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HLA Sequence Alignment: DRB1 MATURE PROTEIN - Release 3.60.0 (2025-04-09)

The alignment was created with https://www.ebi.ac.uk/ipd/imgt/hla/alignment/ (Barker DJ, Maccari G, Georgiou X, Cooper MA, Flicek P, Robinson
J, Marsh SGE. The IPD-IMGT/HLA Database. Nucleic Acids Research (2023) 51:D01053-60)
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HLA Sequence Alignment: DRB1 MATURE PROTEIN - Release 3.60.0 (2025-04-09)

The alignment was created with https://www.ebi.ac.uk/ipd/imgt/hla/alignment/ (Barker DJ, Maccari G, Georgiou X, Cooper MA, Flicek P, Robinson
J, Marsh SGE. The IPD-IMGT/HLA Database. Nucleic Acids Research (2023) 51:D1053-60)



