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Enhanced mutanome analysis towards the induction of neoepitope-reactive
T-cell responses for personalized immunotherapy of pancreatic cancer
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| In brief

Enhanced mutanome analysis in PDAC, using matched pairs of PDX models
and primary tumor samples, facilitates the identification of candidate
neoepitopes in this cancer type. This increases the likelihood that neoepitope
prediction will result in the identification of therapeutically relevant target
antigens for personalized immunotherapy involving cancer vaccines or TCR
gene therapy.
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