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Supplementary Fig. 2. Kaplan-Meier survival curves of NSL complex members.

A-F: Kaplan-Meier curves showing the association of mMRNA expression of MCRS1 (A), PHF20 (B),
KAT8 (C), KANSL3 (D), HCF1 (E) and OGT (F) with overall survival in the Mulligan MM patient dataset.
Log-rank (Mantel-Cox) test was used to calculate P values and hazard ratios (HR).



