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http://www.idf.org/metabolic-syndrome
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https://fdc.nal.usda.gov/
https://foodb.ca/
https://frida.fooddata.dk/

8J

/0&3

- D6 -+5 22 25 2
1 2 3 1-6+ /
s( 7
1
! P7 0Q
6 & , F
?
7 6
2 " &
& " T2 %
" M2 &3 2
99@ "6 3 6 & ?
“3
4 7
2?
= 4 ; 6 4
3 4
6
" 0 . ;
3
p 0" % ;
R
Smpson Index =1 - ¥ P?
i=1
&6
2 2 4
&
6 -
7 " 6 3 6 4
&2 "+914 1 (
2? 1 y *
" & ! 2S 22
6
0% ’ " p 0%
P
P6 0%
7
!
! , " 7
7 3
+ E 4 E | 6 * $ 1
@-61

—-+5¢42



U "6
U !Il II$53
U F2
3 @-61
<
!
Q 9
7
2 *3
FP2S'S QP QP QP(Q
FP2S SS QP Q
1 7
4
+
7
" V6le (2
’ 7
"0*O
B & 3
I
$ 8% %Q9 !
7 )
"6
’ )*
(/&
V3 4
J:= "J 2)
(20
3 #BH%
# 7
# 21" m 1R
" V &

33 5 8

D

& 2

& 2

PS 9
P(S)S*Q 9

$5358%

$8:-3

BH#6

+67
%
T 2%

@-61
(3 @-61

S(
)S/

= " N0
(C» rpp B
2 !

.3 (
(22
00
2 ’
=E-63J $#6
00 7
2

020

*V(
J#e © 7


https://forgemia.inra.fr/metagenopolis/meteor
https://forgemia.inra.fr/metagenopolis/meteor
https://www.genewiz.com/

8J

T020
" To(O
JIHE 7
9;:Wsh 1
g 2
9:WS$H $#6
¢ i
&9 JHE
83D ) 2
1 $
$ % ) 1
/2% 3
)
= $
1
3 4
$#6
%16
&) % ’
9% P T20
1
4
= X:
=$
? D;E:S$6
9
2
3
S
’ 2
" 2/
$ -
"$#6

[ (1 i 00
' T &
$ :
7
7 & 3
$ 8% %% 3
» 1
$ :
20
? 83D
> 222
B4 "1BB ) 1
F$4 $ E $ 1 %
E ,
% : =
)
% : 5 ; % .
%
6 4% 3
= S:
$H#6 3 ?
%1-— ;-
4 % .
<
$ JB%
4 ,
@-61
I T@-61 N T T() ™
S
? %
FBB B3 = % Y &
0> ’$
$
, 3
83D # $ $ "HPPH
20 9


https://github.com/TillBirkner/metadeconfoundR
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