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10 1020.55 1002.54 1003.54 510.77 S 941.54 923.53 924.52 47.27 9
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15 1502.80 148479 1485.77 751.90 S 459.29 442.27 230.15 4
16 1630.89 1612.88 1613.86 815.95 K 372.26 355.23 186.63 3
17 1727.94 1709.93 1710.92 864.47 P 24417 227.14 122.58 2
18 K 147.11 130.09 74.06 1

Representative MS/MS spectrum of the unmodified BRD2(529-546) peptide

MS/MS spectrum and ion table of the unmodified BRD2(529-546) peptide in uninduced
JMJD6-inducible HeLa cells at 19% O2; scan 19353; P < 104,
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16 1630.89 1612.88 1613.86 815.95 K 388.26 370.25 371.23 194.63 3
17 1727.94 1709.93 1710.92 864.47 P 260.16 24215 24313 130.58 2
18 K(+15.99) 163.11 145.10 146,08 8205 1

Representative MS/MS spectrum of the K546-hydroxylated BRD2(529-546) peptide

MS/MS spectrum and ion table of the K546-hydroxylated BRD2(529-546) peptide in JIMJID6-

inducible HeLa cells following incubation with doxycycline for 18h at 19% Og; scan 19303; P
<10,
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17 175495 1736.94 1737.93 877.98 P 24417 226.15 227.14 12258 2
18 K 147.11 129.10 130.09 74.06 1

Representative MS/MS spectrum of the unmodified BRD3(472—489) peptide

MS/MS spectrum and ion table of the unmodified BRD3(472—489) peptide in uninduced
JMJD6-inducible HeLa cells at 19% O2; scan 18213; P < 10,
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Representative MS/MS spectrum of the K489-hydroxylated BRD3(472—489) peptide

MS/MS spectrum and ion table of the K489-hydroxylated BRD3(472—-489) peptide in IMJD6-
inducible HeLa cells following incubation with doxycycline for 18h at 19% Ox; scan 17893; P
<104,
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9 933.52 915.50 916.49 467.26 L 1167.65 1149.64 1150.61 584.32 10
10 1020.55 1002.53 1003.52 510.78 S 1054.56 1036.55 1037.54 527.78 9
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Representative MS/MS spectrum of the unmodified BRD4(520-537) peptide

MS/MS spectrum and ion table of the unmodified BRD4(520-537) peptide in uninduced
JMJD6-inducible HeLa cells at 19% Oz; scan 13877; P < 107,
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9 93351 915.50 916.49 467.26 L 1183.64 1165.63 1166.62 592.32 10
10 1020.55 1002.53 1003.52 510.77 S 1070.56 1052.55 1053.53 535.78 9
11 114861 1130.60 1131.58 574.80 Q 983.53 965.52 966.51 492.26 8
12 1245.66 1227.65 122863 623.33 P 85547 837.46 838.44 428.23 7
13 1373.72 1355.71 1356.69 687.36 Q 758.42 740.40 741.39 37971 6
14 1501.78 1483.77 148475 751.39 Q 630.36 612.35 61333 315.68 5
15 1615.82 1597.81 1598.79 808.41 N 502.30 484.29 485.27 251.65 4
16 1759.91 1741.90 1742.88 880.45 K(+15.99) 388.26 370.24 3n.23 194.63 3
17 1856.96 1838.95 1839.93 928.98 P 24417 226.15 227.14 122,58 2
18 K 147.11 129.10 130.09 74.06 1

Representative MS/MS spectrum of the K535-hydroxylated BRD4(520-537) peptide

MS/MS spectrum and ion table of the K535-hydroxylated BRD4(520-537) peptide in JIMJID6-

inducible HeLa cells following incubation with doxycycline for 18h at 19% Ox; scan 13382; P
<10,
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1 7204 54.03 55.02 36.52 A 18
2 17n 153.10 154.09 86.06 v 1932.03 1914.02 1915.00 966.50 17
3 30817 290.16 291.14 154.59 H 1832.96 1814.95 1815.93 916.98 16
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9 933.51 915.50 916.49 467.26 L 1183.64 1165.63 1166.62 592.32 10
10 1020.55 1002.53 1003.54 510.77 S 1070.56 1052.55 1053.53 535.78 9
11 1148.61 1130.59 1131.58 574.80 Q 983.53 965.52 966.50 492.26

12 1245.66 1227.65 1228.63 623.33 P 855.47 83746 838.44 428.23 7
13 1373.72 1355.71 1356.69 687.36 Q 758.41 74040 741.39 3797 6
14 1501.78 1483.77 1484.75 751.39 Q 630.36 612.35 613.33 315.68 5
15 1615.82 1597.81 1598.79 80841 N 502.30 484.29 485.27 251.65 4
16 1743.91 1725.90 1726.89 872.46 K 388.26 370.24 371.23 194.63 3
17 184097 1822.96 1823.94 920.98 P 260.16 24215 24314 130.58 2
18 K(+15.99) 163.11 145.10 146.08 82.05 1

Representative MS/MS spectrum of the K537-hydroxylated BRD4(520-537) peptide

MS/MS spectrum and ion table of the K537-hydroxylated BRD4(520-537) peptide in JIMJID6-
inducible HeLa cells following incubation with doxycycline for 18h at 19% Ox; scan 13726; P
<104,
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3 30817 290.16 291.14 154.59 H 1848.96 1830.95 1831.93 924,98 16
4 43721 419.20 420.19 219.11 E 1711.90 1693.89 1694.87 856.45 15
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17 1856.96 1838.95 1839.93 928.98 P 260.16 24215 24313 130.58 2
18 K(+15.99) 163.11 145.10 146.08 8205 1

Representative MS/MS spectrum of BRD4(520-537) peptide doubly hydroxylated at
K535 and K537

MS/MS spectrum and ion table of the BRD4(520-537) peptide doubly hydroxylated at K535
and K537 in JMJD6-inducible HeLa cells following incubation with doxycycline for 18h at
19% O2; scan 13229; P < 104,



