - - + - -
steel AL le 21 m
A Il 2a - + + + - -
A 1I 3c - + + - - -
Al_L2b 3 months + - - - -
NEE in situ 43 pre- + } o )
== Al laboratory St January 2024 | incubated
Al II 2b months steel + - - - -
Al II 3b 2lm laboratory + _ ] i _
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