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No software was used.

R (version 4.3.2) with packages: ggplot2 (3.5.1), stats (3.6.2), ClusterProfiler (4.10.1) and STRINGdb (2.14.3) 

The Discovery PEA proteomics data that support the findings of this study are available at https://www.synapse.org/PRIDE_AD. 
The clinical replication PEA proteomics data that support this study are not publicly available, but may be provided upon reasonable request to the 
DELCODE consortium of the DZNE (DZNE). The technical replication mass spectrometry proteomics data support the findings of this study are 
available through the ADDI workbench (https://fair.addi.ad-datainitiative.org/#/data/datasets/five_csf_proteomic_subtypes_in_ad; 
https://doi.org/10.58085/HR6S-2991).



Sex was self-reported. It was included as covariate in analyses specified 

Discovery and technical replication cohorts: Amsterdam UMC, VUmc, AD CSF (biobank METC number 00-211); 
Clinical replication cohort: University of Bonn (Lfd, Nr. 227/19). 

Discovery: n = 553; Clinical replication: n = 281; Technical replication: n = 350

Proteins with more than 75% of participants having measurements below the limit of detection
We used three independent cohorts to validate: two with Olink and one with TMT-MS. Analyses were performed 
once and independently per cohort

Randomization was performed during the proteomic measurement of the samples over the various plates per each cohort

Proteomic analyses were performed by Olink with blinding to any clinical data.

Race/ethnicity were not included as covariates in this manuscript. The ADC and DELCODE are relatively 
homogeneous with the vast majority of White individuals from the Netherlands and Germany

Information provided in Supplementary table 1 
Participants were recruited form the participating memory clinics and provided approved consent as stated
in the manuscript.



Details about antibody-based proteomic technology is provided by Olink (www.olink.com). ADC: enzyme-linked 










