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Supplementary Fig 1: Putative HAND2-binding sites in the mouse Pdgfra locus. a, a’,
Genome browser view showing HAND2 ChIP-seq peaks enriched in E10.25-10.5 mouse
hearts at the Pdgfra locus (data analyzed from GSE55707%). Red boxes: HAND2-binding

sites.

Supplementary Fig 2: Amino acid sequence of zebrafish Tcf3a and Tcf3b. a, Amino acid
sequence alignment of zebrafish Tcf3a and Tcf3b generated through Clustal Omega; the
orange box encompasses the bHLH domain. b, Modeling of the structure of Tcf3a and Tcf3b
by Alphafold2.
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