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regulator sequences specific to a relatively young therian X chro-
mosome (39).

The different dosage compensation mechanisms of vertebrate
groups may therefore represent different mixes of ancient epige-
netic mechanisms thataffect transcriptional and post-transcriptional
control of gene activity.

Data, Materials, and Software Availability. All sequencing data are availa-
ble under BioProject PRINA929280 (40). Mass spectrometry data for platypus,
chicken, and mouse heart and liver samples, including raw files and protein
summaries, are available at the ProteomeXchange Consortium via the PRIDE
(41) partner repository with the dataset identifier PXD040182. The scripts for
the statistical models and the datasets necessary to run analyses included in this
paper, as well as protein summaries for platypus and opossum fibroblasts, have
been deposited in the public depository Git Hub, and are available at: https://
github.com/kango2/dcomp (42). Protein summary files are names according to
sample labeling described in ProteinPilot software workflow section of methods.
Previously published data were used for this work (43).
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