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Appendix Figure S1.
Extended data related to Figure 2

A. Heatmap comparison of whole proteome analyses of individual replicates from
indicated Ub replacement cell lines treated with DOX for 72 h (48 or 72 h in the case
of Ub(K48R cells). See Table EV2 for full results.

B. Principal component analysis clustering of samples analyzed by MS after
enrichment of HA-Ub conjugates from Ub replacement cell lines under denaturing
conditions (Figure 2A-H).



