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Supplementary Figure 3: Quantification of genome co-localization. Based on images from Figure 4,
the proportion of viral DNA foci at locations of protein-specific signal was quantified. Protein-specific
intensity thresholds were set by the median intensity at three randomly selected nuclear positions.
Co-localization events were defined as signals exceeding the respective thresholds, and the proportion
of colocalized spots relative to DNA signals was calculated. A total of 95 and 118 genomes were
analyzed for SUPT5H and SFPQ, respectively.



