Supplemental Table 1. Interactome of Kv7.1 in HEK 293 cells.

Accession Description MW [kDa]

Q7RTP6 [F-actin]-methionine sulfoxide oxidase MICAL3 OS=Homo sapiens GN=MICAL3 PE=1 SV=2 - [MICA3_HUMAN] 224,16
P61604 10 kDa heat shock protein, mitochondrial 0S=Homo sapiens GN=HSPE1 PE=1 SV=2 - [CH10_HUMAN] 10,92
Q15029 116 kDa U5 small nuclear ribonucleoprotein component OS=Homo sapiens GN=EFTUD2 PE=1 SV=1 - [U5S1_HUMAN] 109,37
P31946 14-3-3 protein beta/alpha OS=Homo sapiens GN=YWHAB PE=1 SV=3 - [1433B_HUMAN] 28,06
P62258 14-3-3 protein epsilon 0S=Homo sapiens GN=YWHAE PE=1 SV=1 - [1433E_HUMAN] 29,16
Q04917 14-3-3 protein eta OS=Homo sapiens GN=YWHAH PE=1 SV=4 - [1433F_HUMAN] 28,20
P61981 14-3-3 protein gamma OS=Homo sapiens GN=YWHAG PE=1 SV=2 - [1433G_HUMAN] 28,28
P31947 14-3-3 protein sigma OS=Homo sapiens GN=SFN PE=1 SV=1 - [1433S_HUMAN] 27,76
P27348 14-3-3 protein theta OS=Homo sapiens GN=YWHAQ PE=1 SV=1 - [1433T_HUMAN] 27,75
P63104 14-3-3 protein zeta/delta OS=Homo sapiens GN=YWHAZ PE=1 SV=1 - [1433Z_HUMAN] 27,73
Qacoc2 182 kDa tankyrase-1-binding protein OS=Homo sapiens GN=TNKS1BP1 PE=1 SV=4 - [TB182_HUMAN] 181,69
P09543 2',3'-cyclic-nucleotide 3'-phosphodiesterase OS=Homo sapiens GN=CNP PE=1 SV=2 - [CN37_HUMAN] 47,55
Q16698 2,4-dienoyl-CoA reductase, mitochondrial OS=Homo sapiens GN=DECR1 PE=1 SV=1 - [DECR_HUMAN] 36,04
P62191 26S protease regulatory subunit 4 OS=Homo sapiens GN=PSMC1 PE=1 SV=1 - [PRS4_HUMAN] 49,15
P17980 26S protease regulatory subunit 6A OS=Homo sapiens GN=PSMC3 PE=1 SV=3 - [PRS6A_HUMAN] 49,17
P43686 26S protease regulatory subunit 6B OS=Homo sapiens GN=PSMC4 PE=1 SV=2 - [PRS6B_HUMAN] 47,34
P35998 26S protease regulatory subunit 7 0S=Homo sapiens GN=PSMC2 PE=1 SV=3 - [PRS7_HUMAN] 48,60
P62195 26S protease regulatory subunit 8 0S=Homo sapiens GN=PSMC5 PE=1 SV=1 - [PRS8_HUMAN] 45,60
Q99460 26S proteasome non-ATPase regulatory subunit 1 OS=Homo sapiens GN=PSMD1 PE=1 SV=2 - [PSMD1_HUMAN] 105,77
000231 26S proteasome non-ATPase regulatory subunit 11 OS=Homo sapiens GN=PSMD11 PE=1 SV=3 - [PSD11_HUMAN] 47,43
000232 26S proteasome non-ATPase regulatory subunit 12 OS=Homo sapiens GN=PSMD12 PE=1 SV=3 - [PSD12_HUMAN] 52,87
Q9UNM6 26S proteasome non-ATPase regulatory subunit 13 OS=Homo sapiens GN=PSMD13 PE=1 SV=2 - [PSD13_HUMAN] 42,92
000487 26S proteasome non-ATPase regulatory subunit 14 OS=Homo sapiens GN=PSMD14 PE=1 SV=1 - [PSDE_HUMAN] 34,55
Q13200 26S proteasome non-ATPase regulatory subunit 2 0S=Homo sapiens GN=PSMD2 PE=1 SV=3 - [PSMD2_HUMAN] 100,14
043242 26S proteasome non-ATPase regulatory subunit 3 OS=Homo sapiens GN=PSMD3 PE=1 SV=2 - [PSMD3_HUMAN] 60,94
P55036 26S proteasome non-ATPase regulatory subunit 4 0S=Homo sapiens GN=PSMD4 PE=1 SV=1 - [PSMD4_HUMAN] 40,71
Q15008 26S proteasome non-ATPase regulatory subunit 6 OS=Homo sapiens GN=PSMD6 PE=1 SV=1 - [PSMD6_HUMAN] 45,50
P51665 26S proteasome non-ATPase regulatory subunit 7 0S=Homo sapiens GN=PSMD7 PE=1 SV=2 - [PSMD7_HUMAN] 37,00
P48556 26S proteasome non-ATPase regulatory subunit 8 0S=Homo sapiens GN=PSMD8 PE=1 SV=2 - [PSMD8_HUMAN] 39,59
P82912 28S ribosomal protein S11, mitochondrial 0S=Homo sapiens GN=MRPS11 PE=1 SV=2 - [RT11_HUMAN] 20,60
015235 28S ribosomal protein S12, mitochondrial OS=Homo sapiens GN=MRPS12 PE=1 SV=1 - [RT12_HUMAN] 15,16
Q9Y3D3 28S ribosomal protein S16, mitochondrial 0S=Homo sapiens GN=MRPS16 PE=1 SV=1 - [RT16_HUMAN] 15,34
Q9Y2R5 28S ribosomal protein S17, mitochondrial OS=Homo sapiens GN=MRPS17 PE=1 SV=1 - [RT17_HUMAN] 14,49
Q9Y399 28S ribosomal protein S2, mitochondrial 0S=Homo sapiens GN=MRPS2 PE=1 SV=1 - [RT02_HUMAN] 33,23
Q9Y3D9 28S ribosomal protein S23, mitochondrial OS=Homo sapiens GN=MRPS23 PE=1 SV=2 - [RT23_HUMAN] 21,76
Q92552 28S ribosomal protein S27, mitochondrial 0S=Homo sapiens GN=MRPS27 PE=1 SV=3 - [RT27_HUMAN] 47,58
Q9Y2Q9 28S ribosomal protein $28, mitochondrial OS=Homo sapiens GN=MRPS28 PE=1 SV=1 - [RT28_HUMAN] 20,83
P51398 28S ribosomal protein S29, mitochondrial 0S=Homo sapiens GN=DAP3 PE=1 SV=1 - [RT29_HUMAN] 45,54




Q92665 28S ribosomal protein S31, mitochondrial 0S=Homo sapiens GN=MRPS31 PE=1 SV=3 - [RT31_HUMAN] 45,29
Q9Y2R9 28S ribosomal protein S7, mitochondrial 0S=Homo sapiens GN=MRPS7 PE=1 SV=2 - [RTO7_HUMAN] 28,12
P82933 28S ribosomal protein S9, mitochondrial 0S=Homo sapiens GN=MRPS9 PE=1 SV=2 - [RT0O9_HUMAN] 45,81
Q9Y3B7 39S ribosomal protein L11, mitochondrial 0S=Homo sapiens GN=MRPL11 PE=1 SV=1 - [RM11_HUMAN] 20,67
P52815 39S ribosomal protein L12, mitochondrial 0S=Homo sapiens GN=MRPL12 PE=1 SV=2 - [RM12_HUMAN] 21,33
Q6P1L8 39S ribosomal protein L14, mitochondrial 0S=Homo sapiens GN=MRPL14 PE=1 SV=1 - [RM14_HUMAN] 15,94
QINX20 39S ribosomal protein L16, mitochondrial 0S=Homo sapiens GN=MRPL16 PE=1 SV=1 - [RM16_HUMAN] 28,43
QINWU5 39S ribosomal protein L22, mitochondrial 0S=Homo sapiens GN=MRPL22 PE=1 SV=1 - [RM22_HUMAN] 23,63
Q9BYD3 39S ribosomal protein L4, mitochondrial 0S=Homo sapiens GN=MRPL4 PE=1 SV=1 - [RM04_HUMAN] 34,90
Q9HD33 39S ribosomal protein L47, mitochondrial OS=Homo sapiens GN=MRPL47 PE=1 SV=2 - [RM47_HUMAN] 29,43
Q8N5N7 39S ribosomal protein L50, mitochondrial 0S=Homo sapiens GN=MRPL50 PE=1 SV=2 - [RM50_HUMAN] 18,31
Q9BYD2 39S ribosomal protein L9, mitochondrial 0S=Homo sapiens GN=MRPL9 PE=1 SV=2 - [RM09_HUMAN] 30,22
P42765 3-ketoacyl-CoA thiolase, mitochondrial 0S=Homo sapiens GN=ACAA2 PE=1 SV=2 - [THIM_HUMAN] 41,90
P46783 40S ribosomal protein S10 OS=Homo sapiens GN=RPS10 PE=1 SV=1 - [RS10_HUMAN] 18,89
P62280 40S ribosomal protein S11 OS=Homo sapiens GN=RPS11 PE=1 SV=3 - [RS11_HUMAN] 18,42
P25398 40S ribosomal protein S12 OS=Homo sapiens GN=RPS12 PE=1 SV=3 - [RS12_HUMAN] 14,51
P62277 40S ribosomal protein S13 OS=Homo sapiens GN=RPS13 PE=1 SV=2 - [RS13_HUMAN] 17,21
P62263 40S ribosomal protein S14 OS=Homo sapiens GN=RPS14 PE=1 SV=3 - [RS14_HUMAN] 16,26
P62841 40S ribosomal protein S15 OS=Homo sapiens GN=RPS15 PE=1 SV=2 - [RS15_HUMAN] 17,03
P62244 40S ribosomal protein S15a OS=Homo sapiens GN=RPS15A PE=1 SV=2 - [RS15A_HUMAN] 14,83
P62249 40S ribosomal protein S16 OS=Homo sapiens GN=RPS16 PE=1 SV=2 - [RS16_HUMAN] 16,44
P08708 40S ribosomal protein S17 OS=Homo sapiens GN=RPS17 PE=1 SV=2 - [RS17_HUMAN] 15,54
P62269 40S ribosomal protein S18 OS=Homo sapiens GN=RPS18 PE=1 SV=3 - [RS18_HUMAN] 17,71
P39019 40S ribosomal protein S19 OS=Homo sapiens GN=RPS19 PE=1 SV=2 - [RS19_HUMAN] 16,05
P15880 40S ribosomal protein S2 0S=Homo sapiens GN=RPS2 PE=1 SV=2 - [RS2_HUMAN] 31,30
P60866 40S ribosomal protein S20 OS=Homo sapiens GN=RPS20 PE=1 SV=1 - [RS20_HUMAN] 13,36
P62266 40S ribosomal protein S23 OS=Homo sapiens GN=RPS23 PE=1 SV=3 - [RS23_HUMAN] 15,80
P62847 40S ribosomal protein S24 OS=Homo sapiens GN=RPS24 PE=1 SV=1 - [RS24_HUMAN] 15,41
P62851 40S ribosomal protein S25 OS=Homo sapiens GN=RPS25 PE=1 SV=1 - [RS25_HUMAN] 13,73
P62854 40S ribosomal protein S26 OS=Homo sapiens GN=RPS26 PE=1 SV=3 - [RS26_HUMAN] 13,01
P42677 40S ribosomal protein S27 OS=Homo sapiens GN=RPS27 PE=1 SV=3 - [RS27_HUMAN] 9,45
Q71UM5 40S ribosomal protein S27-like 0S=Homo sapiens GN=RPS27L PE=1 SV=3 - [RS27L_HUMAN] 9,47
P62857 40S ribosomal protein S28 OS=Homo sapiens GN=RPS28 PE=1 SV=1 - [RS28_HUMAN] 7,84
P23396 40S ribosomal protein S3 0S=Homo sapiens GN=RPS3 PE=1 SV=2 - [RS3_HUMAN] 26,67
P62861 40S ribosomal protein S30 OS=Homo sapiens GN=FAU PE=1 SV=1 - [RS30_HUMAN] 6,64
P61247 40S ribosomal protein S3a OS=Homo sapiens GN=RPS3A PE=1 SV=2 - [RS3A_HUMAN] 29,93
P62701 40S ribosomal protein S4, X isoform OS=Homo sapiens GN=RPS4X PE=1 SV=2 - [RS4X_HUMAN] 29,58
P22090 40S ribosomal protein S4, Y isoform 1 OS=Homo sapiens GN=RPS4Y1 PE=1 SV=2 - [RS4Y1_HUMAN] 29,44
Q8TD47 40S ribosomal protein S4, Y isoform 2 OS=Homo sapiens GN=RPS4Y2 PE=2 SV=3 - [RS4Y2_HUMAN] 29,28
P46782 40S ribosomal protein S5 OS=Homo sapiens GN=RPS5 PE=1 SV=4 - [RS5_HUMAN] 22,86
P62753 40S ribosomal protein S6 0S=Homo sapiens GN=RPS6 PE=1 SV=1 - [RS6_HUMAN] 28,66




P62081 40S ribosomal protein S7 0S=Homo sapiens GN=RPS7 PE=1 SV=1 - [RS7_HUMAN] 22,11
P62241 40S ribosomal protein S8 0S=Homo sapiens GN=RPS8 PE=1 SV=2 - [RS8_HUMAN] 24,19
P46781 40S ribosomal protein S9 0S=Homo sapiens GN=RPS9 PE=1 SV=3 - [RS9_HUMAN] 22,58
P08865 40S ribosomal protein SA OS=Homo sapiens GN=RPSA PE=1 SV=4 - [RSSA_HUMAN] 32,83
P08195 4F2 cell-surface antigen heavy chain OS=Homo sapiens GN=SLC3A2 PE=1 SV=3 - [4F2_HUMAN] 67,95
Q9HOD6 5'-3" exoribonuclease 2 0S=Homo sapiens GN=XRN2 PE=1 SV=1 - [XRN2_HUMAN] 108,51
P10809 60 kDa heat shock protein, mitochondrial 0S=Homo sapiens GN=HSPD1 PE=1 SV=2 - [CH60_HUMAN] 61,02
P05388 60S acidic ribosomal protein PO OS=Homo sapiens GN=RPLPO PE=1 SV=1 - [RLAO_HUMAN] 34,25
Q8NHWS5 60S acidic ribosomal protein PO-like 0S=Homo sapiens GN=RPLPOP6 PE=5 SV=1 - [RLAOL_HUMAN] 34,34
P05386 60S acidic ribosomal protein P1 OS=Homo sapiens GN=RPLP1 PE=1 SV=1 - [RLA1_HUMAN] 11,51
P05387 60S acidic ribosomal protein P2 0S=Homo sapiens GN=RPLP2 PE=1 SV=1 - [RLA2_HUMAN] 11,66
P27635 60S ribosomal protein L10 OS=Homo sapiens GN=RPL10 PE=1 SV=4 - [RL10_HUMAN] 24,59
P62906 60S ribosomal protein L10a OS=Homo sapiens GN=RPL10A PE=1 SV=2 - [RL10A_HUMAN] 24,82
Q96121 60S ribosomal protein L10-like OS=Homo sapiens GN=RPL10L PE=1 SV=3 - [RL10L_HUMAN] 24,50
P62913 60S ribosomal protein L11 OS=Homo sapiens GN=RPL11 PE=1 SV=2 - [RL11_HUMAN] 20,24
P30050 60S ribosomal protein L12 OS=Homo sapiens GN=RPL12 PE=1 SV=1 - [RL12_HUMAN] 17,81
P26373 60S ribosomal protein L13 OS=Homo sapiens GN=RPL13 PE=1 SV=4 - [RL13_HUMAN] 24,25
P40429 60S ribosomal protein L13a OS=Homo sapiens GN=RPL13A PE=1 SV=2 - [RL13A_HUMAN] 23,56
P50914 60S ribosomal protein L14 OS=Homo sapiens GN=RPL14 PE=1 SV=4 - [RL14_HUMAN] 23,42
P61313 60S ribosomal protein L15 OS=Homo sapiens GN=RPL15 PE=1 SV=2 - [RL15_HUMAN] 24,13
P18621 60S ribosomal protein L17 OS=Homo sapiens GN=RPL17 PE=1 SV=3 - [RL17_HUMAN] 21,38
Q07020 60S ribosomal protein L18 OS=Homo sapiens GN=RPL18 PE=1 SV=2 - [RL18_HUMAN] 21,62
Q02543 60S ribosomal protein L18a OS=Homo sapiens GN=RPL18A PE=1 SV=2 - [RL18A_HUMAN] 20,75
P84098 60S ribosomal protein L19 OS=Homo sapiens GN=RPL19 PE=1 SV=1 - [RL19_HUMAN] 23,45
P46778 60S ribosomal protein L21 OS=Homo sapiens GN=RPL21 PE=1 SV=2 - [RL21_HUMAN] 18,55
P35268 60S ribosomal protein L22 OS=Homo sapiens GN=RPL22 PE=1 SV=2 - [RL22_HUMAN] 14,78
P62829 60S ribosomal protein L23 OS=Homo sapiens GN=RPL23 PE=1 SV=1 - [RL23_HUMAN] 14,86
P62750 60S ribosomal protein L23a OS=Homo sapiens GN=RPL23A PE=1 SV=1 - [RL23A_HUMAN] 17,68
P83731 60S ribosomal protein L24 OS=Homo sapiens GN=RPL24 PE=1 SV=1 - [RL24_HUMAN] 17,77
P61254 60S ribosomal protein L26 OS=Homo sapiens GN=RPL26 PE=1 SV=1 - [RL26_HUMAN] 17,25
Q9UNX3 60S ribosomal protein L26-like 1 0S=Homo sapiens GN=RPL26L1 PE=1 SV=1 - [RL26L_HUMAN] 17,25
P61353 60S ribosomal protein L27 OS=Homo sapiens GN=RPL27 PE=1 SV=2 - [RL27_HUMAN] 15,79
P46776 60S ribosomal protein L27a OS=Homo sapiens GN=RPL27A PE=1 SV=2 - [RL27A_HUMAN] 16,55
P46779 60S ribosomal protein L28 OS=Homo sapiens GN=RPL28 PE=1 SV=3 - [RL28_HUMAN] 15,74
P47914 60S ribosomal protein L29 OS=Homo sapiens GN=RPL29 PE=1 SV=2 - [RL29_HUMAN] 17,74
P39023 60S ribosomal protein L3 OS=Homo sapiens GN=RPL3 PE=1 SV=2 - [RL3_HUMAN] 46,08
P62899 60S ribosomal protein L31 OS=Homo sapiens GN=RPL31 PE=1 SV=1 - [RL31_HUMAN] 14,45
P62910 60S ribosomal protein L32 OS=Homo sapiens GN=RPL32 PE=1 SV=2 - [RL32_HUMAN] 15,85
P49207 60S ribosomal protein L34 OS=Homo sapiens GN=RPL34 PE=1 SV=3 - [RL34_HUMAN] 13,28
P42766 60S ribosomal protein L35 OS=Homo sapiens GN=RPL35 PE=1 SV=2 - [RL35_HUMAN] 14,54
P18077 60S ribosomal protein L35a OS=Homo sapiens GN=RPL35A PE=1 SV=2 - [RL35A_HUMAN] 12,53




Q9Y3U8 60S ribosomal protein L36 OS=Homo sapiens GN=RPL36 PE=1 SV=3 - [RL36_HUMAN] 12,25
P83881 60S ribosomal protein L36a OS=Homo sapiens GN=RPL36A PE=1 SV=2 - [RL36A_HUMAN] 12,43
Q969Q0 60S ribosomal protein L36a-like 0S=Homo sapiens GN=RPL36AL PE=1 SV=3 - [RL36L_HUMAN] 12,46
P61513 60S ribosomal protein L37a OS=Homo sapiens GN=RPL37A PE=1 SV=2 - [RL37A_HUMAN] 10,27
P63173 60S ribosomal protein L38 OS=Homo sapiens GN=RPL38 PE=1 SV=2 - [RL38_HUMAN] 8,21
P62891 60S ribosomal protein L39 OS=Homo sapiens GN=RPL39 PE=1 SV=2 - [RL39_HUMAN] 6,40
Q92901 60S ribosomal protein L3-like 0S=Homo sapiens GN=RPL3L PE=2 SV=3 - [RL3L_HUMAN] 46,27
P36578 60S ribosomal protein L4 OS=Homo sapiens GN=RPL4 PE=1 SV=5 - [RL4_HUMAN] 47,67
P46777 60S ribosomal protein L5 OS=Homo sapiens GN=RPL5 PE=1 SV=3 - [RL5_HUMAN] 34,34
Q02878 60S ribosomal protein L6 OS=Homo sapiens GN=RPL6 PE=1 SV=3 - [RL6_HUMAN] 32,71
P18124 60S ribosomal protein L7 OS=Homo sapiens GN=RPL7 PE=1 SV=1 - [RL7_HUMAN] 29,21
P62424 60S ribosomal protein L7a OS=Homo sapiens GN=RPL7A PE=1 SV=2 - [RL7A_HUMAN] 29,98
Q6DKI1 60S ribosomal protein L7-like 1 0S=Homo sapiens GN=RPL7L1 PE=1 SV=1 - [RL7L_HUMAN] 28,64
P62917 60S ribosomal protein L8 OS=Homo sapiens GN=RPL8 PE=1 SV=2 - [RL8_HUMAN] 28,01
P32969 60S ribosomal protein L9 OS=Homo sapiens GN=RPL9 PE=1 SV=1 - [RL9_HUMAN] 21,85
P11021 78 kDa glucose-regulated protein OS=Homo sapiens GN=HSPAS5 PE=1 SV=2 - [GRP78_HUMAN] 72,29
Q9Y4K1 Absent in melanoma 1 protein OS=Homo sapiens GN=AIM1 PE=1 SV=3 - [AIM1_HUMAN] 188,56
P24752 Acetyl-CoA acetyltransferase, mitochondrial 0S=Homo sapiens GN=ACAT1 PE=1 SV=1 - [THIL_HUMAN] 45,17
Q13085 Acetyl-CoA carboxylase 1 0S=Homo sapiens GN=ACACA PE=1 SV=2 - [ACACA_HUMAN] 265,38
000763 Acetyl-CoA carboxylase 2 OS=Homo sapiens GN=ACACB PE=1 SV=3 - [ACACB_HUMAN] 276,37
Q9BTTO Acidic leucine-rich nuclear phosphoprotein 32 family member E OS=Homo sapiens GN=ANP32E PE=1 SV=1 - [AN32E_HUMAN] 30,67
Q8N556 Actin filament-associated protein 1 OS=Homo sapiens GN=AFAP1 PE=1 SV=2 - [AFAP1_HUMAN] 80,67
P68032 Actin, alpha cardiac muscle 1 OS=Homo sapiens GN=ACTC1 PE=1 SV=1 - [ACTC_HUMAN] 41,99
P68133 Actin, alpha skeletal muscle OS=Homo sapiens GN=ACTA1 PE=1 SV=1 - [ACTS_HUMAN] 42,02
P62736 Actin, aortic smooth muscle OS=Homo sapiens GN=ACTA2 PE=1 SV=1 - [ACTA_HUMAN] 41,98
P60709 Actin, cytoplasmic 1 OS=Homo sapiens GN=ACTB PE=1 SV=1 - [ACTB_HUMAN] 41,71
P63261 Actin, cytoplasmic 2 OS=Homo sapiens GN=ACTG1 PE=1 SV=1 - [ACTG_HUMAN] 41,77
P63267 Actin, gamma-enteric smooth muscle OS=Homo sapiens GN=ACTG2 PE=1 SV=1 - [ACTH_HUMAN] 41,85
014639 Actin-binding LIM protein 1 OS=Homo sapiens GN=ABLIM1 PE=1 SV=3 - [ABLM1_HUMAN] 87,63
096019 Actin-like protein 6A OS=Homo sapiens GN=ACTL6A PE=1 SV=1 - [ACL6A_HUMAN] 47,43
Q9NZ32 Actin-related protein 10 OS=Homo sapiens GN=ACTR10 PE=1 SV=1 - [ARP10_HUMAN] 46,28
015143 Actin-related protein 2/3 complex subunit 1B OS=Homo sapiens GN=ARPC1B PE=1 SV=3 - [ARC1B_HUMAN] 40,92
015144 Actin-related protein 2/3 complex subunit 2 0S=Homo sapiens GN=ARPC2 PE=1 SV=1 - [ARPC2_HUMAN] 34,31
015145 Actin-related protein 2/3 complex subunit 3 0S=Homo sapiens GN=ARPC3 PE=1 SV=3 - [ARPC3_HUMAN] 20,53
P59998 Actin-related protein 2/3 complex subunit 4 0S=Homo sapiens GN=ARPC4 PE=1 SV=3 - [ARPC4_HUMAN] 19,65
015511 Actin-related protein 2/3 complex subunit 5 0S=Homo sapiens GN=ARPC5 PE=1 SV=3 - [ARPC5_HUMAN] 16,31
Q9BPX5 Actin-related protein 2/3 complex subunit 5-like protein 0S=Homo sapiens GN=ARPC5L PE=1 SV=1 - [ARP5L_HUMAN] 16,93
P61158 Actin-related protein 3 OS=Homo sapiens GN=ACTR3 PE=1 SV=3 - [ARP3_HUMAN] 47,34
QoP1U1 Actin-related protein 3B OS=Homo sapiens GN=ACTR3B PE=2 SV=1 - [ARP3B_HUMAN] 47,58
Q9COK3 Actin-related protein 3C OS=Homo sapiens GN=ACTR3C PE=2 SV=1 - [ARP3C_HUMAN] 23,70
P53999 Activated RNA polymerase Il transcriptional coactivator p15 OS=Homo sapiens GN=SUB1 PE=1 SV=3 - [TCP4_HUMAN] 14,39




Q8NIN2 Activating signal cointegrator 1 complex subunit 1 0S=Homo sapiens GN=ASCC1 PE=1 SV=1 - [ASCC1_HUMAN] 45,48
Q9H2PO Activity-dependent neuroprotector homeobox protein OS=Homo sapiens GN=ADNP PE=1 SV=1 - [ADNP_HUMAN] 123,49
Q9NPJ3 Acyl-coenzyme A thioesterase 13 OS=Homo sapiens GN=ACOT13 PE=1 SV=1 - [ACO13_HUMAN] 14,95
014734 Acyl-coenzyme A thioesterase 8 0S=Homo sapiens GN=ACOT8 PE=1 SV=1 - [ACOT8_HUMAN] 35,89
Q9Y305 Acyl-coenzyme A thioesterase 9, mitochondrial 0S=Homo sapiens GN=ACOT9 PE=1 SV=2 - [ACOT9_HUMAN] 49,87
P25054 Adenomatous polyposis coli protein OS=Homo sapiens GN=APC PE=1 SV=2 - [APC_HUMAN] 311,45
P23526 Adenosylhomocysteinase OS=Homo sapiens GN=AHCY PE=1 SV=4 - [SAHH_HUMAN] 47,69
QI9UHX3 Adhesion G protein-coupled receptor E2 OS=Homo sapiens GN=ADGRE2 PE=1 SV=2 - [AGRE2_HUMAN] 90,41
Q9Y653 Adhesion G-protein coupled receptor G1 OS=Homo sapiens GN=ADGRG1 PE=1 SV=2 - [AGRG1_HUMAN] 77,69
Q9HDC9 Adipocyte plasma membrane-associated protein OS=Homo sapiens GN=APMAP PE=1 SV=2 - [APMAP_HUMAN] 46,45
P12235 ADP/ATP translocase 1 OS=Homo sapiens GN=SLC25A4 PE=1 SV=4 - [ADT1_HUMAN] 33,04
P05141 ADP/ATP translocase 2 0S=Homo sapiens GN=SLC25A5 PE=1 SV=7 - [ADT2_HUMAN] 32,83
P12236 ADP/ATP translocase 3 OS=Homo sapiens GN=SLC25A6 PE=1 SV=4 - [ADT3_HUMAN] 32,85
Q9HO0C2 ADP/ATP translocase 4 0S=Homo sapiens GN=SLC25A31 PE=2 SV=1 - [ADT4_HUMAN] 35,00
P84077 ADP-ribosylation factor 1 0S=Homo sapiens GN=ARF1 PE=1 SV=2 - [ARF1_HUMAN] 20,68
P61204 ADP-ribosylation factor 3 OS=Homo sapiens GN=ARF3 PE=1 SV=2 - [ARF3_HUMAN] 20,59
P18085 ADP-ribosylation factor 4 0S=Homo sapiens GN=ARF4 PE=1 SV=3 - [ARF4_HUMAN] 20,50
P84085 ADP-ribosylation factor 5 0S=Homo sapiens GN=ARF5 PE=1 SV=2 - [ARF5_HUMAN] 20,52
P40616 ADP-ribosylation factor-like protein 1 OS=Homo sapiens GN=ARL1 PE=1 SV=1 - [ARL1_HUMAN] 20,40
000468 Agrin OS=Homo sapiens GN=AGRN PE=1 SV=5 - [AGRIN_HUMAN] 217,09
Q92667 A-kinase anchor protein 1, mitochondrial 0S=Homo sapiens GN=AKAP1 PE=1 SV=1 - [AKAP1_HUMAN] 97,28
Q9Y2D5 A-kinase anchor protein 2 OS=Homo sapiens GN=AKAP2 PE=1 SV=3 - [AKAP2_HUMAN] 94,60
Q4LEZ3 Alanine and arginine-rich domain-containing protein OS=Homo sapiens GN=AARD PE=2 SV=1 - [AARD_HUMAN 17,56
Q9BQI0 Allograft inflammatory factor 1-like OS=Homo sapiens GN=AIF1L PE=1 SV=1 - [AIF1L_HUMAN] 17,06
P12814 Alpha-actinin-1 OS=Homo sapiens GN=ACTN1 PE=1 SV=2 - [ACTN1_HUMAN] 102,99
P35609 Alpha-actinin-2 OS=Homo sapiens GN=ACTN2 PE=1 SV=1 - [ACTN2_HUMAN] 103,79
Q08043 Alpha-actinin-3 OS=Homo sapiens GN=ACTN3 PE=1 SV=2 - [ACTN3_HUMAN] 103,18
043707 Alpha-actinin-4 OS=Homo sapiens GN=ACTN4 PE=1 SV=2 - [ACTN4_HUMAN] 104,79
P35611 Alpha-adducin OS=Homo sapiens GN=ADD1 PE=1 SV=2 - [ADDA_HUMAN] 80,90
P61163 Alpha-centractin OS=Homo sapiens GN=ACTR1A PE=1 SV=1 - [ACTZ_HUMAN] 42,59
P06733 Alpha-enolase 0S=Homo sapiens GN=ENO1 PE=1 SV=2 - [ENOA_HUMAN] 47,14
Q16352 Alpha-internexin OS=Homo sapiens GN=INA PE=1 SV=2 - [AINX_HUMAN] 55,36
Q5sQlo Alpha-tubulin N-acetyltransferase 1 0S=Homo sapiens GN=ATAT1 PE=1 SV=1 - [ATAT_HUMAN] 46,78
Q12904 Aminoacyl tRNA synthase complex-interacting multifunctional protein 1 OS=Homo sapiens GN=AIMP1 PE=1 SV=2 - [AIMP1_HUMAN] 34,33
Q13155 Aminoacyl tRNA synthase complex-interacting multifunctional protein 2 0S=Homo sapiens GN=AIMP2 PE=1 SV=2 - [AIMP2_HUMAN] 35,33
Q6DCAO0 AMMECR1-like protein OS=Homo sapiens GN=AMMECR1L PE=1 SV=1 - [AMERL_HUMAN] 34,48
QI9NQW6 Anillin 0S=Homo sapiens GN=ANLN PE=1 SV=2 - [ANLN_HUMAN] 124,12
Q9POK7 Ankycorbin OS=Homo sapiens GN=RAI14 PE=1 SV=2 - [RAI14_HUMAN] 109,97
Q5TYW2 Ankyrin repeat domain-containing protein 20A1 OS=Homo sapiens GN=ANKRD20A1 PE=2 SV=1 - [A20A1_HUMAN] 93,99
Q55Q80 Ankyrin repeat domain-containing protein 20A2 OS=Homo sapiens GN=ANKRD20A2 PE=4 SV=1 - [A20A2_HUMAN] 94,03
Q5VUR7 Ankyrin repeat domain-containing protein 20A3 OS=Homo sapiens GN=ANKRD20A3 PE=4 SV=1 - [A20A3_HUMAN] 94,05




Q4Ul75 Ankyrin repeat domain-containing protein 20A4 OS=Homo sapiens GN=ANKRD20A4 PE=4 SV=1 - [A20A4_HUMAN] 94,09
Q5CZ79 Ankyrin repeat domain-containing protein 20B OS=Homo sapiens GN=ANKRD20A8P PE=2 SV=2 - [AN20B_HUMAN] 93,85
P04083 Annexin A1 OS=Homo sapiens GN=ANXA1 PE=1 SV=2 - [ANXA1_HUMAN] 38,69
P07355 Annexin A2 OS=Homo sapiens GN=ANXA2 PE=1 SV=2 - [ANXA2_HUMAN] 38,58
P63010 AP-2 complex subunit beta OS=Homo sapiens GN=AP2B1 PE=1 SV=1 - [AP2B1_HUMAN] 104,49
P53680 AP-2 complex subunit sigma OS=Homo sapiens GN=AP2S1 PE=1 SV=2 - [AP2S1_HUMAN] 17,01
Q92572 AP-3 complex subunit sigma-1 OS=Homo sapiens GN=AP3S1 PE=1 SV=1 - [AP351_HUMAN] 21,72
P05090 Apolipoprotein D 0S=Homo sapiens GN=APOD PE=1 SV=1 - [APOD_HUMAN] 21,26
095831 Apoptosis-inducing factor 1, mitochondrial 0S=Homo sapiens GN=AIFM1 PE=1 SV=1 - [AIFM1_HUMAN] 66,86
Q9BRQ8 Apoptosis-inducing factor 2 0S=Homo sapiens GN=AIFM2 PE=1 SV=1 - [AIFM2_HUMAN] 40,50
043150 Arf-GAP with SH3 domain, ANK repeat and PH domain-containing protein 2 0S=Homo sapiens GN=ASAP2 PE=1 SV=3 - [ASAP2_HUMAN 111,58
P05089 Arginase-1 OS=Homo sapiens GN=ARG1 PE=1 SV=2 - [ARGI1_HUMAN] 34,71
QINWB6 Arginine and glutamate-rich protein 1 OS=Homo sapiens GN=ARGLU1 PE=1 SV=1 - [ARGL1_HUMAN] 33,20
P54136 Arginine--tRNA ligase, cytoplasmic OS=Homo sapiens GN=RARS PE=1 SV=2 - [SYRC_HUMAN] 75,33
P00966 Argininosuccinate synthase OS=Homo sapiens GN=ASS1 PE=1 SV=2 - [ASSY_HUMAN] 46,50
Q96C12 Armadillo repeat-containing protein 5 OS=Homo sapiens GN=ARMC5 PE=1 SV=2 - [ARMC5_HUMAN] 97,62
Q71311 Armadillo repeat-containing X-linked protein 2 OS=Homo sapiens GN=ARMCX2 PE=2 SV=1 - [ARMX2_HUMAN] 65,64
P14868 Aspartate--tRNA ligase, cytoplasmic OS=Homo sapiens GN=DARS PE=1 SV=2 - [SYDC_HUMAN] 57,10
Q9uUBB4 Ataxin-10 OS=Homo sapiens GN=ATXN10 PE=1 SV=1 - [ATX10_HUMAN] 53,45
Q99700 Ataxin-2 OS=Homo sapiens GN=ATXN2 PE=1 SV=2 - [ATX2_HUMAN] 140,20
Q8WWM?7 Ataxin-2-like protein OS=Homo sapiens GN=ATXN2L PE=1 SV=2 - [ATX2L_HUMAN] 113,30
P25705 ATP synthase subunit alpha, mitochondrial OS=Homo sapiens GN=ATP5A1 PE=1 SV=1 - [ATPA_HUMAN] 59,71
P06576 ATP synthase subunit beta, mitochondrial 0S=Homo sapiens GN=ATP5B PE=1 SV=3 - [ATPB_HUMAN] 56,52
075947 ATP synthase subunit d, mitochondrial 0S=Homo sapiens GN=ATP5H PE=1 SV=3 - [ATP5H_HUMAN] 18,48
P30049 ATP synthase subunit delta, mitochondrial 0S=Homo sapiens GN=ATP5D PE=1 SV=2 - [ATPD_HUMAN] 17,48
P56134 ATP synthase subunit f, mitochondrial 0S=Homo sapiens GN=ATP5J2 PE=1 SV=3 - [ATPK_HUMAN] 10,91
P36542 ATP synthase subunit gamma, mitochondrial 0S=Homo sapiens GN=ATP5C1 PE=1 SV=1 - [ATPG_HUMAN] 32,98
P48047 ATP synthase subunit O, mitochondrial 0S=Homo sapiens GN=ATP50 PE=1 SV=1 - [ATPO_HUMAN] 23,26
Q8NBU5 ATPase family AAA domain-containing protein 1 0S=Homo sapiens GN=ATAD1 PE=1 SV=1 - [ATAD1_HUMAN] 40,72
QINVI7 ATPase family AAA domain-containing protein 3A OS=Homo sapiens GN=ATAD3A PE=1 SV=2 - [ATD3A_HUMAN] 71,32
Q5T9A4 ATPase family AAA domain-containing protein 3B OS=Homo sapiens GN=ATAD3B PE=1 SV=1 - [ATD3B_HUMAN] 72,53
Q5T2N8 ATPase family AAA domain-containing protein 3C OS=Homo sapiens GN=ATAD3C PE=2 SV=2 - [ATD3C_HUMAN] 46,35
Q86UQ4 ATP-binding cassette sub-family A member 13 OS=Homo sapiens GN=ABCA13 PE=2 SV=3 - [ABCAD_HUMAN] 575,79
Q8NE71 ATP-binding cassette sub-family F member 1 OS=Homo sapiens GN=ABCF1 PE=1 SV=2 - [ABCF1_HUMAN] 95,87
P53396 ATP-citrate synthase OS=Homo sapiens GN=ACLY PE=1 SV=3 - [ACLY_HUMAN] 120,76
Q01813 ATP-dependent 6-phosphofructokinase, platelet type OS=Homo sapiens GN=PFKP PE=1 SV=2 - [PFKAP_HUMAN] 85,54
Q08211 ATP-dependent RNA helicase A OS=Homo sapiens GN=DHX9 PE=1 SV=4 - [DHX9_HUMAN] 140,87
Q92499 ATP-dependent RNA helicase DDX1 OS=Homo sapiens GN=DDX1 PE=1 SV=2 - [DDX1_HUMAN] 82,38
Q9GZR7 ATP-dependent RNA helicase DDX24 OS=Homo sapiens GN=DDX24 PE=1 SV=1 - [DDX24_HUMAN] 96,27
000148 ATP-dependent RNA helicase DDX39A OS=Homo sapiens GN=DDX39A PE=1 SV=2 - [DX39A_HUMAN] 49,10
000571 ATP-dependent RNA helicase DDX3X OS=Homo sapiens GN=DDX3X PE=1 SV=3 - [DDX3X_HUMAN] 73,20




015523 ATP-dependent RNA helicase DDX3Y OS=Homo sapiens GN=DDX3Y PE=1 SV=2 - [DDX3Y_HUMAN] 73,11
014965 Aurora kinase A OS=Homo sapiens GN=AURKA PE=1 SV=2 - [AURKA_HUMAN] 45,78
Q96GD4 Aurora kinase B OS=Homo sapiens GN=AURKB PE=1 SV=3 - [AURKB_HUMAN] 39,29
Q9uUQB9 Aurora kinase C OS=Homo sapiens GN=AURKC PE=1 SV=1 - [AURKC_HUMAN] 35,57
Q99933 BAG family molecular chaperone regulator 1 OS=Homo sapiens GN=BAG1 PE=1 SV=4 - [BAG1_HUMAN] 38,76
095816 BAG family molecular chaperone regulator 2 0S=Homo sapiens GN=BAG2 PE=1 SV=1 - [BAG2_HUMAN] 23,76
075531 Barrier-to-autointegration factor 0OS=Homo sapiens GN=BANF1 PE=1 SV=1 - [BAF_HUMAN] 10,05
Q7L1Q6 Basic leucine zipper and W2 domain-containing protein 1 OS=Homo sapiens GN=BZW1 PE=1 SV=1 - [BZW1_HUMAN] 48,01
Q16520 Basic leucine zipper transcriptional factor ATF-like OS=Homo sapiens GN=BATF PE=1 SV=1 - [BATF_HUMAN] 14,11
QINYF8 Bcl-2-associated transcription factor 1 OS=Homo sapiens GN=BCLAF1 PE=1 SV=2 - [BCLF1_HUMAN] 106,06
Q13425 Beta-2-syntrophin OS=Homo sapiens GN=SNTB2 PE=1 SV=1 - [SNTB2_HUMAN] 57,91
Q562R1 Beta-actin-like protein 2 OS=Homo sapiens GN=ACTBL2 PE=1 SV=2 - [ACTBL_HUMAN] 41,98
P13929 Beta-enolase OS=Homo sapiens GN=ENO3 PE=1 SV=5 - [ENOB_HUMAN] 46,96
P07814 Bifunctional glutamate/proline--tRNA ligase OS=Homo sapiens GN=EPRS PE=1 SV=5 - [SYEP_HUMAN] 170,48
P13995 Bifunctional methylenetetrahydrofolate dehydrogenase/cyclohydrolase, mitochondrial 0S=Homo sapiens GN=MTHFD2 PE=1 SV=2 - [MTDC_HUMAN] 37,87
P31939 Bifunctional purine biosynthesis protein PURH OS=Homo sapiens GN=ATIC PE=1 SV=3 - [PUR9_HUMAN] 64,58
Q13867 Bleomycin hydrolase OS=Homo sapiens GN=BLMH PE=1 SV=1 - [BLMH_HUMAN] 52,53
QouUQB8 Brain-specific angiogenesis inhibitor 1-associated protein 2 0S=Homo sapiens GN=BAIAP2 PE=1 SV=1 - [BAIP2_HUMAN] 60,83
Q6P147 BTB/POZ domain-containing protein KCTD18 OS=Homo sapiens GN=KCTD18 PE=2 SV=2 - [KCD18_HUMAN] 46,71
043670 BUB3-interacting and GLEBS motif-containing protein ZNF207 OS=Homo sapiens GN=ZNF207 PE=1 SV=1 - [ZN207_HUMAN] 50,72
P11586 C-1-tetrahydrofolate synthase, cytoplasmic OS=Homo sapiens GN=MTHFD1 PE=1 SV=3 - [C1TC_HUMAN] 101,50
Q9P296 C5a anaphylatoxin chemotactic receptor 2 0S=Homo sapiens GN=C5AR2 PE=1 SV=1 - [C5AR2_HUMAN] 36,06
P27708 CAD protein OS=Homo sapiens GN=CAD PE=1 SV=3 - [PYR1_HUMAN] 242,83
Q99653 Calcineurin B homologous protein 1 0S=Homo sapiens GN=CHP1 PE=1 SV=3 - [CHP1_HUMAN] 22,44
Q9HB71 Calcyclin-binding protein OS=Homo sapiens GN=CACYBP PE=1 SV=2 - [CYBP_HUMAN] 26,19
Q05682 Caldesmon OS=Homo sapiens GN=CALD1 PE=1 SV=3 - [CALD1_HUMAN] 93,18
PODP23 Calmodulin-1 OS=Homo sapiens GN=CALM1 PE=1 SV=1 - [CALM1_HUMAN] 16,83
P27482 Calmodulin-like protein 3 0S=Homo sapiens GN=CALML3 PE=1 SV=2 - [CALL3_HUMAN] 16,88
P27824 Calnexin OS=Homo sapiens GN=CANX PE=1 SV=2 - [CALX_HUMAN] 67,53
P04632 Calpain small subunit 1 0S=Homo sapiens GN=CAPNS1 PE=1 SV=1 - [CPNS1_HUMAN] 28,30
P07384 Calpain-1 catalytic subunit OS=Homo sapiens GN=CAPN1 PE=1 SV=1 - [CAN1_HUMAN] 81,84
Q9UMOQ6 Calpain-11 OS=Homo sapiens GN=CAPN11 PE=2 SV=2 - [CAN11_HUMAN] 84,37
P27797 Calreticulin OS=Homo sapiens GN=CALR PE=1 SV=1 - [CALR_HUMAN] 48,11
P17612 cAMP-dependent protein kinase catalytic subunit alpha OS=Homo sapiens GN=PRKACA PE=1 SV=2 - [KAPCA_HUMAN 40,56
P22694 cAMP-dependent protein kinase catalytic subunit beta OS=Homo sapiens GN=PRKACB PE=1 SV=2 - [KAPCB_HUMAN] 40,60
Q9BSD7 Cancer-related nucleoside-triphosphatase OS=Homo sapiens GN=NTPCR PE=1 SV=1 - [NTPCR_HUMAN] 20,70
P30622 CAP-Gly domain-containing linker protein 1 0S=Homo sapiens GN=CLIP1 PE=1 SV=2 - [CLIP1_HUMAN] 162,15
Q9UDT6 CAP-Gly domain-containing linker protein 2 OS=Homo sapiens GN=CLIP2 PE=1 SV=1 - [CLIP2_HUMAN] 115,77
Q14444 Caprin-1 OS=Homo sapiens GN=CAPRIN1 PE=1 SV=2 - [CAPR1_HUMAN] 78,32
P31327 Carbamoyl-phosphate synthase [ammonia], mitochondrial 0S=Homo sapiens GN=CPS1 PE=1 SV=2 - [CPSM_HUMAN] 164,83
P16152 Carbonyl reductase [NADPH] 1 OS=Homo sapiens GN=CBR1 PE=1 SV=3 - [CBR1_HUMAN] 30,36




075828 Carbonyl reductase [NADPH] 3 OS=Homo sapiens GN=CBR3 PE=1 SV=3 - [CBR3_HUMAN] 30,83
P48729 Casein kinase | isoform alpha OS=Homo sapiens GN=CSNK1A1 PE=1 SV=2 - [KC1A_HUMAN] 38,89
Q8N752 Casein kinase | isoform alpha-like 0S=Homo sapiens GN=CSNK1A1L PE=2 SV=2 - [KC1AL_HUMAN] 39,06
P48730 Casein kinase | isoform delta OS=Homo sapiens GN=CSNK1D PE=1 SV=2 - [KC1D_HUMAN] 47,30
P49674 Casein kinase | isoform epsilon OS=Homo sapiens GN=CSNK1E PE=1 SV=1 - [KC1E_HUMAN] 47,29
Q8NEV1 Casein kinase Il subunit alpha 3 0S=Homo sapiens GN=CSNK2A3 PE=1 SV=2 - [CSK23_HUMAN] 45,19
P68400 Casein kinase Il subunit alpha OS=Homo sapiens GN=CSNK2A1 PE=1 SV=1 - [CSK21_HUMAN] 45,11
P67870 Casein kinase Il subunit beta 0S=Homo sapiens GN=CSNK2B PE=1 SV=1 - [CSK2B_HUMAN] 24,93
P31944 Caspase-14 OS=Homo sapiens GN=CASP14 PE=1 SV=2 - [CASPE_HUMAN] 27,66
P04040 Catalase OS=Homo sapiens GN=CAT PE=1 SV=3 - [CATA_HUMAN] 59,72
P35222 Catenin beta-1 OS=Homo sapiens GN=CTNNB1 PE=1 SV=1 - [CTNB1_HUMAN] 85,44
QauIvV1 CCR4-NOT transcription complex subunit 7 0S=Homo sapiens GN=CNOT7 PE=1 SV=3 - [CNOT7_HUMAN] 32,72
Q92600 CCR4-NOT transcription complex subunit 9 OS=Homo sapiens GN=CNOT9 PE=1 SV=1 - [CNOT9_HUMAN] 33,61
095400 CD2 antigen cytoplasmic tail-binding protein 2 0S=Homo sapiens GN=CD2BP2 PE=1 SV=1 - [CD2B2_HUMAN] 37,62
P13987 CD59 glycoprotein OS=Homo sapiens GN=CD59 PE=1 SV=1 - [CD59_HUMAN] 14,17
P48960 CD97 antigen OS=Homo sapiens GN=CD97 PE=1 SV=4 - [CD97_HUMAN] 91,81
Q00587 Cdc42 effector protein 1 0S=Homo sapiens GN=CDC42EP1 PE=1 SV=1 - [BORG5_HUMAN] 40,27
P60953 Cell division control protein 42 homolog OS=Homo sapiens GN=CDC42 PE=1 SV=2 - [CDC42_HUMAN] 21,25
Q99741 Cell division control protein 6 homolog OS=Homo sapiens GN=CDC6 PE=1 SV=1 - [CDC6_HUMAN] 62,68
Q99459 Cell division cycle 5-like protein OS=Homo sapiens GN=CDC5L PE=1 SV=2 - [CDC5L_HUMAN] 92,19
Q12834 Cell division cycle protein 20 homolog OS=Homo sapiens GN=CDC20 PE=1 SV=2 - [CDC20_HUMAN] 54,69
P41208 Centrin-2 OS=Homo sapiens GN=CETN2 PE=1 SV=1 - [CETN2_HUMAN] 19,73
Q5SW79 Centrosomal protein of 170 kDa OS=Homo sapiens GN=CEP170 PE=1 SV=1 - [CE170_HUMAN] 175,19
Q5VT06 Centrosome-associated protein 350 OS=Homo sapiens GN=CEP350 PE=1 SV=1 - [CE350_HUMAN] 350,72
Q96L14 Cepl170-like protein OS=Homo sapiens GN=CEP170P1 PE=5 SV=2 - [C170L_HUMAN] 32,63
Q14432 cGMP-inhibited 3',5'-cyclic phosphodiesterase A OS=Homo sapiens GN=PDE3A PE=1 SV=3 - [PDE3A_HUMAN] 124,90
Q9H444 Charged multivesicular body protein 4b 0S=Homo sapiens GN=CHMP4B PE=1 SV=1 - [CHM4B_HUMAN] 24,93
000299 Chloride intracellular channel protein 1 OS=Homo sapiens GN=CLIC1 PE=1 SV=4 - [CLIC1_HUMAN] 26,91
Q8IWAS5 Choline transporter-like protein 2 0S=Homo sapiens GN=SLC44A2 PE=1 SV=3 - [CTL2_HUMAN] 80,07
Q9Y3Y2 Chromatin target of PRMT1 protein OS=Homo sapiens GN=CHTOP PE=1 SV=2 - [CHTOP_HUMAN] 26,38
P83916 Chromobox protein homolog 1 OS=Homo sapiens GN=CBX1 PE=1 SV=1 - [CBX1_HUMAN] 21,40
Q13185 Chromobox protein homolog 3 OS=Homo sapiens GN=CBX3 PE=1 SV=4 - [CBX3_HUMAN] 20,80
POCG12 Chromosome transmission fidelity protein 8 homolog isoform 2 0S=Homo sapiens GN=CHTF8 PE=1 SV=1 - [CTF8A_HUMAN] 51,36
Q9Y6A4 Cilia- and flagella-associated protein 20 OS=Homo sapiens GN=CFAP20 PE=1 SV=1 - [CFA20_HUMAN] 22,76
Q9P2B7 Cilia- and flagella-associated protein 97 OS=Homo sapiens GN=CFAP97 PE=1 SV=2 - [CFA97_HUMAN] 59,44
QOVF96 Cingulin-like protein 1 0S=Homo sapiens GN=CGNL1 PE=1 SV=2 - [CGNL1_HUMAN] 148,99
Q00610 Clathrin heavy chain 1 OS=Homo sapiens GN=CLTC PE=1 SV=5 - [CLH1_HUMAN] 191,49
P53675 Clathrin heavy chain 2 0S=Homo sapiens GN=CLTCL1 PE=1 SV=2 - [CLH2_HUMAN] 186,91
P09496 Clathrin light chain A OS=Homo sapiens GN=CLTA PE=1 SV=1 - [CLCA_HUMAN] 27,06
P09497 Clathrin light chain B 0S=Homo sapiens GN=CLTB PE=1 SV=1 - [CLCB_HUMAN] 25,18
043809 Cleavage and polyadenylation specificity factor subunit 5 0S=Homo sapiens GN=NUDT21 PE=1 SV=1 - [CPSF5_HUMAN] 26,21




Q72460 CLIP-associating protein 1 0S=Homo sapiens GN=CLASP1 PE=1 SV=1 - [CLAP1_HUMAN] 169,35
075122 CLIP-associating protein 2 OS=Homo sapiens GN=CLASP2 PE=1 SV=2 - [CLAP2_HUMAN] 141,05
P10909 Clusterin OS=Homo sapiens GN=CLU PE=1 SV=1 - [CLUS_HUMAN] 52,46
Q92187 CMP-N-acetylneuraminate-poly-alpha-2,8-sialyltransferase OS=Homo sapiens GN=ST8SIA4 PE=1 SV=1 - [SIA8D_HUMAN] 41,27
P53621 Coatomer subunit alpha OS=Homo sapiens GN=COPA PE=1 SV=2 - [COPA_HUMAN] 138,26
P53618 Coatomer subunit beta OS=Homo sapiens GN=COPB1 PE=1 SV=3 - [COPB_HUMAN] 107,07
P35606 Coatomer subunit beta' OS=Homo sapiens GN=COPB2 PE=1 SV=2 - [COPB2_HUMAN] 102,42
P48444 Coatomer subunit delta OS=Homo sapiens GN=ARCN1 PE=1 SV=1 - [COPD_HUMAN] 57,17
014579 Coatomer subunit epsilon 0S=Homo sapiens GN=COPE PE=1 SV=3 - [COPE_HUMAN] 34,46
P23528 Cofilin-1 OS=Homo sapiens GN=CFL1 PE=1 SV=3 - [COF1_HUMAN] 18,49
Q9Y281 Cofilin-2 0S=Homo sapiens GN=CFL2 PE=1 SV=1 - [COF2_HUMAN] 18,72
Q6P1NO Coiled-coil and C2 domain-containing protein 1A OS=Homo sapiens GN=CC2D1A PE=1 SV=1 - [C2D1A_HUMAN] 104,00
Q6PK04 Coiled-coil domain-containing protein 137 OS=Homo sapiens GN=CCDC137 PE=1 SV=1 - [CC137_HUMAN] 33,21
Q8NDH2 Coiled-coil domain-containing protein 168 OS=Homo sapiens GN=CCDC168 PE=2 SV=2 - [CC168_HUMAN] 277,78
Q8IYT3 Coiled-coil domain-containing protein 170 OS=Homo sapiens GN=CCDC170 PE=1 SV=3 - [CC170_HUMAN] 82,23
Q8IVMO0 Coiled-coil domain-containing protein 50 OS=Homo sapiens GN=CCDC50 PE=1 SV=1 - [CCD50_HUMAN] 35,80
P27658 Collagen alpha-1(VIII) chain 0S=Homo sapiens GN=COL8A1 PE=1 SV=2 - [CO8A1_HUMAN] 73,32
P39060 Collagen alpha-1(XVIIl) chain OS=Homo sapiens GN=COL18A1 PE=1 SV=5 - [COIA1_HUMAN] 178,08
P23508 Colorectal mutant cancer protein 0S=Homo sapiens GN=MCC PE=1 SV=2 - [CRCM_HUMAN] 92,97
Q07021 Complement component 1 Q subcomponent-binding protein, mitochondrial 0S=Homo sapiens GN=C1QBP PE=1 SV=1 - [C1QBP_HUMAN] 31,34
P02748 Complement component C9 OS=Homo sapiens GN=C9 PE=1 SV=2 - [CO9_HUMAN] 63,13
Q15003 Condensin complex subunit 2 0S=Homo sapiens GN=NCAPH PE=1 SV=3 - [CND2_HUMAN] 82,51
Q969H4 Connector enhancer of kinase suppressor of ras 1 0S=Homo sapiens GN=CNKSR1 PE=1 SV=1 - [CNKR1_HUMAN] 79,66
Q9NZB2 Constitutive coactivator of PPAR-gamma-like protein 1 OS=Homo sapiens GN=FAM120A PE=1 SV=2 - [F120A_HUMAN] 121,81
Q96FN4 Copine-2 0S=Homo sapiens GN=CPNE2 PE=1 SV=3 - [CPNE2_HUMAN] 61,15
075131 Copine-3 OS=Homo sapiens GN=CPNE3 PE=1 SV=1 - [CPNE3_HUMAN] 60,09
Q96A23 Copine-4 0S=Homo sapiens GN=CPNE4 PE=1 SV=1 - [CPNE4_HUMAN] 62,35
Q9HCH3 Copine-5 OS=Homo sapiens GN=CPNE5 PE=1 SV=2 - [CPNE5_HUMAN] 65,69
095741 Copine-6 OS=Homo sapiens GN=CPNE6 PE=1 SV=3 - [CPNE6_HUMAN] 61,95
Q9UBL6 Copine-7 OS=Homo sapiens GN=CPNE7 PE=1 SV=1 - [CPNE7_HUMAN] 70,25
Q86YQ8 Copine-8 0OS=Homo sapiens GN=CPNE8 PE=1 SV=2 - [CPNES_HUMAN] 63,07
Qs8lvJl Copine-9 OS=Homo sapiens GN=CPNE9 PE=1 SV=3 - [CPNE9_HUMAN] 61,83
Q15517 Corneodesmosin OS=Homo sapiens GN=CDSN PE=1 SV=3 - [CDSN_HUMAN] 51,49
Q9BR76 Coronin-1B OS=Homo sapiens GN=CORO1B PE=1 SV=1 - [COR1B_HUMAN] 54,20
QouLV4 Coronin-1C 0OS=Homo sapiens GN=CORO1C PE=1 SV=1 - [COR1C_HUMAN] 53,22
Q92828 Coronin-2A OS=Homo sapiens GN=CORO2A PE=2 SV=2 - [COR2A_HUMAN] 59,73
P12277 Creatine kinase B-type OS=Homo sapiens GN=CKB PE=1 SV=1 - [KCRB_HUMAN] 42,62
Q8IUR6 CREB3 regulatory factor OS=Homo sapiens GN=CREBRF PE=1 SV=2 - [CRERF_HUMAN] 72,10
P17812 CTP synthase 1 OS=Homo sapiens GN=CTPS1 PE=1 SV=2 - [PYRG1_HUMAN] 66,65
075155 Cullin-associated NEDD8-dissociated protein 2 0S=Homo sapiens GN=CAND2 PE=1 SV=3 - [CAND2_HUMAN] 135,17
P06493 Cyclin-dependent kinase 1 OS=Homo sapiens GN=CDK1 PE=1 SV=3 - [CDK1_HUMAN] 34,07




Q9NYV4 Cyclin-dependent kinase 12 OS=Homo sapiens GN=CDK12 PE=1 SV=2 - [CDK12_HUMAN] 164,05
Q14004 Cyclin-dependent kinase 13 OS=Homo sapiens GN=CDK13 PE=1 SV=2 - [CDK13_HUMAN] 164,82
094921 Cyclin-dependent kinase 14 OS=Homo sapiens GN=CDK14 PE=1 SV=3 - [CDK14_HUMAN] 53,02
Q96Q40 Cyclin-dependent kinase 15 OS=Homo sapiens GN=CDK15 PE=1 SV=2 - [CDK15_HUMAN] 48,99
Q00536 Cyclin-dependent kinase 16 OS=Homo sapiens GN=CDK16 PE=1 SV=1 - [CDK16_HUMAN] 55,68
Q00537 Cyclin-dependent kinase 17 OS=Homo sapiens GN=CDK17 PE=1 SV=2 - [CDK17_HUMAN] 59,54
Q07002 Cyclin-dependent kinase 18 OS=Homo sapiens GN=CDK18 PE=1 SV=3 - [CDK18_HUMAN] 54,15
P24941 Cyclin-dependent kinase 2 OS=Homo sapiens GN=CDK2 PE=1 SV=2 - [CDK2_HUMAN] 33,91
Q8IZL9 Cyclin-dependent kinase 20 OS=Homo sapiens GN=CDK20 PE=1 SV=1 - [CDK20_HUMAN] 38,67
Q00526 Cyclin-dependent kinase 3 OS=Homo sapiens GN=CDK3 PE=1 SV=1 - [CDK3_HUMAN] 35,02
P11802 Cyclin-dependent kinase 4 OS=Homo sapiens GN=CDK4 PE=1 SV=2 - [CDK4_HUMAN] 33,71
Q00534 Cyclin-dependent kinase 6 OS=Homo sapiens GN=CDK6 PE=1 SV=1 - [CDK6_HUMAN] 36,92
P50750 Cyclin-dependent kinase 9 OS=Homo sapiens GN=CDK9 PE=1 SV=3 - [CDK9_HUMAN] 42,75
Q00535 Cyclin-dependent-like kinase 5 0S=Homo sapiens GN=CDK5 PE=1 SV=3 - [CDK5_HUMAN] 33,28
060563 Cyclin-T1 OS=Homo sapiens GN=CCNT1 PE=1 SV=1 - [CCNT1_HUMAN] 80,63
P01040 Cystatin-A OS=Homo sapiens GN=CSTA PE=1 SV=1 - [CYTA_HUMAN] 11,00
P22695 Cytochrome b-c1 complex subunit 2, mitochondrial 0S=Homo sapiens GN=UQCRC2 PE=1 SV=3 - [QCR2_HUMAN] 48,41
Q9uDW1 Cytochrome b-c1 complex subunit 9 OS=Homo sapiens GN=UQCR10 PE=1 SV=3 - [QCR9_HUMAN] 7,30
P47985 Cytochrome b-c1 complex subunit Rieske, mitochondrial 0S=Homo sapiens GN=UQCRFS1 PE=1 SV=2 - [UCRI_HUMAN] 29,65
P20674 Cytochrome c oxidase subunit 5A, mitochondrial 0S=Homo sapiens GN=COX5A PE=1 SV=2 - [COX5A_HUMAN] 16,75
P14406 Cytochrome c oxidase subunit 7A2, mitochondrial 0S=Homo sapiens GN=COX7A2 PE=1 SV=1 - [CX7A2_HUMAN] 9,39
000483 Cytochrome c oxidase subunit NDUFA4 OS=Homo sapiens GN=NDUFA4 PE=1 SV=1 - [NDUA4_HUMAN] 9,36
Q14204 Cytoplasmic dynein 1 heavy chain 1 0S=Homo sapiens GN=DYNC1H1 PE=1 SV=5 - [DYHC1_HUMAN] 532,07
Q13409 Cytoplasmic dynein 1 intermediate chain 2 0S=Homo sapiens GN=DYNC1I2 PE=1 SV=3 - [DC112_HUMAN] 71,41
Q9Y6G9 Cytoplasmic dynein 1 light intermediate chain 1 0S=Homo sapiens GN=DYNC1LI1 PE=1 SV=3 - [DC1L1_HUMAN] 56,54
043237 Cytoplasmic dynein 1 light intermediate chain 2 OS=Homo sapiens GN=DYNC1LI2 PE=1 SV=1 - [DC1L2_HUMAN] 54,07
Q8NCM8 Cytoplasmic dynein 2 heavy chain 1 0S=Homo sapiens GN=DYNC2H1 PE=1 SV=4 - [DYHC2_HUMAN] 492,31
Q7Z7A3 Cytoplasmic tRNA 2-thiolation protein 1 0S=Homo sapiens GN=CTU1 PE=1 SV=1 - [CTU1_HUMAN] 36,43
Q8WWK9 Cytoskeleton-associated protein 2 0S=Homo sapiens GN=CKAP2 PE=1 SV=1 - [CKAP2_HUMAN] 76,94
Q14008 Cytoskeleton-associated protein 5 OS=Homo sapiens GN=CKAP5 PE=1 SV=3 - [CKAP5_HUMAN] 225,35
Q69YQ0 Cytospin-A OS=Homo sapiens GN=SPECC1L PE=1 SV=2 - [CYTSA_HUMAN] 124,53
Q5M775 Cytospin-B OS=Homo sapiens GN=SPECC1 PE=1 SV=1 - [CYTSB_HUMAN] 118,51
043175 D-3-phosphoglycerate dehydrogenase OS=Homo sapiens GN=PHGDH PE=1 SV=4 - [SERA_HUMAN] 56,61
QO9BTE7 DCN1-like protein 5 OS=Homo sapiens GN=DCUN1D5 PE=1 SV=1 - [DCNL5_HUMAN] 27,49
Q9Y4B6 DDB1- and CUL4-associated factor 1 OS=Homo sapiens GN=DCAF1 PE=1 SV=3 - [DCAF1_HUMAN] 168,90
QINVO06 DDB1- and CUL4-associated factor 13 OS=Homo sapiens GN=DCAF13 PE=1 SV=2 - [DCA13_HUMAN] 51,37
P61962 DDB1- and CUL4-associated factor 7 0S=Homo sapiens GN=DCAF7 PE=1 SV=1 - [DCAF7_HUMAN] 38,90
QIUIK4 Death-associated protein kinase 2 0S=Homo sapiens GN=DAPK2 PE=1 SV=1 - [DAPK2_HUMAN] 42,87
043293 Death-associated protein kinase 3 0S=Homo sapiens GN=DAPK3 PE=1 SV=1 - [DAPK3_HUMAN] 52,50
Q9BTCO Death-inducer obliterator 1 0S=Homo sapiens GN=DIDO1 PE=1 SV=5 - [DIDO1_HUMAN] 243,72
Q96HPO Dedicator of cytokinesis protein 6 0S=Homo sapiens GN=DOCK6 PE=1 SV=3 - [DOCK6_HUMAN] 229,41




Q96N67 Dedicator of cytokinesis protein 7 0S=Homo sapiens GN=DOCK7 PE=1 SV=4 - [DOCK7_HUMAN] 242,41
Q15392 Delta(24)-sterol reductase OS=Homo sapiens GN=DHCR24 PE=1 SV=2 - [DHC24_HUMAN] 60,06
Q9Y3Z3 Deoxynucleoside triphosphate triphosphohydrolase SAMHD1 OS=Homo sapiens GN=SAMHD1 PE=1 SV=2 - [SAMH1_HUMAN: 72,15
P81605 Dermcidin OS=Homo sapiens GN=DCD PE=1 SV=2 - [DCD_HUMAN] 11,28
P17661 Desmin OS=Homo sapiens GN=DES PE=1 SV=3 - [DESM_HUMAN] 53,50
Q08554 Desmocollin-1 0S=Homo sapiens GN=DSC1 PE=1 SV=2 - [DSC1_HUMAN] 99,92
Q02413 Desmoglein-1 0S=Homo sapiens GN=DSG1 PE=1 SV=2 - [DSG1_HUMAN] 113,68
Q14126 Desmoglein-2 OS=Homo sapiens GN=DSG2 PE=1 SV=2 - [DSG2_HUMAN] 122,22
P15924 Desmoplakin OS=Homo sapiens GN=DSP PE=1 SV=3 - [DESP_HUMAN] 331,57
P60981 Destrin OS=Homo sapiens GN=DSTN PE=1 SV=3 - [DEST_HUMAN] 18,49
Q9BW61 DET1- and DDB1-associated protein 1 OS=Homo sapiens GN=DDA1 PE=1 SV=1 - [DDA1_HUMAN] 11,83
Q9Y295 Developmentally-regulated GTP-binding protein 1 OS=Homo sapiens GN=DRG1 PE=1 SV=1 - [DRG1_HUMAN] 40,52
Q9H2U9 Disintegrin and metalloproteinase domain-containing protein 7 0S=Homo sapiens GN=ADAM7 PE=1 SV=3 - [ADAM7_HUMAN: 85,61
Q16531 DNA damage-binding protein 1 OS=Homo sapiens GN=DDB1 PE=1 SV=1 - [DDB1_HUMAN] 126,89
QINPF5 DNA methyltransferase 1-associated protein 1 OS=Homo sapiens GN=DMAP1 PE=1 SV=1 - [DMAP1_HUMAN] 52,96
P43246 DNA mismatch repair protein Msh2 OS=Homo sapiens GN=MSH2 PE=1 SV=1 - [MSH2_HUMAN] 104,68
P20585 DNA mismatch repair protein Msh3 OS=Homo sapiens GN=MSH3 PE=1 SV=4 - [MSH3_HUMAN] 127,33
P52701 DNA mismatch repair protein Msh6 OS=Homo sapiens GN=MSH6 PE=1 SV=2 - [MSH6_HUMAN] 152,69
Q6NS38 DNA oxidative demethylase ALKBH2 OS=Homo sapiens GN=ALKBH2 PE=1 SV=1 - [ALKB2_HUMAN] 29,30
Q15054 DNA polymerase delta subunit 3 OS=Homo sapiens GN=POLD3 PE=1 SV=2 - [DPOD3_HUMAN] 51,37
P56282 DNA polymerase epsilon subunit 2 0S=Homo sapiens GN=POLE2 PE=1 SV=2 - [DPOE2_HUMAN] 59,50
Q92878 DNA repair protein RAD50 OS=Homo sapiens GN=RAD50 PE=1 SV=1 - [RAD50_HUMAN] 153,80
P29372 DNA-3-methyladenine glycosylase OS=Homo sapiens GN=MPG PE=1 SV=3 - [3MG_HUMAN] 32,85
pP78527 DNA-dependent protein kinase catalytic subunit 0S=Homo sapiens GN=PRKDC PE=1 SV=3 - [PRKDC_HUMAN] 468,79
P05423 DNA-directed RNA polymerase Il subunit RPC4 OS=Homo sapiens GN=POLR3D PE=1 SV=2 - [RPC4_HUMAN] 44,37
015160 DNA-directed RNA polymerases | and Il subunit RPAC1 OS=Homo sapiens GN=POLR1C PE=1 SV=1 - [RPAC1_HUMAN] 39,23
Q9Y2S0 DNA-directed RNA polymerases | and Il subunit RPAC2 OS=Homo sapiens GN=POLR1D PE=1 SV=1 - [RPAC2_HUMAN] 15,23
P19388 DNA-directed RNA polymerases |, Il, and lll subunit RPABC1 OS=Homo sapiens GN=POLR2E PE=1 SV=4 - [RPAB1_HUMAN] 24,54
P52434 DNA-directed RNA polymerases |, Il, and Ill subunit RPABC3 OS=Homo sapiens GN=POLR2H PE=1 SV=4 - [RPAB3_HUMAN] 17,13
P31689 DnaJ) homolog subfamily A member 1 OS=Homo sapiens GN=DNAJA1 PE=1 SV=2 - [DNJA1_HUMAN] 44,84
060884 Dnal homolog subfamily A member 2 0S=Homo sapiens GN=DNAJA2 PE=1 SV=1 - [DNJA2_HUMAN] 45,72
Q96EY1 DnaJ homolog subfamily A member 3, mitochondrial 0S=Homo sapiens GN=DNAJA3 PE=1 SV=2 - [DNJA3_HUMAN] 52,46
Q8WW22 Dnal homolog subfamily A member 4 OS=Homo sapiens GN=DNAJA4 PE=1 SV=1 - [DNJA4_HUMAN] 44,77
P25685 DnaJ homolog subfamily B member 1 OS=Homo sapiens GN=DNAJB1 PE=1 SV=4 - [DNJB1_HUMAN] 38,02
Q9UBS4 Dnal homolog subfamily B member 11 OS=Homo sapiens GN=DNAJB11 PE=1 SV=1 - [DJB11_HUMAN] 40,49
QouDY4 DnaJ) homolog subfamily B member 4 OS=Homo sapiens GN=DNAJB4 PE=1 SV=1 - [DNJB4_HUMAN] 37,78
075190 Dnal homolog subfamily B member 6 OS=Homo sapiens GN=DNAJB6 PE=1 SV=2 - [DNJB6_HUMAN] 36,06
Q9uUBS3 DnaJ homolog subfamily B member 9 OS=Homo sapiens GN=DNAJB9 PE=1 SV=1 - [DNJB9_HUMAN] 25,50
Q8IXB1 Dnal homolog subfamily C member 10 OS=Homo sapiens GN=DNAJC10 PE=1 SV=2 - [DJC10_HUMAN] 91,02
Q9NVH1 DnaJ) homolog subfamily C member 11 OS=Homo sapiens GN=DNAJC11 PE=1 SV=2 - [DJC11_HUMAN] 63,24
Q9Y5T4 Dnal homolog subfamily C member 15 OS=Homo sapiens GN=DNAJC15 PE=1 SV=2 - [DJC15_HUMAN] 16,37




Q8WXX5 Dnal homolog subfamily C member 9 OS=Homo sapiens GN=DNAJC9 PE=1 SV=1 - [DNJC9_HUMAN] 29,89
060762 Dolichol-phosphate mannosyltransferase subunit 1 0S=Homo sapiens GN=DPM1 PE=1 SV=1 - [DPM1_HUMAN] 29,62
P39656 Dolichyl-diphosphooligosaccharide--protein glycosyltransferase 48 kDa subunit 0S=Homo sapiens GN=DDOST PE=1 SV=4 - [0ST48_HUMAN] 50,77
P04843 Dolichyl-diphosphooligosaccharide--protein glycosyltransferase subunit 1 OS=Homo sapiens GN=RPN1 PE=1 SV=1 - [RPN1_HUMAN 68,53
P04844 Dolichyl-diphosphooligosaccharide--protein glycosyltransferase subunit 2 0S=Homo sapiens GN=RPN2 PE=1 SV=3 - [RPN2_HUMAN 69,24
P49959 Double-strand break repair protein MRE11 OS=Homo sapiens GN=MRE11 PE=1 SV=3 - [MRE11_HUMAN] 80,54
095793 Double-stranded RNA-binding protein Staufen homolog 1 OS=Homo sapiens GN=STAU1 PE=1 SV=2 - [STAU1_HUMAN] 63,14
Q16643 Drebrin OS=Homo sapiens GN=DBN1 PE=1 SV=4 - [DREB_HUMAN] 71,39
Q92630 Dual specificity tyrosine-phosphorylation-regulated kinase 2 0S=Homo sapiens GN=DYRK2 PE=1 SV=3 - [DYRK2_HUMAN] 66,61
Q14203 Dynactin subunit 1 OS=Homo sapiens GN=DCTN1 PE=1 SV=3 - [DCTN1_HUMAN] 141,61
Q13561 Dynactin subunit 2 0S=Homo sapiens GN=DCTN2 PE=1 SV=4 - [DCTN2_HUMAN] 44,20
075935 Dynactin subunit 3 0S=Homo sapiens GN=DCTN3 PE=1 SV=1 - [DCTN3_HUMAN] 21,11
Q9UJWO Dynactin subunit 4 0S=Homo sapiens GN=DCTN4 PE=1 SV=1 - [DCTN4_HUMAN] 52,30
000399 Dynactin subunit 6 0S=Homo sapiens GN=DCTN6 PE=1 SV=1 - [DCTN6_HUMAN] 20,73
Q9P225 Dynein heavy chain 2, axonemal OS=Homo sapiens GN=DNAH2 PE=2 SV=3 - [DYH2_HUMAN] 507,37
P63167 Dynein light chain 1, cytoplasmic OS=Homo sapiens GN=DYNLL1 PE=1 SV=1 - [DYL1_HUMAN] 10,36
Q96FJ2 Dynein light chain 2, cytoplasmic OS=Homo sapiens GN=DYNLL2 PE=1 SV=1 - [DYL2_HUMAN] 10,34
QI9NP97 Dynein light chain roadblock-type 1 OS=Homo sapiens GN=DYNLRB1 PE=1 SV=3 - [DLRB1_HUMAN] 10,91
Q8TF09 Dynein light chain roadblock-type 2 0S=Homo sapiens GN=DYNLRB2 PE=1 SV=1 - [DLRB2_HUMAN] 10,85
P63172 Dynein light chain Tctex-type 1 OS=Homo sapiens GN=DYNLT1 PE=1 SV=1 - [DYLT1_HUMAN] 12,44
Q03001 Dystonin OS=Homo sapiens GN=DST PE=1 SV=4 - [DYST_HUMAN] 860,13
P11532 Dystrophin OS=Homo sapiens GN=DMD PE=1 SV=3 - [DMD_HUMAN] 426,48
P11161 E3 SUMO-protein ligase EGR2 OS=Homo sapiens GN=EGR2 PE=1 SV=3 - [EGR2_HUMAN] 50,27
Q14258 E3 ubiquitin/ISG15 ligase TRIM25 OS=Homo sapiens GN=TRIM25 PE=1 SV=2 - [TRI25_HUMAN] 70,93
Q9UNE7 E3 ubiquitin-protein ligase CHIP OS=Homo sapiens GN=STUB1 PE=1 SV=2 - [CHIP_HUMAN] 34,83
Q06587 E3 ubiquitin-protein ligase RING1 OS=Homo sapiens GN=RING1 PE=1 SV=2 - [RING1_HUMAN] 42,40
Q99496 E3 ubiquitin-protein ligase RING2 OS=Homo sapiens GN=RNF2 PE=1 SV=1 - [RING2_HUMAN] 37,63
Q969Q1 E3 ubiquitin-protein ligase TRIM63 OS=Homo sapiens GN=TRIM63 PE=1 SV=1 - [TRI63_HUMAN] 40,22
Q9BUPO EF-hand domain-containing protein D1 OS=Homo sapiens GN=EFHD1 PE=1 SV=1 - [EFHD1_HUMAN] 26,91
Q96C19 EF-hand domain-containing protein D2 OS=Homo sapiens GN=EFHD2 PE=1 SV=1 - [EFHD2_HUMAN] 26,68
Q92616 elF-2-alpha kinase activator GCN1 OS=Homo sapiens GN=GCN1 PE=1 SV=6 - [GCN1_HUMAN] 292,57
Q15717 ELAV-like protein 1 OS=Homo sapiens GN=ELAVL1 PE=1 SV=2 - [ELAV1_HUMAN] 36,07
P13804 Electron transfer flavoprotein subunit alpha, mitochondrial 0S=Homo sapiens GN=ETFA PE=1 SV=1 - [ETFA_HUMAN] 35,06
Q8IuD2 ELKS/Rab6-interacting/CAST family member 1 OS=Homo sapiens GN=ERC1 PE=1 SV=1 - [RB6I2_HUMAN] 128,01
P68104 Elongation factor 1-alpha 1 OS=Homo sapiens GN=EEF1A1 PE=1 SV=1 - [EF1A1_HUMAN] 50,11
Q05639 Elongation factor 1-alpha 2 OS=Homo sapiens GN=EEF1A2 PE=1 SV=1 - [EF1A2_HUMAN] 50,44
P24534 Elongation factor 1-beta OS=Homo sapiens GN=EEF1B2 PE=1 SV=3 - [EF1B_HUMAN] 24,75
P29692 Elongation factor 1-delta OS=Homo sapiens GN=EEF1D PE=1 SV=5 - [EF1D_HUMAN] 31,10
P26641 Elongation factor 1-gamma OS=Homo sapiens GN=EEF1G PE=1 SV=3 - [EF1G_HUMAN] 50,09
P13639 Elongation factor 2 0S=Homo sapiens GN=EEF2 PE=1 SV=4 - [EF2_HUMAN] 95,28
P49411 Elongation factor Tu, mitochondrial 0S=Homo sapiens GN=TUFM PE=1 SV=2 - [EFTU_HUMAN] 49,51




Q9HIT3 Elongator complex protein 3 0S=Homo sapiens GN=ELP3 PE=1 SV=2 - [ELP3_HUMAN] 62,22
Q15370 Elongin-B OS=Homo sapiens GN=ELOB PE=1 SV=1 - [ELOB_HUMAN] 13,12
Q15369 Elongin-C OS=Homo sapiens GN=ELOC PE=1 SV=1 - [ELOC_HUMAN] 12,46
P78549 Endonuclease Ill-like protein 1 0S=Homo sapiens GN=NTHL1 PE=1 SV=2 - [NTH_HUMAN] 34,37
P14625 Endoplasmin OS=Homo sapiens GN=HSP90B1 PE=1 SV=1 - [ENPL_HUMAN] 92,41
P84090 Enhancer of rudimentary homolog OS=Homo sapiens GN=ERH PE=1 SV=1 - [ERH_HUMAN] 12,25
Q14244 Ensconsin OS=Homo sapiens GN=MAP7 PE=1 SV=1 - [MAP7_HUMAN] 84,00
P58107 Epiplakin OS=Homo sapiens GN=EPPK1 PE=1 SV=2 - [EPIPL_HUMAN] 555,28
Q8N766 ER membrane protein complex subunit 1 0S=Homo sapiens GN=EMC1 PE=1 SV=1 - [EMC1_HUMAN] 111,69
043402 ER membrane protein complex subunit 8 0S=Homo sapiens GN=EMC8 PE=1 SV=1 - [EMC8_HUMAN] 23,76
Q96RT1 Erbin OS=Homo sapiens GN=ERBIN PE=1 SV=2 - [ERBIN_HUMAN] 158,20
015083 ERC protein 2 0OS=Homo sapiens GN=ERC2 PE=1 SV=3 - [ERC2_HUMAN] 110,49
075477 Erlin-1 OS=Homo sapiens GN=ERLIN1 PE=1 SV=1 - [ERLN1_HUMAN] 38,90
094905 Erlin-2 OS=Homo sapiens GN=ERLIN2 PE=1 SV=1 - [ERLN2_HUMAN] 37,82
P27105 Erythrocyte band 7 integral membrane protein OS=Homo sapiens GN=STOM PE=1 SV=3 - [STOM_HUMAN] 31,71
P50548 ETS domain-containing transcription factor ERF OS=Homo sapiens GN=ERF PE=1 SV=2 - [ERF_HUMAN] 58,67
P60842 Eukaryotic initiation factor 4A-I 0S=Homo sapiens GN=EIF4A1 PE=1 SV=1 - [IF4A1_HUMAN] 46,12
Q14240 Eukaryotic initiation factor 4A-1l 0S=Homo sapiens GN=EIF4A2 PE=1 SV=2 - [IF4A2_HUMAN] 46,37
P38919 Eukaryotic initiation factor 4A-1ll 0S=Homo sapiens GN=EIF4A3 PE=1 SV=4 - [IF4AA3_HUMAN] 46,84
043324 Eukaryotic translation elongation factor 1 epsilon-1 OS=Homo sapiens GN=EEF1E1 PE=1 SV=1 - [MCA3_HUMAN] 19,80
P05198 Eukaryotic translation initiation factor 2 subunit 1 0S=Homo sapiens GN=EIF2S1 PE=1 SV=3 - [IF2A_HUMAN] 36,09
P20042 Eukaryotic translation initiation factor 2 subunit 2 0S=Homo sapiens GN=EIF2S2 PE=1 SV=2 - [IF2B_HUMAN] 38,36
P41091 Eukaryotic translation initiation factor 2 subunit 3 0S=Homo sapiens GN=EIF2S3 PE=1 SV=3 - [IF2G_HUMAN] 51,08
P55884 Eukaryotic translation initiation factor 3 subunit B OS=Homo sapiens GN=EIF3B PE=1 SV=3 - [EIF3B_HUMAN] 92,42
Q99613 Eukaryotic translation initiation factor 3 subunit C OS=Homo sapiens GN=EIF3C PE=1 SV=1 - [EIF3C_HUMAN] 105,28
BSME19 Eukaryotic translation initiation factor 3 subunit C-like protein 0S=Homo sapiens GN=EIF3CL PE=3 SV=1 - [EIFCL_HUMAN] 105,41
015371 Eukaryotic translation initiation factor 3 subunit D OS=Homo sapiens GN=EIF3D PE=1 SV=1 - [EIF3D_HUMAN] 63,93
P60228 Eukaryotic translation initiation factor 3 subunit E OS=Homo sapiens GN=EIF3E PE=1 SV=1 - [EIF3E_HUMAN] 52,19
000303 Eukaryotic translation initiation factor 3 subunit F OS=Homo sapiens GN=EIF3F PE=1 SV=1 - [EIF3F_HUMAN] 37,54
075821 Eukaryotic translation initiation factor 3 subunit G OS=Homo sapiens GN=EIF3G PE=1 SV=2 - [EIF3G_HUMAN] 35,59
015372 Eukaryotic translation initiation factor 3 subunit H OS=Homo sapiens GN=EIF3H PE=1 SV=1 - [EIF3H_HUMAN] 39,91
Q13347 Eukaryotic translation initiation factor 3 subunit | OS=Homo sapiens GN=EIF3| PE=1 SV=1 - [EIF3]_HUMAN] 36,48
Q9Y262 Eukaryotic translation initiation factor 3 subunit L OS=Homo sapiens GN=EIF3L PE=1 SV=1 - [EIF3L_HUMAN] 66,68
Q04637 Eukaryotic translation initiation factor 4 gamma 1 OS=Homo sapiens GN=EIF4G1 PE=1 SV=4 - [IFAG1_HUMAN] 175,38
P78344 Eukaryotic translation initiation factor 4 gamma 2 OS=Homo sapiens GN=EIF4G2 PE=1 SV=1 - [IFAG2_HUMAN] 102,30
P06730 Eukaryotic translation initiation factor 4E OS=Homo sapiens GN=EIF4E PE=1 SV=2 - [IF4E_HUMAN] 25,08
Q9NRA8 Eukaryotic translation initiation factor 4E transporter OS=Homo sapiens GN=EIF4ENIF1 PE=1 SV=2 - [4ET_HUMAN] 108,13
AB6NMX2 Eukaryotic translation initiation factor 4E type 1B OS=Homo sapiens GN=EIF4E1B PE=3 SV=3 - [I4E1B_HUMAN] 27,58
060573 Eukaryotic translation initiation factor 4E type 2 OS=Homo sapiens GN=EIF4E2 PE=1 SV=1 - [IF4E2_HUMAN] 28,34
060841 Eukaryotic translation initiation factor 5B OS=Homo sapiens GN=EIF5B PE=1 SV=4 - [IF2P_HUMAN] 138,74
P56537 Eukaryotic translation initiation factor 6 OS=Homo sapiens GN=EIF6 PE=1 SV=1 - [IF6_HUMAN] 26,58




QI9NV70 Exocyst complex component 1 0S=Homo sapiens GN=EXOC1 PE=1 SV=4 - [EXOC1_HUMAN] 101,92
060645 Exocyst complex component 3 OS=Homo sapiens GN=EXOC3 PE=1 SV=2 - [EXOC3_HUMAN] 86,79
Q96A65 Exocyst complex component 4 0S=Homo sapiens GN=EXOC4 PE=1 SV=1 - [EXOC4_HUMAN] 110,43
Q8TAGY Exocyst complex component 6 OS=Homo sapiens GN=EXOC6 PE=1 SV=3 - [EXOC6_HUMAN] 93,66
Q9Y2D4 Exocyst complex component 6B OS=Homo sapiens GN=EXOC6B PE=1 SV=3 - [EXC6B_HUMAN] 94,14
Q13868 Exosome complex component RRP4 OS=Homo sapiens GN=EXOSC2 PE=1 SV=2 - [EXOS2_HUMAN] 32,77
QINQTS5 Exosome complex component RRP40 OS=Homo sapiens GN=EXOSC3 PE=1 SV=3 - [EXOS3_HUMAN] 29,55
QINPD3 Exosome complex component RRP41 OS=Homo sapiens GN=EXOSC4 PE=1 SV=3 - [EXOS4_HUMAN] 26,37
Q15024 Exosome complex component RRP42 OS=Homo sapiens GN=EXOSC7 PE=1 SV=3 - [EXOS7_HUMAN] 31,80
Q9NQT4 Exosome complex component RRP46 OS=Homo sapiens GN=EXOSC5 PE=1 SV=1 - [EXOS5_HUMAN] 25,23
014980 Exportin-1 OS=Homo sapiens GN=XPO1 PE=1 SV=1 - [XPO1_HUMAN] 123,31
P55060 Exportin-2 OS=Homo sapiens GN=CSE1L PE=1 SV=3 - [XPO2_HUMAN] 110,35
043592 Exportin-T OS=Homo sapiens GN=XPOT PE=1 SV=2 - [XPOT_HUMAN] 109,89
P15311 Ezrin OS=Homo sapiens GN=EZR PE=1 SV=4 - [EZRI_HUMAN] 69,37
Q9Y5B9 FACT complex subunit SPT16 OS=Homo sapiens GN=SUPT16H PE=1 SV=1 - [SP16H_HUMAN] 119,84
P52907 F-actin-capping protein subunit alpha-1 OS=Homo sapiens GN=CAPZA1 PE=1 SV=3 - [CAZA1_HUMAN] 32,90
P47755 F-actin-capping protein subunit alpha-2 OS=Homo sapiens GN=CAPZA2 PE=1 SV=3 - [CAZA2_HUMAN 32,93
P47756 F-actin-capping protein subunit beta OS=Homo sapiens GN=CAPZB PE=1 SV=4 - [CAPZB_HUMAN] 31,33
QI9NVI1 Fanconi anemia group | protein 0S=Homo sapiens GN=FANCI PE=1 SV=4 - [FANCI_HUMAN] 149,23
Q92945 Far upstream element-binding protein 2 OS=Homo sapiens GN=KHSRP PE=1 SV=4 - [FUBP2_HUMAN] 73,07
Q16658 Fascin OS=Homo sapiens GN=FSCN1 PE=1 SV=3 - [FSCN1_HUMAN] 54,50
P49327 Fatty acid synthase OS=Homo sapiens GN=FASN PE=1 SV=3 - [FAS_HUMAN] 273,25
Q01469 Fatty acid-binding protein, epidermal OS=Homo sapiens GN=FABP5 PE=1 SV=3 - [FABP5_HUMAN] 15,15
P51648 Fatty aldehyde dehydrogenase OS=Homo sapiens GN=ALDH3A2 PE=1 SV=1 - [AL3A2_HUMAN] 54,81
Q86WN1 F-BAR and double SH3 domains protein 1 0S=Homo sapiens GN=FCHSD1 PE=1 SV=1 - [FCSD1_HUMAN] 76,90
A97173 Fer-1-like protein 4 OS=Homo sapiens GN=FER1L4 PE=2 SV=1 - [FR1L4_HUMAN] 200,85
P02794 Ferritin heavy chain OS=Homo sapiens GN=FTH1 PE=1 SV=2 - [FRIH_HUMAN] 21,21
P09038 Fibroblast growth factor 2 0S=Homo sapiens GN=FGF2 PE=1 SV=3 - [FGF2_HUMAN] 30,75
P11362 Fibroblast growth factor receptor 1 0OS=Homo sapiens GN=FGFR1 PE=1 SV=3 - [FGFR1_HUMAN] 91,81
P21802 Fibroblast growth factor receptor 2 0S=Homo sapiens GN=FGFR2 PE=1 SV=1 - [FGFR2_HUMAN] 91,97
P22607 Fibroblast growth factor receptor 3 OS=Homo sapiens GN=FGFR3 PE=1 SV=1 - [FGFR3_HUMAN] 87,65
P22455 Fibroblast growth factor receptor 4 OS=Homo sapiens GN=FGFR4 PE=1 SV=2 - [FGFR4_HUMAN] 87,90
Q4ZHG4 Fibronectin type Ill domain-containing protein 1 0S=Homo sapiens GN=FNDC1 PE=2 SV=4 - [FNDC1_HUMAN] 205,43
Q5D862 Filaggrin-2 OS=Homo sapiens GN=FLG2 PE=1 SV=1 - [FILA2_HUMAN] 247,93
P21333 Filamin-A OS=Homo sapiens GN=FLNA PE=1 SV=4 - [FLNA_HUMAN] 280,56
075369 Filamin-B OS=Homo sapiens GN=FLNB PE=1 SV=2 - [FLNB_HUMAN] 277,99
Q14315 Filamin-C OS=Homo sapiens GN=FLNC PE=1 SV=3 - [FLNC_HUMAN] 290,84
P39748 Flap endonuclease 1 OS=Homo sapiens GN=FEN1 PE=1 SV=1 - [FEN1_HUMAN] 42,57
P85037 Forkhead box protein K1 OS=Homo sapiens GN=FOXK1 PE=1 SV=1 - [FOXK1_HUMAN] 75,41
P51114 Fragile X mental retardation syndrome-related protein 1 OS=Homo sapiens GN=FXR1 PE=1 SV=3 - [FXR1_HUMAN] 69,68
P04075 Fructose-bisphosphate aldolase A OS=Homo sapiens GN=ALDOA PE=1 SV=2 - [ALDOA_HUMAN] 39,40




P09972 Fructose-bisphosphate aldolase C 0S=Homo sapiens GN=ALDOC PE=1 SV=2 - [ALDOC_HUMAN] 39,43
P07954 Fumarate hydratase, mitochondrial 0S=Homo sapiens GN=FH PE=1 SV=3 - [FUMH_HUMAN] 54,60
Q5T3I10 G patch domain-containing protein 4 OS=Homo sapiens GN=GPATCH4 PE=1 SV=2 - [GPTC4_HUMAN] 50,35
Q9NYZ3 G2 and S phase-expressed protein 1 OS=Homo sapiens GN=GTSE1 PE=1 SV=3 - [GTSE1_HUMAN] 76,60
P12451 Gag-Pol polyprotein OS=Human immunodeficiency virus type 2 subtype A (isolate SBLISY) GN=gag-pol PE=3 SV=3 - [POL_HV2SB] 164,91
Q08380 Galectin-3-binding protein OS=Homo sapiens GN=LGALS3BP PE=1 SV=1 - [LG3BP_HUMAN] 65,29
QOUEY8 Gamma-adducin OS=Homo sapiens GN=ADD3 PE=1 SV=1 - [ADDG_HUMAN] 79,11
P09104 Gamma-enolase OS=Homo sapiens GN=ENO2 PE=1 SV=3 - [ENOG_HUMAN] 47,24
Q9BSJ2 Gamma-tubulin complex component 2 0S=Homo sapiens GN=TUBGCP2 PE=1 SV=2 - [GCP2_HUMAN] 102,47
Q96CW5 Gamma-tubulin complex component 3 0S=Homo sapiens GN=TUBGCP3 PE=1 SV=2 - [GCP3_HUMAN] 103,51
Q9uGJ1 Gamma-tubulin complex component 4 OS=Homo sapiens GN=TUBGCP4 PE=1 SV=1 - [GCP4_HUMAN] 76,04
Q8NFK1 Gap junction gamma-3 protein OS=Homo sapiens GN=GJC3 PE=2 SV=1 - [CXG3_HUMAN] 31,28
Q99501 GAS2-like protein 1 0S=Homo sapiens GN=GAS2L1 PE=1 SV=2 - [GA2L1_HUMAN] 72,67
Q86XJ1 GAS2-like protein 3 OS=Homo sapiens GN=GAS2L3 PE=1 SV=1 - [GA2L3_HUMAN] 75,17
P06396 Gelsolin 0S=Homo sapiens GN=GSN PE=1 SV=1 - [GELS_HUMAN] 85,64
014893 Geme-associated protein 2 0S=Homo sapiens GN=GEMIN2 PE=1 SV=1 - [GEMI2_HUMAN] 31,57
Q8TEQ6 Gem-associated protein 5 0S=Homo sapiens GN=GEMIN5 PE=1 SV=3 - [GEMI5_HUMAN] 168,48
P13984 General transcription factor IIF subunit 2 0S=Homo sapiens GN=GTF2F2 PE=1 SV=2 - [T2FB_HUMAN] 28,36
P78347 General transcription factor II-l 0S=Homo sapiens GN=GTF2| PE=1 SV=2 - [GTF2I_HUMAN] 112,35
Q86UP8 General transcription factor II-l repeat domain-containing protein 2A OS=Homo sapiens GN=GTF2IRD2 PE=1 SV=2 - [GTD2A_HUMAN] 107,16
Q6EKJO General transcription factor II-I repeat domain-containing protein 2B OS=Homo sapiens GN=GTF2IRD2B PE=1 SV=1 - [GTD2B_HUMAN] 107,16
P14136 Glial fibrillary acidic protein OS=Homo sapiens GN=GFAP PE=1 SV=1 - [GFAP_HUMAN] 49,85
P06744 Glucose-6-phosphate isomerase OS=Homo sapiens GN=GPI PE=1 SV=4 - [G6PI_HUMAN] 63,11
P00367 Glutamate dehydrogenase 1, mitochondrial OS=Homo sapiens GN=GLUD1 PE=1 SV=2 - [DHE3_HUMAN] 61,36
P49448 Glutamate dehydrogenase 2, mitochondrial 0S=Homo sapiens GN=GLUD2 PE=1 SV=2 - [DHE4_HUMAN] 61,40
P48507 Glutamate--cysteine ligase regulatory subunit OS=Homo sapiens GN=GCLM PE=1 SV=1 - [GSHO_HUMAN] 30,71
Q9BQ67 Glutamate-rich WD repeat-containing protein 1 0S=Homo sapiens GN=GRWD1 PE=1 SV=1 - [GRWD1_HUMAN] 49,39
Q06210 Glutamine--fructose-6-phosphate aminotransferase [isomerizing] 1 OS=Homo sapiens GN=GFPT1 PE=1 SV=3 - [GFPT1_HUMAN] 78,76
P47897 Glutamine--tRNA ligase OS=Homo sapiens GN=QARS PE=1 SV=1 - [SYQ_HUMAN] 87,74
Q9Y2Q3 Glutathione S-transferase kappa 1 OS=Homo sapiens GN=GSTK1 PE=1 SV=3 - [GSTK1_HUMAN] 25,48
P09211 Glutathione S-transferase P OS=Homo sapiens GN=GSTP1 PE=1 SV=2 - [GSTP1_HUMAN] 23,34
P04406 Glyceraldehyde-3-phosphate dehydrogenase OS=Homo sapiens GN=GAPDH PE=1 SV=3 - [G3P_HUMAN] 36,03
P52549 Glycoprotein U47 OS=Human herpesvirus 6B (strain Z29) GN=U47 PE=3 SV=1 - [VU47_HHV6Z] 82,94
P30419 Glycylpeptide N-tetradecanoyltransferase 1 OS=Homo sapiens GN=NMT1 PE=1 SV=2 - [NMT1_HUMAN] 56,77
P49915 GMP synthase [glutamine-hydrolyzing] OS=Homo sapiens GN=GMPS PE=1 SV=1 - [GUAA_HUMAN] 76,67
Q3T18J9 GON-4-like protein OS=Homo sapiens GN=GON4L PE=1 SV=1 - [GON4L_HUMAN] 248,47
Q99678 G-protein coupled receptor 20 0S=Homo sapiens GN=GPR20 PE=1 SV=2 - [GPR20_HUMAN] 38,62
075616 GTPase Era, mitochondrial 0S=Homo sapiens GN=ERAL1 PE=1 SV=2 - [ERAL1_HUMAN] 48,32
P62826 GTP-binding nuclear protein Ran 0S=Homo sapiens GN=RAN PE=1 SV=3 - [RAN_HUMAN] 24,41
P04899 Guanine nucleotide-binding protein G(i) subunit alpha-2 OS=Homo sapiens GN=GNAI2 PE=1 SV=3 - [GNAI2_HUMAN 40,43
P62873 Guanine nucleotide-binding protein G(1)/G(S)/G(T) subunit beta-1 OS=Homo sapiens GN=GNB1 PE=1 SV=3 - [GBB1_HUMAN' 37,35




P62879 Guanine nucleotide-binding protein G(1)/G(S)/G(T) subunit beta-2 OS=Homo sapiens GN=GNB2 PE=1 SV=3 - [GBB2_HUMAN' 37,31
P16520 Guanine nucleotide-binding protein G(1)/G(S)/G(T) subunit beta-3 OS=Homo sapiens GN=GNB3 PE=1 SV=1 - [GBB3_HUMAN’ 37,20
Q9HAVO Guanine nucleotide-binding protein subunit beta-4 0S=Homo sapiens GN=GNB4 PE=1 SV=3 - [GBB4_HUMAN' 37,54
QINY12 H/ACA ribonucleoprotein complex subunit 1 0S=Homo sapiens GN=GAR1 PE=1 SV=1 - [GAR1_HUMAN] 22,33
QINX24 H/ACA ribonucleoprotein complex subunit 2 0S=Homo sapiens GN=NHP2 PE=1 SV=1 - [NHP2_HUMAN] 17,19
Q99871 HAUS augmin-like complex subunit 7 0S=Homo sapiens GN=HAUS7 PE=1 SV=3 - [HAUS7_HUMAN] 40,75
PODMV8 Heat shock 70 kDa protein 1A OS=Homo sapiens GN=HSPA1A PE=1 SV=1 - [HS71A_HUMAN] 70,01
P34931 Heat shock 70 kDa protein 1-like OS=Homo sapiens GN=HSPA1L PE=1 SV=2 - [HS71L_HUMAN] 70,33
P34932 Heat shock 70 kDa protein 4 OS=Homo sapiens GN=HSPA4 PE=1 SV=4 - [HSP74_HUMAN] 94,27
095757 Heat shock 70 kDa protein 4L OS=Homo sapiens GN=HSPA4L PE=1 SV=3 - [HS74L_HUMAN] 94,45
P17066 Heat shock 70 kDa protein 6 OS=Homo sapiens GN=HSPA6 PE=1 SV=2 - [HSP76_HUMAN] 70,98
P11142 Heat shock cognate 71 kDa protein OS=Homo sapiens GN=HSPA8 PE=1 SV=1 - [HSP7C_HUMAN] 70,85
Q92598 Heat shock protein 105 kDa OS=Homo sapiens GN=HSPH1 PE=1 SV=1 - [HS105_HUMAN] 96,80
Q12931 Heat shock protein 75 kDa, mitochondrial OS=Homo sapiens GN=TRAP1 PE=1 SV=3 - [TRAP1_HUMAN] 80,06
P04792 Heat shock protein beta-1 OS=Homo sapiens GN=HSPB1 PE=1 SV=2 - [HSPB1_HUMAN] 22,77
QouJy1 Heat shock protein beta-8 OS=Homo sapiens GN=HSPB8 PE=1 SV=1 - [HSPB8_HUMAN] 21,59
Q14568 Heat shock protein HSP 90-alpha A2 OS=Homo sapiens GN=HSP90AA2P PE=1 SV=2 - [HS902_HUMAN] 39,34
P07900 Heat shock protein HSP 90-alpha OS=Homo sapiens GN=HSP90AA1 PE=1 SV=5 - [HS90A_HUMAN] 84,61
P08238 Heat shock protein HSP 90-beta OS=Homo sapiens GN=HSP90AB1 PE=1 SV=4 - [HS90B_HUMAN] 83,21
P54652 Heat shock-related 70 kDa protein 2 OS=Homo sapiens GN=HSPA2 PE=1 SV=1 - [HSP72_HUMAN] 69,98
Q14527 Helicase-like transcription factor OS=Homo sapiens GN=HLTF PE=1 SV=2 - [HLTF_HUMAN] 113,86
Q99729 Heterogeneous nuclear ribonucleoprotein A/B OS=Homo sapiens GN=HNRNPAB PE=1 SV=2 - [ROAA_HUMAN] 36,20
Q13151 Heterogeneous nuclear ribonucleoprotein A0 OS=Homo sapiens GN=HNRNPAOQ PE=1 SV=1 - [ROA0_HUMAN] 30,82
P09651 Heterogeneous nuclear ribonucleoprotein A1 OS=Homo sapiens GN=HNRNPA1 PE=1 SV=5 - [ROA1_HUMAN] 38,72
Q32P51 Heterogeneous nuclear ribonucleoprotein Al-like 2 0S=Homo sapiens GN=HNRNPA1L2 PE=2 SV=2 - [RA1L2_HUMAN] 34,20
P51991 Heterogeneous nuclear ribonucleoprotein A3 OS=Homo sapiens GN=HNRNPA3 PE=1 SV=2 - [ROA3_HUMAN] 39,57
060812 Heterogeneous nuclear ribonucleoprotein C-like 1 0S=Homo sapiens GN=HNRNPCL1 PE=1 SV=1 - [HNRC1_HUMAN] 32,12
B2RXH8 Heterogeneous nuclear ribonucleoprotein C-like 2 0S=Homo sapiens GN=HNRNPCL2 PE=1 SV=1 - [HNRC2_HUMAN] 32,05
B7ZW38 Heterogeneous nuclear ribonucleoprotein C-like 3 0S=Homo sapiens GN=HNRNPCL3 PE=2 SV=1 - [HNRC3_HUMAN] 32,01
Q14103 Heterogeneous nuclear ribonucleoprotein DO OS=Homo sapiens GN=HNRNPD PE=1 SV=1 - [HNRPD_HUMAN] 38,41
014979 Heterogeneous nuclear ribonucleoprotein D-like 0S=Homo sapiens GN=HNRNPDL PE=1 SV=3 - [HNRDL_HUMAN] 46,41
P52597 Heterogeneous nuclear ribonucleoprotein F OS=Homo sapiens GN=HNRNPF PE=1 SV=3 - [HNRPF_HUMAN] 45,64
P31943 Heterogeneous nuclear ribonucleoprotein H OS=Homo sapiens GN=HNRNPH1 PE=1 SV=4 - [HNRH1_HUMAN] 49,20
P55795 Heterogeneous nuclear ribonucleoprotein H2 OS=Homo sapiens GN=HNRNPH2 PE=1 SV=1 - [HNRH2_HUMAN] 49,23
P61978 Heterogeneous nuclear ribonucleoprotein K 0S=Homo sapiens GN=HNRNPK PE=1 SV=1 - [HNRPK_HUMAN] 50,94
P14866 Heterogeneous nuclear ribonucleoprotein L OS=Homo sapiens GN=HNRNPL PE=1 SV=2 - [HNRPL_HUMAN] 64,09
P52272 Heterogeneous nuclear ribonucleoprotein M 0OS=Homo sapiens GN=HNRNPM PE=1 SV=3 - [HNRPM_HUMAN] 77,46
060506 Heterogeneous nuclear ribonucleoprotein Q OS=Homo sapiens GN=SYNCRIP PE=1 SV=2 - [HNRPQ_HUMAN] 69,56
043390 Heterogeneous nuclear ribonucleoprotein R OS=Homo sapiens GN=HNRNPR PE=1 SV=1 - [HNRPR_HUMAN] 70,90
Q00839 Heterogeneous nuclear ribonucleoprotein U OS=Homo sapiens GN=HNRNPU PE=1 SV=6 - [HNRPU_HUMAN] 90,53
Q9BUJ2 Heterogeneous nuclear ribonucleoprotein U-like protein 1 OS=Homo sapiens GN=HNRNPUL1 PE=1 SV=2 - [HNRL1_HUMAN] 95,68




P22626 Heterogeneous nuclear ribonucleoproteins A2/B1 OS=Homo sapiens GN=HNRNPA2B1 PE=1 SV=2 - [ROA2_HUMAN] 37,41
P07910 Heterogeneous nuclear ribonucleoproteins C1/C2 OS=Homo sapiens GN=HNRNPC PE=1 SV=4 - [HNRPC_HUMAN] 33,65
P52789 Hexokinase-2 OS=Homo sapiens GN=HK2 PE=1 SV=2 - [HXK2_HUMAN] 102,31
P09429 High mobility group protein B1 OS=Homo sapiens GN=HMGB1 PE=1 SV=3 - [HMGB1_HUMAN] 24,88
Q13547 Histone deacetylase 1 0S=Homo sapiens GN=HDAC1 PE=1 SV=1 - [HDAC1_HUMAN] 55,07
Q92769 Histone deacetylase 2 0S=Homo sapiens GN=HDAC2 PE=1 SV=2 - [HDAC2_HUMAN] 55,33
Q02539 Histone H1.1 OS=Homo sapiens GN=HIST1H1A PE=1 SV=3 - [H11_HUMAN] 21,83
P16403 Histone H1.2 OS=Homo sapiens GN=HIST1H1C PE=1 SV=2 - [H12_HUMAN] 21,35
P16402 Histone H1.3 OS=Homo sapiens GN=HIST1H1D PE=1 SV=2 - [H13_HUMAN] 22,34
P10412 Histone H1.4 OS=Homo sapiens GN=HIST1H1E PE=1 SV=2 - [H14_HUMAN] 21,85
P16401 Histone H1.5 OS=Homo sapiens GN=HIST1H1B PE=1 SV=3 - [H15_HUMAN] 22,57
P22492 Histone H1t OS=Homo sapiens GN=HIST1H1T PE=2 SV=4 - [H1T_HUMAN] 22,01
Q92522 Histone H1x OS=Homo sapiens GN=H1FX PE=1 SV=1 - [H1X_HUMAN] 22,47
POCOS8 Histone H2A type 1 OS=Homo sapiens GN=HIST1H2AG PE=1 SV=2 - [H2A1_HUMAN] 14,08
Q96QV6 Histone H2A type 1-A OS=Homo sapiens GN=HIST1H2AA PE=1 SV=3 - [H2A1A_HUMAN] 14,22
P04908 Histone H2A type 1-B/E OS=Homo sapiens GN=HIST1H2AB PE=1 SV=2 - [H2A1B_HUMAN] 14,13
Q93077 Histone H2A type 1-C OS=Homo sapiens GN=HIST1H2AC PE=1 SV=3 - [H2A1C_HUMAN] 14,10
P20671 Histone H2A type 1-D OS=Homo sapiens GN=HIST1H2AD PE=1 SV=2 - [H2A1D_HUMAN] 14,10
Q96KK5 Histone H2A type 1-H OS=Homo sapiens GN=HIST1H2AH PE=1 SV=3 - [H2A1H_HUMAN] 13,90
Q99878 Histone H2A type 1-J OS=Homo sapiens GN=HIST1H2AJ PE=1 SV=3 - [H2A1)_HUMAN] 13,93
Q6FI13 Histone H2A type 2-A OS=Homo sapiens GN=HIST2H2AA3 PE=1 SV=3 - [H2A2A_HUMAN] 14,09
Q8IUE6 Histone H2A type 2-B OS=Homo sapiens GN=HIST2H2AB PE=1 SV=3 - [H2A2B_HUMAN] 13,99
Q16777 Histone H2A type 2-C OS=Homo sapiens GN=HIST2H2AC PE=1 SV=4 - [H2A2C_HUMAN] 13,98
Q7L7L0 Histone H2A type 3 OS=Homo sapiens GN=HIST3H2A PE=1 SV=3 - [H2A3_HUMAN] 14,11
Q9BTM1 Histone H2A.) OS=Homo sapiens GN=H2AFJ PE=1 SV=1 - [H2AJ_HUMAN] 14,01
Q71U19 Histone H2A.V OS=Homo sapiens GN=H2AFV PE=1 SV=3 - [H2AV_HUMAN] 13,50
POCOS5 Histone H2A.Z OS=Homo sapiens GN=H2AFZ PE=1 SV=2 - [H2AZ_HUMAN] 13,54
P16104 Histone H2AX OS=Homo sapiens GN=H2AFX PE=1 SV=2 - [H2AX_HUMAN] 15,14
Q96A08 Histone H2B type 1-A OS=Homo sapiens GN=HIST1H2BA PE=1 SV=3 - [H2B1A_HUMAN] 14,16
P33778 Histone H2B type 1-B OS=Homo sapiens GN=HIST1H2BB PE=1 SV=2 - [H2B1B_HUMAN] 13,94
P62807 Histone H2B type 1-C/E/F/G/I 0S=Homo sapiens GN=HIST1H2BC PE=1 SV=4 - [H2B1C_HUMAN] 13,90
P58876 Histone H2B type 1-D OS=Homo sapiens GN=HIST1H2BD PE=1 SV=2 - [H2B1D_HUMAN] 13,93
Q93079 Histone H2B type 1-H OS=Homo sapiens GN=HIST1H2BH PE=1 SV=3 - [H2B1H_HUMAN] 13,88
P06899 Histone H2B type 1-J OS=Homo sapiens GN=HIST1H2BJ PE=1 SV=3 - [H2B1J_HUMAN] 13,90
060814 Histone H2B type 1-K OS=Homo sapiens GN=HIST1H2BK PE=1 SV=3 - [H2B1K_HUMAN] 13,88
Q99880 Histone H2B type 1-L OS=Homo sapiens GN=HIST1H2BL PE=1 SV=3 - [H2B1L_HUMAN] 13,94
Q99879 Histone H2B type 1-M OS=Homo sapiens GN=HIST1H2BM PE=1 SV=3 - [H2B1M_HUMAN] 13,98
Q99877 Histone H2B type 1-N OS=Homo sapiens GN=HIST1H2BN PE=1 SV=3 - [H2BIN_HUMAN] 13,91
P23527 Histone H2B type 1-O OS=Homo sapiens GN=HIST1H2BO PE=1 SV=3 - [H2B10_HUMAN] 13,90
Q16778 Histone H2B type 2-E OS=Homo sapiens GN=HIST2H2BE PE=1 SV=3 - [H2B2E_HUMAN] 13,91
Q5QNW6 Histone H2B type 2-F OS=Homo sapiens GN=HIST2H2BF PE=1 SV=3 - [H2B2F_HUMAN] 13,91




Q8N257 Histone H2B type 3-B OS=Homo sapiens GN=HIST3H2BB PE=1 SV=3 - [H2B3B_HUMAN] 13,90
P57053 Histone H2B type F-S OS=Homo sapiens GN=H2BFS PE=1 SV=2 - [H2BFS_HUMAN] 13,94
P68431 Histone H3.1 OS=Homo sapiens GN=HIST1H3A PE=1 SV=2 - [H31_HUMAN] 15,39
Q16695 Histone H3.1t OS=Homo sapiens GN=HIST3H3 PE=1 SV=3 - [H31T_HUMAN] 15,50
Q71DI3 Histone H3.2 OS=Homo sapiens GN=HIST2H3A PE=1 SV=3 - [H32_HUMAN] 15,38
P84243 Histone H3.3 OS=Homo sapiens GN=H3F3A PE=1 SV=2 - [H33_HUMAN] 15,32
Q6NXT2 Histone H3.3C OS=Homo sapiens GN=H3F3C PE=1 SV=3 - [H3C_HUMAN] 15,20
P62805 Histone H4 OS=Homo sapiens GN=HIST1H4A PE=1 SV=2 - [H4_HUMAN] 11,36
Q09028 Histone-binding protein RBBP4 OS=Homo sapiens GN=RBBP4 PE=1 SV=3 - [RBBP4_HUMAN] 47,63
Q16576 Histone-binding protein RBBP7 OS=Homo sapiens GN=RBBP7 PE=1 SV=1 - [RBBP7_HUMAN] 47,79
Q92800 Histone-lysine N-methyltransferase EZH1 OS=Homo sapiens GN=EZH1 PE=1 SV=2 - [EZH1_HUMAN] 85,22
Q86YM7 Homer protein homolog 1 OS=Homo sapiens GN=HOMER1 PE=1 SV=2 - [HOME1_HUMAN] 40,25
Q86YZ3 Hornerin OS=Homo sapiens GN=HRNR PE=1 SV=2 - [HORN_HUMAN] 282,23
Q9NZL4 Hsp70-binding protein 1 0S=Homo sapiens GN=HSPBP1 PE=1 SV=1 - [HPBP1_HUMAN] 39,45
Q9QJ16 Immediate-early protein 2 OS=Human herpesvirus 6B (strain Z29) GN=U90/U86 PE=3 SV=1 - [IE2_HHV6Z] 171,26
PODOX2 Immunoglobulin alpha-2 heavy chain OS=Homo sapiens PE=1 SV=1 - [IGA2_HUMAN] 48,90
P01876 Immunoglobulin heavy constant alpha 1 OS=Homo sapiens GN=IGHA1 PE=1 SV=2 - [IGHA1_HUMAN] 37,63
P01877 Immunoglobulin heavy constant alpha 2 OS=Homo sapiens GN=IGHA2 PE=1 SV=4 - [IGHA2_HUMAN] 36,57
PODOX7 Immunoglobulin kappa light chain 0S=Homo sapiens PE=1 SV=1 - [IGK_HUMAN] 23,36
P01602 Immunoglobulin kappa variable 1-5 OS=Homo sapiens GN=IGKV1-5 PE=1 SV=2 - [KV105_HUMAN] 12,77
POCGO04 Immunoglobulin lambda constant 1 0S=Homo sapiens GN=IGLC1 PE=1 SV=1 - [IGLC1_HUMAN] 11,34
PODOY2 Immunoglobulin lambda constant 2 0S=Homo sapiens GN=IGLC2 PE=1 SV=1 - [IGLC2_HUMAN] 11,29
PODOY3 Immunoglobulin lambda constant 3 0S=Homo sapiens GN=IGLC3 PE=1 SV=1 - [IGLC3_HUMAN] 11,26
POCF74 Immunoglobulin lambda constant 6 0S=Homo sapiens GN=IGLC6 PE=1 SV=1 - [IGLC6_HUMAN] 11,27
AOM8Q6 Immunoglobulin lambda constant 7 0S=Homo sapiens GN=IGLC7 PE=1 SV=3 - [IGLC7_HUMAN] 11,25
PODOX8 Immunoglobulin lambda-1 light chain OS=Homo sapiens PE=1 SV=1 - [IGL1_HUMAN] 22,82
B9A064 Immunoglobulin lambda-like polypeptide 5 0S=Homo sapiens GN=IGLL5 PE=2 SV=2 - [IGLL5_HUMAN] 23,05
pP78318 Immunoglobulin-binding protein 1 0S=Homo sapiens GN=IGBP1 PE=1 SV=1 - [IGBP1_HUMAN] 39,20
P52292 Importin subunit alpha-1 OS=Homo sapiens GN=KPNA2 PE=1 SV=1 - [IMA1_HUMAN] 57,83
P52294 Importin subunit alpha-5 OS=Homo sapiens GN=KPNA1 PE=1 SV=3 - [IMA5_HUMAN] 60,18
015131 Importin subunit alpha-6 OS=Homo sapiens GN=KPNA5 PE=1 SV=2 - [IMA6_HUMAN] 60,31
060684 Importin subunit alpha-7 OS=Homo sapiens GN=KPNA6 PE=1 SV=1 - [IMA7_HUMAN] 59,99
Q14974 Importin subunit beta-1 0S=Homo sapiens GN=KPNB1 PE=1 SV=2 - [IMB1_HUMAN] 97,11
000410 Importin-5 OS=Homo sapiens GN=IPO5 PE=1 SV=4 - [IPO5_HUMAN] 123,55
095373 Importin-7 OS=Homo sapiens GN=IPO7 PE=1 SV=1 - [IPO7_HUMAN] 119,44
015397 Importin-8 OS=Homo sapiens GN=IPO8 PE=1 SV=2 - [IPO8_HUMAN] 119,86
P20839 Inosine-5'-monophosphate dehydrogenase 1 OS=Homo sapiens GN=IMPDH1 PE=1 SV=2 - [[IMDH1_HUMAN] 55,37
P12268 Inosine-5'-monophosphate dehydrogenase 2 OS=Homo sapiens GN=IMPDH2 PE=1 SV=2 - [IMDH2_HUMAN] 55,77
Q14573 Inositol 1,4,5-trisphosphate receptor type 3 0S=Homo sapiens GN=ITPR3 PE=1 SV=2 - [ITPR3_HUMAN] 303,91
Q9NZI8 Insulin-like growth factor 2 mRNA-binding protein 1 0S=Homo sapiens GN=IGF2BP1 PE=1 SV=2 - [IF2B1_HUMAN] 63,44
Q9Y6M1 Insulin-like growth factor 2 mRNA-binding protein 2 0S=Homo sapiens GN=IGF2BP2 PE=1 SV=2 - [IF2B2_HUMAN] 66,08




000425 Insulin-like growth factor 2 mRNA-binding protein 3 0S=Homo sapiens GN=IGF2BP3 PE=1 SV=2 - [IF2B3_HUMAN] 63,67
Q8WX77 Insulin-like growth factor-binding protein-like 1 0S=Homo sapiens GN=IGFBPL1 PE=2 SV=1 - [IBPL1_HUMAN] 28,99
075569 Interferon-inducible double-stranded RNA-dependent protein kinase activator A OS=Homo sapiens GN=PRKRA PE=1 SV=1 - [PRKRA_HUMAN 34,38
Q12905 Interleukin enhancer-binding factor 2 0S=Homo sapiens GN=ILF2 PE=1 SV=2 - [ILF2_HUMAN] 43,04
Q12906 Interleukin enhancer-binding factor 3 0S=Homo sapiens GN=ILF3 PE=1 SV=3 - [ILF3_HUMAN] 95,28
Q27J81 Inverted formin-2 OS=Homo sapiens GN=INF2 PE=1 SV=2 - [INF2_HUMAN] 135,54
P51553 Isocitrate dehydrogenase [NAD] subunit gamma, mitochondrial 0S=Homo sapiens GN=IDH3G PE=1 SV=1 - [IDH3G_HUMAN] 42,77
P41252 Isoleucine--tRNA ligase, cytoplasmic OS=Homo sapiens GN=IARS PE=1 SV=2 - [SYIC_HUMAN] 144,41
P14923 Junction plakoglobin OS=Homo sapiens GN=JUP PE=1 SV=3 - [PLAK_HUMAN] 81,69
Q8IYT4 Katanin p60 ATPase-containing subunit A-like 2 0S=Homo sapiens GN=KATNAL2 PE=1 SV=3 - [KATL2_HUMAN] 61,21
Q9BVAO Katanin p80 WD40 repeat-containing subunit B1 OS=Homo sapiens GN=KATNB1 PE=1 SV=1 - [KTNB1_HUMAN] 72,29
Q53G59 Kelch-like protein 12 OS=Homo sapiens GN=KLHL12 PE=1 SV=2 - [KLH12_HUMAN] 63,24
Q15323 Keratin, type | cuticular Hal OS=Homo sapiens GN=KRT31 PE=1 SV=3 - [K1H1_HUMAN] 47,21
Q14532 Keratin, type | cuticular Ha2 OS=Homo sapiens GN=KRT32 PE=2 SV=3 - [K1H2_HUMAN] 50,31
Q14525 Keratin, type | cuticular Ha3-Il 0S=Homo sapiens GN=KRT33B PE=1 SV=3 - [KT33B_HUMAN] 46,18
Q92764 Keratin, type | cuticular Ha5 OS=Homo sapiens GN=KRT35 PE=2 SV=5 - [KRT35_HUMAN] 50,33
076013 Keratin, type | cuticular Ha6 OS=Homo sapiens GN=KRT36 PE=2 SV=1 - [KRT36_HUMAN] 52,21
076014 Keratin, type | cuticular Ha7 OS=Homo sapiens GN=KRT37 PE=3 SV=3 - [KRT37_HUMAN] 49,72
076015 Keratin, type | cuticular Ha8 OS=Homo sapiens GN=KRT38 PE=1 SV=3 - [KRT38_HUMAN] 50,45
P13645 Keratin, type | cytoskeletal 10 OS=Homo sapiens GN=KRT10 PE=1 SV=6 - [K1C10_HUMAN] 58,79
Q99456 Keratin, type | cytoskeletal 12 OS=Homo sapiens GN=KRT12 PE=1 SV=1 - [K1C12_HUMAN] 53,48
P13646 Keratin, type | cytoskeletal 13 OS=Homo sapiens GN=KRT13 PE=1 SV=4 - [K1C13_HUMAN] 49,56
P02533 Keratin, type | cytoskeletal 14 OS=Homo sapiens GN=KRT14 PE=1 SV=4 - [K1C14_HUMAN] 51,53
P19012 Keratin, type | cytoskeletal 15 OS=Homo sapiens GN=KRT15 PE=1 SV=3 - [K1C15_HUMAN] 49,18
P08779 Keratin, type | cytoskeletal 16 OS=Homo sapiens GN=KRT16 PE=1 SV=4 - [K1C16_HUMAN] 51,24
Q04695 Keratin, type | cytoskeletal 17 OS=Homo sapiens GN=KRT17 PE=1 SV=2 - [K1C17_HUMAN] 48,08
P05783 Keratin, type | cytoskeletal 18 OS=Homo sapiens GN=KRT18 PE=1 SV=2 - [K1C18 _HUMAN] 48,03
P08727 Keratin, type | cytoskeletal 19 OS=Homo sapiens GN=KRT19 PE=1 SV=4 - [K1C19_HUMAN] 44,08
P35900 Keratin, type | cytoskeletal 20 0S=Homo sapiens GN=KRT20 PE=1 SV=1 - [K1C20_HUMAN] 48,46
Q2M2I5 Keratin, type | cytoskeletal 24 OS=Homo sapiens GN=KRT24 PE=1 SV=1 - [K1C24_HUMAN] 55,05
Q72320 Keratin, type | cytoskeletal 25 OS=Homo sapiens GN=KRT25 PE=1 SV=1 - [K1C25_HUMAN] 49,29
Q723Y9 Keratin, type | cytoskeletal 26 OS=Homo sapiens GN=KRT26 PE=1 SV=2 - [K1C26_HUMAN] 51,88
Q7Z3Y8 Keratin, type | cytoskeletal 27 OS=Homo sapiens GN=KRT27 PE=1 SV=2 - [K1C27_HUMAN] 49,79
Q723Y7 Keratin, type | cytoskeletal 28 OS=Homo sapiens GN=KRT28 PE=1 SV=2 - [K1C28_HUMAN] 50,54
P35527 Keratin, type | cytoskeletal 9 OS=Homo sapiens GN=KRT9 PE=1 SV=3 - [K1C9_HUMAN] 62,03
Q14533 Keratin, type Il cuticular Hbl OS=Homo sapiens GN=KRT81 PE=1 SV=3 - [KRT81_HUMAN] 54,89
P78385 Keratin, type Il cuticular Hb3 OS=Homo sapiens GN=KRT83 PE=1 SV=2 - [KRT83_HUMAN] 54,16
QINSB2 Keratin, type Il cuticular Hb4 OS=Homo sapiens GN=KRT84 PE=2 SV=2 - [KRT84_HUMAN] 64,80
P78386 Keratin, type Il cuticular Hb5 OS=Homo sapiens GN=KRT85 PE=1 SV=1 - [KRT85_HUMAN] 55,77
043790 Keratin, type Il cuticular Hb6 OS=Homo sapiens GN=KRT86 PE=1 SV=1 - [KRT86_HUMAN] 53,47
P04264 Keratin, type Il cytoskeletal 1 OS=Homo sapiens GN=KRT1 PE=1 SV=6 - [K2C1_HUMAN] 66,00




Q72794 Keratin, type Il cytoskeletal 1b OS=Homo sapiens GN=KRT77 PE=2 SV=3 - [K2C1B_HUMAN] 61,86
P35908 Keratin, type Il cytoskeletal 2 epidermal OS=Homo sapiens GN=KRT2 PE=1 SV=2 - [K22E_HUMAN] 65,39
Q01546 Keratin, type Il cytoskeletal 2 oral 0S=Homo sapiens GN=KRT76 PE=1 SV=2 - [K220_HUMAN] 65,80
P12035 Keratin, type Il cytoskeletal 3 OS=Homo sapiens GN=KRT3 PE=1 SV=3 - [K2C3_HUMAN] 64,38
P19013 Keratin, type Il cytoskeletal 4 OS=Homo sapiens GN=KRT4 PE=1 SV=4 - [K2C4_HUMAN] 57,25
P13647 Keratin, type Il cytoskeletal 5 OS=Homo sapiens GN=KRT5 PE=1 SV=3 - [K2C5_HUMAN] 62,34
P02538 Keratin, type Il cytoskeletal 6A OS=Homo sapiens GN=KRT6A PE=1 SV=3 - [K2C6A_HUMAN] 60,01
P04259 Keratin, type Il cytoskeletal 6B OS=Homo sapiens GN=KRT6B PE=1 SV=5 - [K2C6B_HUMAN] 60,03
P48668 Keratin, type Il cytoskeletal 6C OS=Homo sapiens GN=KRT6C PE=1 SV=3 - [K2C6C_HUMAN] 59,99
P08729 Keratin, type Il cytoskeletal 7 OS=Homo sapiens GN=KRT7 PE=1 SV=5 - [K2C7_HUMAN] 51,35
Q3syYs4 Keratin, type Il cytoskeletal 71 OS=Homo sapiens GN=KRT71 PE=1 SV=3 - [K2C71_HUMAN] 57,26
Q14CN4 Keratin, type Il cytoskeletal 72 OS=Homo sapiens GN=KRT72 PE=1 SV=2 - [K2C72_HUMAN] 55,84
Q86Y46 Keratin, type Il cytoskeletal 73 OS=Homo sapiens GN=KRT73 PE=1 SV=1 - [K2C73_HUMAN] 58,89
Q7RTS7 Keratin, type Il cytoskeletal 74 OS=Homo sapiens GN=KRT74 PE=1 SV=2 - [K2C74_HUMAN] 57,83
095678 Keratin, type Il cytoskeletal 75 OS=Homo sapiens GN=KRT75 PE=1 SV=2 - [K2C75_HUMAN] 59,52
Q8N1N4 Keratin, type Il cytoskeletal 78 OS=Homo sapiens GN=KRT78 PE=1 SV=2 - [K2C78_HUMAN] 56,83
Q5XKES5 Keratin, type Il cytoskeletal 79 OS=Homo sapiens GN=KRT79 PE=1 SV=2 - [K2C79_HUMAN] 57,80
P05787 Keratin, type Il cytoskeletal 8 0S=Homo sapiens GN=KRT8 PE=1 SV=7 - [K2C8_HUMAN] 53,67
Q6KB66 Keratin, type Il cytoskeletal 80 OS=Homo sapiens GN=KRT80 PE=1 SV=2 - [K2C80_HUMAN] 50,49
Q8N1A0 Keratin-like protein KRT222 OS=Homo sapiens GN=KRT222 PE=2 SV=1 - [KT222_HUMAN] 34,14
Q07666 KH domain-containing, RNA-binding, signal transduction-associated protein 1 OS=Homo sapiens GN=KHDRBS1 PE=1 SV=1 - [KHDR1_HUMAN] 48,20
Q9ULHO Kinase D-interacting substrate of 220 kDa OS=Homo sapiens GN=KIDINS220 PE=1 SV=3 - [KDIS_HUMAN] 196,42
Q8IVTS5 Kinase suppressor of Ras 1 0S=Homo sapiens GN=KSR1 PE=1 SV=3 - [KSR1_HUMAN] 102,10
P33176 Kinesin-1 heavy chain OS=Homo sapiens GN=KIF5B PE=1 SV=1 - [KINH_HUMAN] 109,62
Q15058 Kinesin-like protein KIF14 OS=Homo sapiens GN=KIF14 PE=1 SV=1 - [KIF14_HUMAN] 186,37
Q86Y91 Kinesin-like protein KIF18B OS=Homo sapiens GN=KIF18B PE=1 SV=3 - [KI18B_HUMAN] 94,16
B72C32 Kinesin-like protein KIF28P OS=Homo sapiens GN=KIF28P PE=3 SV=2 - [KIF28_HUMAN] 108,19
Q2M1P5 Kinesin-like protein KIF7 OS=Homo sapiens GN=KIF7 PE=1 SV=2 - [KIF7_HUMAN] 150,49
Q9BW19 Kinesin-like protein KIFC1 OS=Homo sapiens GN=KIFC1 PE=1 SV=2 - [KIFC1_HUMAN] 73,70
P42166 Lamina-associated polypeptide 2, isoform alpha OS=Homo sapiens GN=TMPO PE=1 SV=2 - [LAP2A_HUMAN] 75,45
P42167 Lamina-associated polypeptide 2, isoforms beta/gamma OS=Homo sapiens GN=TMPO PE=1 SV=2 - [LAP2B_HUMAN] 50,64
015230 Laminin subunit alpha-5 OS=Homo sapiens GN=LAMAS5 PE=1 SV=8 - [LAMA5_HUMAN] 399,48
P07942 Laminin subunit beta-1 OS=Homo sapiens GN=LAMB1 PE=1 SV=2 - [LAMB1_HUMAN] 197,91
A4D0S4 Laminin subunit beta-4 OS=Homo sapiens GN=LAMB4 PE=2 SV=1 - [LAMB4_HUMAN] 193,41
P11047 Laminin subunit gamma-1 OS=Homo sapiens GN=LAMC1 PE=1 SV=3 - [LAMC1_HUMAN] 177,49
043813 LanC-like protein 1 OS=Homo sapiens GN=LANCL1 PE=1 SV=1 - [LANC1_HUMAN] 45,25
Q6PKGO La-related protein 1 0S=Homo sapiens GN=LARP1 PE=1 SV=2 - [LARP1_HUMAN] 123,43
Q71RC2 La-related protein 4 OS=Homo sapiens GN=LARP4 PE=1 SV=3 - [LARP4_HUMAN] 80,55
Q01650 Large neutral amino acids transporter small subunit 1 0S=Homo sapiens GN=SLC7A5 PE=1 SV=2 - [LAT1_HUMAN] 54,97
095461 LARGE xylosyl- and glucuronyltransferase 1 0S=Homo sapiens GN=LARGE1 PE=1 SV=1 - [LARG1_HUMAN] 88,01
P33062 Late transcription elongation factor H5 OS=Variola virus (isolate Human/India/Ind3/1967) GN=H5R PE=2 SV=1 - [H5_VARG67] 24,34




Q6P1Q0 LETM1 domain-containing protein 1 OS=Homo sapiens GN=LETMD1 PE=1 SV=1 - [LTMD1_HUMAN] 41,76
Q86V48 Leucine zipper protein 1 OS=Homo sapiens GN=LUZP1 PE=1 SV=2 - [LUZP1_HUMAN] 120,20
Q9Y2L9 Leucine-rich repeat and calponin homology domain-containing protein 1 OS=Homo sapiens GN=LRCH1 PE=1 SV=3 - [LRCH1_HUMAN] 80,82
Q9UFCO Leucine-rich repeat and WD repeat-containing protein 1 0S=Homo sapiens GN=LRWD1 PE=1 SV=2 - [LRWD1_HUMAN] 70,82
Q15345 Leucine-rich repeat-containing protein 41 OS=Homo sapiens GN=LRRC41 PE=1 SV=3 - [LRC41_HUMAN] 88,59
Q96AG4 Leucine-rich repeat-containing protein 59 OS=Homo sapiens GN=LRRC59 PE=1 SV=1 - [LRC59_HUMAN] 34,91
Q9P2J5 Leucine--tRNA ligase, cytoplasmic OS=Homo sapiens GN=LARS PE=1 SV=2 - [SYLC_HUMAN] 134,38
P11049 Leukocyte antigen CD37 OS=Homo sapiens GN=CD37 PE=1 SV=2 - [CD37_HUMAN] 31,68
P09960 Leukotriene A-4 hydrolase OS=Homo sapiens GN=LTA4H PE=1 SV=2 - [LKHA4_HUMAN] 69,24
QI9UNZ5 Leydig cell tumor 10 kDa protein homolog OS=Homo sapiens GN=C190rf53 PE=1 SV=1 - [L10K_HUMAN] 10,57
Q5T3J3 Ligand-dependent nuclear receptor-interacting factor 1 0S=Homo sapiens GN=LRIF1 PE=1 SV=1 - [LRIF1_HUMAN] 84,52
Q9UHB6 LIM domain and actin-binding protein 1 OS=Homo sapiens GN=LIMA1 PE=1 SV=1 - [LIMA1_HUMAN] 85,17
Q8WWI1 LIM domain only protein 7 OS=Homo sapiens GN=LMO7 PE=1 SV=3 - [LMO7_HUMAN] 192,58
P11182 Lipoamide acyltransferase component of branched-chain alpha-keto acid dehydrogenase complex, mitochondrial 0S=Homo sapiens GN=DBT PE=1 SV=3 - [ODB2_HUMA 53,45
P31025 Lipocalin-1 OS=Homo sapiens GN=LCN1 PE=1 SV=1 - [LCN1_HUMAN] 19,24
P00338 L-lactate dehydrogenase A chain OS=Homo sapiens GN=LDHA PE=1 SV=2 - [LDHA_HUMAN] 36,67
P07195 L-lactate dehydrogenase B chain OS=Homo sapiens GN=LDHB PE=1 SV=2 - [LDHB_HUMAN] 36,62
Q9NPI7 Lysine-rich coiled-coil protein 1 0S=Homo sapiens GN=KRCC1 PE=2 SV=1 - [KRCC1_HUMAN] 30,96
060341 Lysine-specific histone demethylase 1A OS=Homo sapiens GN=KDM1A PE=1 SV=2 - [KDM1A_HUMAN] 92,84
Q15046 Lysine--tRNA ligase OS=Homo sapiens GN=KARS PE=1 SV=3 - [SYK_HUMAN] 68,00
Q8N2M4 Lysoplasmalogenase-like protein TMEM86A OS=Homo sapiens GN=TMEMS86A PE=2 SV=1 - [TM86A_HUMAN] 26,38
P61626 Lysozyme C OS=Homo sapiens GN=LYZ PE=1 SV=1 - [LYSC_HUMAN] 16,53
Q8WWC4 m-AAA protease-interacting protein 1, mitochondrial 0S=Homo sapiens GN=MAIP1 PE=1 SV=1 - [MAIP1_HUMAN] 32,52
P50816 Major capsid protein L1 OS=Human papillomavirus type 44 GN=L1 PE=3 SV=2 - [VL1_HPV44] 55,81
P50820 Major capsid protein L1 OS=Human papillomavirus type 55 GN=L1 PE=3 SV=2 - [VL1_HPV55] 55,75
P52338 Major DNA-binding protein OS=Human herpesvirus 6A (strain Uganda-1102) GN=DBP PE=3 SV=1 - [DNBI_HHV6U] 127,68
P52538 Major DNA-binding protein OS=Human herpesvirus 6B (strain Z29) GN=DBP PE=3 SV=1 - [DNBI_HHV6Z] 127,74
Q14764 Major vault protein OS=Homo sapiens GN=MVP PE=1 SV=4 - [MVP_HUMAN] 99,27
P40925 Malate dehydrogenase, cytoplasmic OS=Homo sapiens GN=MDH1 PE=1 SV=4 - [MDHC_HUMAN] 36,40
Q13724 Mannosyl-oligosaccharide glucosidase OS=Homo sapiens GN=MOGS PE=1 SV=5 - [MOGS_HUMAN] 91,86
P27448 MAP/microtubule affinity-regulating kinase 3 0S=Homo sapiens GN=MARK3 PE=1 SV=4 - [MARK3_HUMAN] 84,44
Q96L34 MAP/microtubule affinity-regulating kinase 4 OS=Homo sapiens GN=MARK4 PE=1 SV=1 - [MARK4_HUMAN] 82,47
Q3KQu3 MAP7 domain-containing protein 1 OS=Homo sapiens GN=MAP7D1 PE=1 SV=1 - [MA7D1_HUMAN] 92,76
Q96T17 MAP7 domain-containing protein 2 0S=Homo sapiens GN=MAP7D2 PE=1 SV=2 - [MA7D2_HUMAN] 81,92
Q8IWC1 MAP7 domain-containing protein 3 OS=Homo sapiens GN=MAP7D3 PE=1 SV=2 - [MA7D3_HUMAN] 98,37
Q9BUT9 MAPK regulated corepressor interacting protein 2 0S=Homo sapiens GN=MCRIP2 PE=1 SV=2 - [MCRI2_HUMAN] 17,82
Q8IX19 Mast cell-expressed membrane protein 1 0S=Homo sapiens GN=MCEMP1 PE=1 SV=1 - [MCEM1_HUMAN] 21,21
P43243 Matrin-3 OS=Homo sapiens GN=MATR3 PE=1 SV=2 - [MATR3_HUMAN] 94,56
Q15648 Mediator of RNA polymerase Il transcription subunit 1 0OS=Homo sapiens GN=MED1 PE=1 SV=4 - [MED1_HUMAN] 168,37
Q93074 Mediator of RNA polymerase Il transcription subunit 12 OS=Homo sapiens GN=MED12 PE=1 SV=4 - [MED12_HUMAN] 242,93
Q96RN5 Mediator of RNA polymerase Il transcription subunit 15 OS=Homo sapiens GN=MED15 PE=1 SV=2 - [MED15_HUMAN] 86,70




AOJLT2 Mediator of RNA polymerase Il transcription subunit 19 OS=Homo sapiens GN=MED19 PE=1 SV=2 - [MED19_HUMAN] 26,26
Q9H944 Mediator of RNA polymerase Il transcription subunit 20 OS=Homo sapiens GN=MED20 PE=1 SV=1 - [MED20_HUMAN] 23,21
Q71SY5 Mediator of RNA polymerase Il transcription subunit 25 OS=Homo sapiens GN=MED25 PE=1 SV=2 - [MED25_HUMAN] 78,12
Q6P2C8 Mediator of RNA polymerase Il transcription subunit 27 OS=Homo sapiens GN=MED27 PE=1 SV=1 - [MED27_HUMAN] 35,41
QINX70 Mediator of RNA polymerase Il transcription subunit 29 OS=Homo sapiens GN=MED29 PE=1 SV=1 - [MED29_HUMAN] 21,06
Q9NPJ6 Mediator of RNA polymerase Il transcription subunit 4 OS=Homo sapiens GN=MED4 PE=1 SV=1 - [MED4_HUMAN] 29,73
075586 Mediator of RNA polymerase Il transcription subunit 6 0S=Homo sapiens GN=MED6 PE=1 SV=2 - [MED6_HUMAN] 28,41
Q96G25 Mediator of RNA polymerase Il transcription subunit 8 0S=Homo sapiens GN=MED8 PE=1 SV=2 - [MED8_HUMAN] 29,06
P11310 Medium-chain specific acyl-CoA dehydrogenase, mitochondrial 0S=Homo sapiens GN=ACADM PE=1 SV=1 - [ACADM_HUMAN] 46,56
P35625 Metalloproteinase inhibitor 3 0S=Homo sapiens GN=TIMP3 PE=1 SV=2 - [TIMP3_HUMAN] 24,13
094776 Metastasis-associated protein MTA2 OS=Homo sapiens GN=MTA2 PE=1 SV=1 - [MTA2_HUMAN] 74,98
QINZL9 Methionine adenosyltransferase 2 subunit beta OS=Homo sapiens GN=MAT2B PE=1 SV=1 - [MAT2B_HUMAN] 37,53
P56192 Methionine--tRNA ligase, cytoplasmic OS=Homo sapiens GN=MARS PE=1 SV=2 - [SYMC_HUMAN] 101,05
QINX63 MICOS complex subunit MIC19 OS=Homo sapiens GN=CHCHD3 PE=1 SV=1 - [MIC19_HUMAN] 26,14
Q16891 MICOS complex subunit MIC60 OS=Homo sapiens GN=IMMT PE=1 SV=1 - [MIC60_HUMAN] 83,63
Q9UPN3 Microtubule-actin cross-linking factor 1, isoforms 1/2/3/5 0S=Homo sapiens GN=MACF1 PE=1 SV=4 - [MACF1_HUMAN] 837,79
P11137 Microtubule-associated protein 2 0S=Homo sapiens GN=MAP2 PE=1 SV=4 - [MTAP2_HUMAN] 199,40
P27816 Microtubule-associated protein 4 OS=Homo sapiens GN=MAP4 PE=1 SV=3 - [MAP4_HUMAN] 120,93
Q9ULD2 Microtubule-associated tumor suppressor 1 OS=Homo sapiens GN=MTUS1 PE=1 SV=2 - [MTUS1_HUMAN] 141,31
Q5JR59 Microtubule-associated tumor suppressor candidate 2 OS=Homo sapiens GN=MTUS2 PE=1 SV=3 - [MTUS2_HUMAN] 150,10
Q5VT66 Mitochondrial amidoxime-reducing component 1 0S=Homo sapiens GN=MARC1 PE=1 SV=1 - [MARC1_HUMAN] 37,48
Q96DA6 Mitochondrial import inner membrane translocase subunit TIM14 OS=Homo sapiens GN=DNAJC19 PE=1 SV=3 - [TIM14_HUMAN] 12,49
Q9Y3D7 Mitochondrial import inner membrane translocase subunit TIM16 OS=Homo sapiens GN=PAM16 PE=1 SV=2 - [TIM16_HUMAN] 13,82
Q37CQ8 Mitochondrial import inner membrane translocase subunit TIM50 OS=Homo sapiens GN=TIMM50 PE=1 SV=2 - [TIM50_HUMAN] 39,62
Q15785 Mitochondrial import receptor subunit TOM34 OS=Homo sapiens GN=TOMM34 PE=1 SV=2 - [TOM34_HUMAN] 34,54
Q7L0Y3 Mitochondrial ribonuclease P protein 1 0S=Homo sapiens GN=TRMT10C PE=1 SV=2 - [MRRP1_HUMAN] 47,32
Q92918 Mitogen-activated protein kinase kinase kinase kinase 1 OS=Homo sapiens GN=MAP4K1 PE=1 SV=1 - [M4K1_HUMAN 91,24
043684 Mitotic checkpoint protein BUB3 OS=Homo sapiens GN=BUB3 PE=1 SV=1 - [BUB3_HUMAN] 37,13
Q8IVT2 Mitotic interactor and substrate of PLK1 OS=Homo sapiens GN=MISP PE=1 SV=1 - [MISP_HUMAN] 75,31
Q9Y3D0 Mitotic spindle-associated MMXD complex subunit MIP18 OS=Homo sapiens GN=FAM96B PE=1 SV=1 - [MIP18_HUMAN] 17,65
Q6P582 Mitotic-spindle organizing protein 2A OS=Homo sapiens GN=MZT2A PE=1 SV=2 - [MZT2A_HUMAN] 16,21
Q6NZ67 Mitotic-spindle organizing protein 2B OS=Homo sapiens GN=MZT2B PE=1 SV=1 - [MZT2B_HUMAN] 16,22
Q9BYG3 MKI67 FHA domain-interacting nucleolar phosphoprotein OS=Homo sapiens GN=NIFK PE=1 SV=1 - [MK67|_HUMAN] 34,20
P26038 Moesin OS=Homo sapiens GN=MSN PE=1 SV=3 - [MOES_HUMAN] 67,78
P53985 Monocarboxylate transporter 1 0S=Homo sapiens GN=SLC16A1 PE=1 SV=3 - [MOT1_HUMAN] 53,91
015427 Monocarboxylate transporter 4 OS=Homo sapiens GN=SLC16A3 PE=1 SV=1 - [MOT4_HUMAN] 49,44
Q9UBUS8 Mortality factor 4-like protein 1 OS=Homo sapiens GN=MORF4L1 PE=1 SV=2 - [MO4L1_HUMAN] 41,45
Q15014 Mortality factor 4-like protein 2 OS=Homo sapiens GN=MORF4L2 PE=1 SV=1 - [MO4L2_HUMAN] 32,29
P78406 MRNA export factor OS=Homo sapiens GN=RAE1 PE=1 SV=1 - [RAE1L_HUMAN] 40,94
Q9UKD2 mRNA turnover protein 4 homolog OS=Homo sapiens GN=MRTO4 PE=1 SV=2 - [MRT4_HUMAN] 27,54
060942 mMRNA-capping enzyme OS=Homo sapiens GN=RNGTT PE=1 SV=1 - [MCE1_HUMAN] 68,51




Q7Z5P9 Mucin-19 0S=Homo sapiens GN=MUC19 PE=1 SV=3 - [MUC19_HUMAN] 804,77
QauI30 Multifunctional methyltransferase subunit TRM112-like protein OS=Homo sapiens GN=TRMT112 PE=1 SV=1 - [TR112_HUMAN] 14,19
P22234 Multifunctional protein ADE2 OS=Homo sapiens GN=PAICS PE=1 SV=3 - [PUR6_HUMAN] 47,05
Q86TC9 Myopalladin OS=Homo sapiens GN=MYPN PE=1 SV=2 - [MYPN_HUMAN] 145,17
P14649 Myosin light chain 6B OS=Homo sapiens GN=MYL6B PE=1 SV=1 - [MYL6B_HUMAN] 22,75
P60660 Myosin light polypeptide 6 OS=Homo sapiens GN=MYL6 PE=1 SV=2 - [MYL6_HUMAN] 16,92
QewcQl Myosin phosphatase Rho-interacting protein OS=Homo sapiens GN=MPRIP PE=1 SV=3 - [MPRIP_HUMAN] 116,46
P19105 Myosin regulatory light chain 12A OS=Homo sapiens GN=MYL12A PE=1 SV=2 - [ML12A_HUMAN] 19,78
014950 Myosin regulatory light chain 12B 0OS=Homo sapiens GN=MYL12B PE=1 SV=2 - [ML12B_HUMAN] 19,77
P24844 Myosin regulatory light polypeptide 9 OS=Homo sapiens GN=MYL9 PE=1 SV=4 - [MYL9_HUMAN] 19,81
P35580 Myosin-10 OS=Homo sapiens GN=MYH10 PE=1 SV=3 - [MYH10_HUMAN] 228,86
P35749 Myosin-11 OS=Homo sapiens GN=MYH11 PE=1 SV=3 - [MYH11_HUMAN] 227,20
Q72406 Myosin-14 OS=Homo sapiens GN=MYH14 PE=1 SV=2 - [MYH14_HUMAN] 227,73
P11055 Myosin-3 OS=Homo sapiens GN=MYH3 PE=1 SV=3 - [MYH3_HUMAN] 223,77
P35579 Myosin-9 OS=Homo sapiens GN=MYH9 PE=1 SV=4 - [MYH9_HUMAN] 226,39
Q02083 N-acylethanolamine-hydrolyzing acid amidase OS=Homo sapiens GN=NAAA PE=1 SV=3 - [NAAA_HUMAN] 40,04
Q13423 NAD(P) transhydrogenase, mitochondrial 0S=Homo sapiens GN=NNT PE=1 SV=3 - [NNTM_HUMAN] 113,82
P15559 NAD(P)H dehydrogenase [quinone] 1 OS=Homo sapiens GN=NQO1 PE=1 SV=1 - [NQO1_HUMAN] 30,85
Q330K2 NADH dehydrogenase (ubiquinone) complex I, assembly factor 6 0S=Homo sapiens GN=NDUFAF6 PE=1 SV=2 - [NDUF6_HUMAN: 38,15
Q9BUbG1 NADH dehydrogenase [ubiquinone] 1 alpha subcomplex assembly factor 3 OS=Homo sapiens GN=NDUFAF3 PE=1 SV=1 - [NDUF3_HUMAN’ 20,34
Q16795 NADH dehydrogenase [ubiquinone] 1 alpha subcomplex subunit 9, mitochondrial 0S=Homo sapiens GN=NDUFA9 PE=1 SV=2 - [NDUA9_HUMAN 42,48
P19404 NADH dehydrogenase [ubiquinone] flavoprotein 2, mitochondrial 0S=Homo sapiens GN=NDUFV2 PE=1 SV=2 - [NDUV2_HUMAN 27,37
075306 NADH dehydrogenase [ubiquinone] iron-sulfur protein 2, mitochondrial 0S=Homo sapiens GN=NDUFS2 PE=1 SV=2 - [NDUS2_HUMAN 52,51
075489 NADH dehydrogenase [ubiquinone] iron-sulfur protein 3, mitochondrial OS=Homo sapiens GN=NDUFS3 PE=1 SV=1 - [NDUS3_HUMAN 30,22
043181 NADH dehydrogenase [ubiquinone] iron-sulfur protein 4, mitochondrial 0S=Homo sapiens GN=NDUFS4 PE=1 SV=1 - [NDUS4_HUMAN 20,10
075251 NADH dehydrogenase [ubiquinone] iron-sulfur protein 7, mitochondrial 0S=Homo sapiens GN=NDUFS7 PE=1 SV=3 - [NDUS7_HUMAN 23,55
P28331 NADH-ubiquinone oxidoreductase 75 kDa subunit, mitochondrial 0S=Homo sapiens GN=NDUFS1 PE=1 SV=3 - [NDUS1_HUMAN 79,42
P41227 N-alpha-acetyltransferase 10 OS=Homo sapiens GN=NAA10 PE=1 SV=1 - [NAA10_HUMAN] 26,44
Q5VZES5 N-alpha-acetyltransferase 35, NatC auxiliary subunit OS=Homo sapiens GN=NAA35 PE=1 SV=1 - [NAA35_HUMAN’ 83,58
Q13765 Nascent polypeptide-associated complex subunit alpha OS=Homo sapiens GN=NACA PE=1 SV=1 - [NACA_HUMAN: 23,37
E9PAV3 Nascent polypeptide-associated complex subunit alpha, muscle-specific form OS=Homo sapiens GN=NACA PE=1 SV=1 - [NACAM_HUMAN 205,29
Q9H3P2 Negative elongation factor A OS=Homo sapiens GN=NELFA PE=1 SV=3 - [NELFA_HUMAN] 57,24
Q8NF91 Nesprin-1 OS=Homo sapiens GN=SYNE1 PE=1 SV=4 - [SYNE1_HUMAN] 1.010,46
P48681 Nestin OS=Homo sapiens GN=NES PE=1 SV=2 - [NEST_HUMAN] 177,33
095185 Netrin receptor UNC5C OS=Homo sapiens GN=UNC5C PE=2 SV=2 - [UNC5C_HUMAN] 103,08
Q96SB3 Neurabin-2 OS=Homo sapiens GN=PPP1R9B PE=1 SV=2 - [NEB2_HUMAN] 89,14
Q09666 Neuroblast differentiation-associated protein AHNAK OS=Homo sapiens GN=AHNAK PE=1 SV=2 - [AHNK_HUMAN 628,70
P12036 Neurofilament heavy polypeptide OS=Homo sapiens GN=NEFH PE=1 SV=4 - [NFH_HUMAN] 112,41
P07196 Neurofilament light polypeptide OS=Homo sapiens GN=NEFL PE=1 SV=3 - [NFL_HUMAN] 61,48
P07197 Neurofilament medium polypeptide OS=Homo sapiens GN=NEFM PE=1 SV=3 - [NFM_HUMAN] 102,41
Q8NEY1 Neuron navigator 1 0S=Homo sapiens GN=NAV1 PE=1 SV=2 - [NAV1_HUMAN] 202,35




Q8IVL1 Neuron navigator 2 0S=Homo sapiens GN=NAV2 PE=1 SV=3 - [NAV2_HUMAN] 268,00
P30532 Neuronal acetylcholine receptor subunit alpha-5 OS=Homo sapiens GN=CHRNAS PE=1 SV=2 - [ACHA5_HUMAN] 53,02
Q14697 Neutral alpha-glucosidase AB OS=Homo sapiens GN=GANAB PE=1 SV=3 - [GANAB_HUMAN] 106,81
Q0zZGT2 Nexilin 0S=Homo sapiens GN=NEXN PE=1 SV=1 - [NEXN_HUMAN] 80,61
P55769 NHP2-like protein 1 0S=Homo sapiens GN=SNU13 PE=1 SV=3 - [NH2L1_HUMAN] 14,16
Q969V3 Nicalin OS=Homo sapiens GN=NCLN PE=1 SV=2 - [NCLN_HUMAN] 62,93
Q86UT6 NLR family member X1 OS=Homo sapiens GN=NLRX1 PE=1 SV=1 - [NLRX1_HUMAN] 107,55
Q15155 Nodal modulator 1 0S=Homo sapiens GN=NOMO1 PE=1 SV=5 - [NOMO1_HUMAN] 134,24
Q5JPE7 Nodal modulator 2 0S=Homo sapiens GN=NOMO2 PE=1 SV=1 - [NOMO2_HUMAN] 139,35
P69849 Nodal modulator 3 0S=Homo sapiens GN=NOMO3 PE=3 SV=2 - [NOMO3_HUMAN] 134,05
Q15233 Non-POU domain-containing octamer-binding protein 0S=Homo sapiens GN=NONO PE=1 SV=4 - [NONO_HUMAN] 54,20
Q37K64 Non-structural glycoprotein 4 OS=Rotavirus A (isolate RVA/Human/Belgium/B4106/2000/G3P11[14]) PE=3 SV=1 - [NSP4_ROT41] 20,47
P52298 Nuclear cap-binding protein subunit 2 0S=Homo sapiens GN=NCBP2 PE=1 SV=1 - [NCBP2_HUMAN] 17,99
QI9NXR1 Nuclear distribution protein nudE homolog 1 OS=Homo sapiens GN=NDE1 PE=1 SV=2 - [NDE1_HUMAN] 38,78
Q9GZM8 Nuclear distribution protein nudE-like 1 OS=Homo sapiens GN=NDEL1 PE=1 SV=1 - [NDEL1_HUMAN] 38,35
Q96HA1 Nuclear envelope pore membrane protein POM 121 OS=Homo sapiens GN=POM121 PE=1 SV=2 - [P121A_HUMAN] 127,64
A8CG34 Nuclear envelope pore membrane protein POM 121C OS=Homo sapiens GN=POM121C PE=1 SV=2 - [P121C_HUMAN] 124,98
Q72417 Nuclear fragile X mental retardation-interacting protein 2 OS=Homo sapiens GN=NUFIP2 PE=1 SV=1 - [NUFP2_HUMAN: 76,07
Q14980 Nuclear mitotic apparatus protein 1 0S=Homo sapiens GN=NUMA1 PE=1 SV=2 - [NUMA1_HUMAN] 238,12
P49790 Nuclear pore complex protein Nup153 OS=Homo sapiens GN=NUP153 PE=1 SV=2 - [NU153_HUMAN] 153,84
Q8TAT6 Nuclear protein localization protein 4 homolog OS=Homo sapiens GN=NPLOC4 PE=1 SV=3 - [NPL4_HUMAN] 68,08
Q9UBU9 Nuclear RNA export factor 1 0S=Homo sapiens GN=NXF1 PE=1 SV=1 - [NXF1_HUMAN] 70,14
P67809 Nuclease-sensitive element-binding protein 1 0S=Homo sapiens GN=YBX1 PE=1 SV=3 - [YBOX1_HUMAN] 35,90
Q9BXS6 Nucleolar and spindle-associated protein 1 0S=Homo sapiens GN=NUSAP1 PE=1 SV=1 - [NUSAP_HUMAN] 49,42
060287 Nucleolar pre-ribosomal-associated protein 1 0S=Homo sapiens GN=URB1 PE=1 SV=4 - [NPA1P_HUMAN] 254,23
P78316 Nucleolar protein 14 OS=Homo sapiens GN=NOP14 PE=1 SV=3 - [NOP14_HUMAN] 97,61
Q9uUMY1 Nucleolar protein 7 0S=Homo sapiens GN=NOL7 PE=1 SV=2 - [NOL7_HUMAN] 29,41
QINR30 Nucleolar RNA helicase 2 0S=Homo sapiens GN=DDX21 PE=1 SV=5 - [DDX21_HUMAN] 87,29
P19338 Nucleolin OS=Homo sapiens GN=NCL PE=1 SV=3 - [NUCL_HUMAN] 76,57
P06748 Nucleophosmin OS=Homo sapiens GN=NPM1 PE=1 SV=2 - [NPM_HUMAN] 32,55
Q96EE3 Nucleoporin SEH1 OS=Homo sapiens GN=SEH1L PE=1 SV=3 - [SEH1_HUMAN] 39,62
015504 Nucleoporin-like protein 2 0S=Homo sapiens GN=NUPL2 PE=1 SV=1 - [NUPL2_HUMAN] 44,84
Q9Y5B8 Nucleoside diphosphate kinase 7 0S=Homo sapiens GN=NME7 PE=1 SV=1 - [NDK7_HUMAN] 42,46
P15531 Nucleoside diphosphate kinase A OS=Homo sapiens GN=NME1 PE=1 SV=1 - [NDKA_HUMAN] 17,14
P22392 Nucleoside diphosphate kinase B OS=Homo sapiens GN=NME2 PE=1 SV=1 - [NDKB_HUMAN] 17,29
P55209 Nucleosome assembly protein 1-like 1 OS=Homo sapiens GN=NAP1L1 PE=1 SV=1 - [NP1L1_HUMAN] 45,35
Q99733 Nucleosome assembly protein 1-like 4 0S=Homo sapiens GN=NAP1L4 PE=1 SV=1 - [NP1L4_HUMAN] 42,80
Q9H173 Nucleotide exchange factor SIL1 OS=Homo sapiens GN=SIL1 PE=1 SV=1 - [SIL1_HUMAN] 52,05
Q9Y6RO Numb-like protein 0S=Homo sapiens GN=NUMBL PE=1 SV=1 - [NUMBL_HUMAN] 64,85
Q13416 Origin recognition complex subunit 2 0S=Homo sapiens GN=0ORC2 PE=1 SV=2 - [ORC2_HUMAN] 65,93
Q9UBD5 Origin recognition complex subunit 3 0S=Homo sapiens GN=ORC3 PE=1 SV=1 - [ORC3_HUMAN] 82,20




Q9BUP3 Oxidoreductase HTATIP2 OS=Homo sapiens GN=HTATIP2 PE=1 SV=2 - [HTAI2_HUMAN] 27,03
QINWT1 p21-activated protein kinase-interacting protein 1 OS=Homo sapiens GN=PAK1IP1 PE=1 SV=2 - [PK1IP_HUMAN] 43,94
Q15645 Pachytene checkpoint protein 2 homolog OS=Homo sapiens GN=TRIP13 PE=1 SV=2 - [PCH2_HUMAN] 48,52
Q6P1J9 Parafibromin OS=Homo sapiens GN=CDC73 PE=1 SV=1 - [CDC73_HUMAN] 60,54
Q8IXS6 Paralemmin-2 OS=Homo sapiens GN=PALM2 PE=1 SV=3 - [PALM2_HUMAN] 42,16
Q5EBL8 PDZ domain-containing protein 11 OS=Homo sapiens GN=PDZD11 PE=1 SV=2 - [PDZ11_HUMAN] 16,12
Q9HBH1 Peptide deformylase, mitochondrial 0S=Homo sapiens GN=PDF PE=1 SV=1 - [DEFM_HUMAN] 27,00
P62937 Peptidyl-prolyl cis-trans isomerase A OS=Homo sapiens GN=PPIA PE=1 SV=2 - [PPIA_HUMAN] 18,00
Q9Y536 Peptidyl-prolyl cis-trans isomerase A-like 4A OS=Homo sapiens GN=PPIAL4A PE=2 SV=1 - [PAL4AA_HUMAN] 18,17
AOAOB4J2A2 Peptidyl-prolyl cis-trans isomerase A-like 4C OS=Homo sapiens GN=PPIAL4C PE=2 SV=1 - [PAL4C_HUMAN] 18,14
F5H284 Peptidyl-prolyl cis-trans isomerase A-like 4D OS=Homo sapiens GN=PPIALAD PE=3 SV=1 - [PALAD_HUMAN] 18,16
AOA075B759 Peptidyl-prolyl cis-trans isomerase A-like 4E OS=Homo sapiens GN=PPIAL4E PE=3 SV=1 - [PAL4E_HUMAN] 18,19
PODN37 Peptidyl-prolyl cis-trans isomerase A-like 4G OS=Homo sapiens GN=PPIALAG PE=3 SV=1 - [PALAG_HUMAN] 18,15
P23284 Peptidyl-prolyl cis-trans isomerase B OS=Homo sapiens GN=PPIB PE=1 SV=2 - [PPIB_HUMAN] 23,73
Q02790 Peptidyl-prolyl cis-trans isomerase FKBP4 OS=Homo sapiens GN=FKBP4 PE=1 SV=3 - [FKBP4_HUMAN] 51,77
043447 Peptidyl-prolyl cis-trans isomerase H OS=Homo sapiens GN=PPIH PE=1 SV=1 - [PPIH_HUMAN] 19,20
Q9Y3C6 Peptidyl-prolyl cis-trans isomerase-like 1 OS=Homo sapiens GN=PPIL1 PE=1 SV=1 - [PPIL1_HUMAN] 18,23
Q9H2H8 Peptidyl-prolyl cis-trans isomerase-like 3 OS=Homo sapiens GN=PPIL3 PE=1 SV=1 - [PPIL3_HUMAN] 18,14
Q9Y3E5 Peptidyl-tRNA hydrolase 2, mitochondrial 0S=Homo sapiens GN=PTRH2 PE=1 SV=1 - [PTH2_HUMAN] 19,18
Q14197 Peptidyl-tRNA hydrolase ICT1, mitochondrial 0S=Homo sapiens GN=MRPL58 PE=1 SV=1 - [ICT1_HUMAN] 23,62
Q13610 Periodic tryptophan protein 1 homolog OS=Homo sapiens GN=PWP1 PE=1 SV=1 - [PWP1_HUMAN] 55,79
P41219 Peripherin OS=Homo sapiens GN=PRPH PE=1 SV=2 - [PERI_HUMAN] 53,62
Q8NEY8 Periphilin-1 OS=Homo sapiens GN=PPHLN1 PE=1 SV=2 - [PPHLN_HUMAN] 52,71
Q06830 Peroxiredoxin-1 OS=Homo sapiens GN=PRDX1 PE=1 SV=1 - [PRDX1_HUMAN] 22,10
P32119 Peroxiredoxin-2 OS=Homo sapiens GN=PRDX2 PE=1 SV=5 - [PRDX2_HUMAN] 21,88
Q13162 Peroxiredoxin-4 OS=Homo sapiens GN=PRDX4 PE=1 SV=1 - [PRDX4_HUMAN] 30,52
P30044 Peroxiredoxin-5, mitochondrial 0S=Homo sapiens GN=PRDX5 PE=1 SV=4 - [PRDX5_HUMAN] 22,07
P30041 Peroxiredoxin-6 OS=Homo sapiens GN=PRDX6 PE=1 SV=3 - [PRDX6_HUMAN] 25,02
Q9NUI1 Peroxisomal 2,4-dienoyl-CoA reductase OS=Homo sapiens GN=DECR2 PE=1 SV=1 - [DECR2_HUMAN] 30,76
075192 Peroxisomal membrane protein 11A OS=Homo sapiens GN=PEX11A PE=1 SV=1 - [PX11A_HUMAN] 28,34
P51659 Peroxisomal multifunctional enzyme type 2 OS=Homo sapiens GN=HSD17B4 PE=1 SV=3 - [DHB4_HUMAN] 79,64
Q00325 Phosphate carrier protein, mitochondrial OS=Homo sapiens GN=SLC25A3 PE=1 SV=2 - [MPCP_HUMAN] 40,07
Q96BW9 Phosphatidate cytidylyltransferase, mitochondrial 0S=Homo sapiens GN=TAMM41 PE=1 SV=2 - [TAM41_HUMAN] 51,03
Q8WUKO Phosphatidylglycerophosphatase and protein-tyrosine phosphatase 1 OS=Homo sapiens GN=PTPMT1 PE=1 SV=1 - [PTPM1_HUMAN] 22,83
Q9UG56 Phosphatidylserine decarboxylase proenzyme, mitochondrial 0S=Homo sapiens GN=PISD PE=2 SV=4 - [PISD_HUMAN] 46,64
P00558 Phosphoglycerate kinase 1 OS=Homo sapiens GN=PGK1 PE=1 SV=3 - [PGK1_HUMAN] 44,59
P07205 Phosphoglycerate kinase 2 0S=Homo sapiens GN=PGK2 PE=1 SV=3 - [PGK2_HUMAN] 44,77
P18669 Phosphoglycerate mutase 1 OS=Homo sapiens GN=PGAM1 PE=1 SV=2 - [PGAM1_HUMAN] 28,79
P15259 Phosphoglycerate mutase 2 OS=Homo sapiens GN=PGAM?2 PE=1 SV=3 - [PGAM2_HUMAN] 28,75
015067 Phosphoribosylformylglycinamidine synthase OS=Homo sapiens GN=PFAS PE=1 SV=4 - [PUR4_HUMAN] 144,64
Q6NYC8 Phostensin OS=Homo sapiens GN=PPP1R18 PE=1 SV=1 - [PPR18_HUMAN] 67,90




QIONWSO0 PIH1 domain-containing protein 1 OS=Homo sapiens GN=PIH1D1 PE=1 SV=1 - [PIHD1_HUMAN] 32,34
Q13835 Plakophilin-1 OS=Homo sapiens GN=PKP1 PE=1 SV=2 - [PKP1_HUMAN] 82,81
Q99959 Plakophilin-2 OS=Homo sapiens GN=PKP2 PE=1 SV=2 - [PKP2_HUMAN] 97,35
Q9Y446 Plakophilin-3 OS=Homo sapiens GN=PKP3 PE=1 SV=1 - [PKP3_HUMAN] 87,03
Q8NC51 Plasminogen activator inhibitor 1 RNA-binding protein OS=Homo sapiens GN=SERBP1 PE=1 SV=2 - [PAIRB_HUMAN] 44,94
Q14651 Plastin-1 OS=Homo sapiens GN=PLS1 PE=1 SV=2 - [PLSI_HUMAN] 70,21
P13796 Plastin-2 OS=Homo sapiens GN=LCP1 PE=1 SV=6 - [PLSL_HUMAN] 70,24
P13797 Plastin-3 OS=Homo sapiens GN=PLS3 PE=1 SV=4 - [PLST_HUMAN] 70,77
P43034 Platelet-activating factor acetylhydrolase IB subunit alpha OS=Homo sapiens GN=PAFAH1B1 PE=1 SV=2 - [LIS1_HUMAN] 46,61
Q9HB19 Pleckstrin homology domain-containing family A member 2 OS=Homo sapiens GN=PLEKHA2 PE=1 SV=2 - [PKHA2_HUMAN] 47,23
Q9HAUO Pleckstrin homology domain-containing family A member 5 OS=Homo sapiens GN=PLEKHAS5 PE=1 SV=1 - [PKHA5_HUMAN] 127,38
Q9Y2H5 Pleckstrin homology domain-containing family A member 6 OS=Homo sapiens GN=PLEKHAG6 PE=1 SV=4 - [PKHA6_HUMAN] 117,06
Q61Q23 Pleckstrin homology domain-containing family A member 7 OS=Homo sapiens GN=PLEKHA7 PE=1 SV=2 - [PKHA7_HUMAN] 127,06
A1L390 Pleckstrin homology domain-containing family G member 3 OS=Homo sapiens GN=PLEKHG3 PE=1 SV=1 - [PKHG3_HUMAN] 134,33
094827 Pleckstrin homology domain-containing family G member 5 OS=Homo sapiens GN=PLEKHG5 PE=1 SV=3 - [PKHG5_HUMAN] 117,38
Q53GA4 Pleckstrin homology-like domain family A member 2 OS=Homo sapiens GN=PHLDA2 PE=1 SV=2 - [PHLA2_HUMAN] 17,08
Q86UU1 Pleckstrin homology-like domain family B member 1 0S=Homo sapiens GN=PHLDB1 PE=1 SV=1 - [PHLB1_HUMAN] 151,07
Q865Q0 Pleckstrin homology-like domain family B member 2 0S=Homo sapiens GN=PHLDB2 PE=1 SV=2 - [PHLB2_HUMAN] 142,07
Q15149 Plectin OS=Homo sapiens GN=PLEC PE=1 SV=3 - [PLEC_HUMAN] 531,47
043660 Pleiotropic regulator 1 OS=Homo sapiens GN=PLRG1 PE=1 SV=1 - [PLRG1_HUMAN] 57,16
P09874 Poly [ADP-ribose] polymerase 1 0S=Homo sapiens GN=PARP1 PE=1 SV=4 - [PARP1_HUMAN] 113,01
Q9HO0J9 Poly [ADP-ribose] polymerase 12 OS=Homo sapiens GN=PARP12 PE=1 SV=1 - [PAR12_HUMAN] 79,01
Q9NVV4 Poly(A) RNA polymerase, mitochondrial 0S=Homo sapiens GN=MTPAP PE=1 SV=1 - [PAPD1_HUMAN] 66,13
Q15365 Poly(rC)-binding protein 1 0S=Homo sapiens GN=PCBP1 PE=1 SV=2 - [PCBP1_HUMAN] 37,47
Q15366 Poly(rC)-binding protein 2 0S=Homo sapiens GN=PCBP2 PE=1 SV=1 - [PCBP2_HUMAN] 38,56
P57721 Poly(rC)-binding protein 3 0S=Homo sapiens GN=PCBP3 PE=2 SV=2 - [PCBP3_HUMAN] 39,44
Q9UHX1 Poly(U)-binding-splicing factor PUF60 OS=Homo sapiens GN=PUF60 PE=1 SV=1 - [PUF60_HUMAN] 59,84
P11940 Polyadenylate-binding protein 1 OS=Homo sapiens GN=PABPC1 PE=1 SV=2 - [PABP1_HUMAN] 70,63
Q5JQF8 Polyadenylate-binding protein 1-like 2 0S=Homo sapiens GN=PABPC1L2A PE=2 SV=1 - [PAP1M_HUMAN] 22,78
Q4VXU2 Polyadenylate-binding protein 1-like OS=Homo sapiens GN=PABPC1L PE=2 SV=1 - [PAP1L_HUMAN] 68,35
Q9H361 Polyadenylate-binding protein 3 OS=Homo sapiens GN=PABPC3 PE=1 SV=2 - [PABP3_HUMAN] 69,99
Q13310 Polyadenylate-binding protein 4 0S=Homo sapiens GN=PABPC4 PE=1 SV=1 - [PABP4_HUMAN] 70,74
POCB38 Polyadenylate-binding protein 4-like OS=Homo sapiens GN=PABPC4L PE=2 SV=1 - [PAB4L_HUMAN] 41,83
Q96DU9 Polyadenylate-binding protein 5 OS=Homo sapiens GN=PABPC5 PE=2 SV=1 - [PABP5_HUMAN] 43,30
Q9Y2s7 Polymerase delta-interacting protein 2 OS=Homo sapiens GN=POLDIP2 PE=1 SV=1 - [PDIP2_HUMAN] 42,01
Q9BY77 Polymerase delta-interacting protein 3 OS=Homo sapiens GN=POLDIP3 PE=1 SV=2 - [PDIP3_HUMAN] 46,06
Q10471 Polypeptide N-acetylgalactosaminyltransferase 2 0S=Homo sapiens GN=GALNT2 PE=1 SV=1 - [GALT2_HUMAN] 64,69
P26599 Polypyrimidine tract-binding protein 1 OS=Homo sapiens GN=PTBP1 PE=1 SV=1 - [PTBP1_HUMAN] 57,19
Q9UKA9 Polypyrimidine tract-binding protein 2 0S=Homo sapiens GN=PTBP2 PE=1 SV=1 - [PTBP2_HUMAN] 57,45
095758 Polypyrimidine tract-binding protein 3 OS=Homo sapiens GN=PTBP3 PE=1 SV=2 - [PTBP3_HUMAN] 59,65
POCG47 Polyubiquitin-B OS=Homo sapiens GN=UBB PE=1 SV=1 - [UBB_HUMAN] 25,75




POCG48 Polyubiquitin-C OS=Homo sapiens GN=UBC PE=1 SV=3 - [UBC_HUMAN] 76,99
Q6PJE2 POM121 and ZP3 fusion protein OS=Homo sapiens GN=POMZP3 PE=2 SV=4 - [POZP3_HUMAN] 20,61
P15382 Potassium voltage-gated channel subfamily E member 1 OS=Homo sapiens GN=KCNE1 PE=1 SV=1 - [KCNE1_HUMAN] 14,67
AOAO087WTHS  |Potassium voltage-gated channel subfamily E member 1B OS=Homo sapiens GN=KCNE1B PE=3 SV=2 - [KCE1B_HUMAN] 15,02
P51787 Potassium voltage-gated channel subfamily KQT member 1 OS=Homo sapiens GN=KCNQ1 PE=1 SV=3 - [KCNQ1_HUMAN] 74,65
P20648 Potassium-transporting ATPase alpha chain 1 0S=Homo sapiens GN=ATP4A PE=2 SV=5 - [ATP4A_HUMAN] 114,05
Q6S8J3 POTE ankyrin domain family member E OS=Homo sapiens GN=POTEE PE=2 SV=3 - [POTEE_HUMAN] 121,29
A5A3EQ POTE ankyrin domain family member F OS=Homo sapiens GN=POTEF PE=1 SV=2 - [POTEF_HUMAN] 121,37
POCG38 POTE ankyrin domain family member | OS=Homo sapiens GN=POTEI PE=3 SV=1 - [POTEl_HUMAN] 121,20
POCG39 POTE ankyrin domain family member J OS=Homo sapiens GN=POTEJ PE=3 SV=1 - [POTEJ]_HUMAN] 117,31
P02545 Prelamin-A/C OS=Homo sapiens GN=LMNA PE=1 SV=1 - [LMNA_HUMAN] 74,09
Q9C0J8 pre-mRNA 3' end processing protein WDR33 OS=Homo sapiens GN=WDR33 PE=1 SV=2 - [WDR33_HUMAN] 145,80
094906 Pre-mRNA-processing factor 6 0S=Homo sapiens GN=PRPF6 PE=1 SV=1 - [PRP6_HUMAN] 106,86
Q6P2Q9 Pre-mRNA-processing-splicing factor 8 0S=Homo sapiens GN=PRPF8 PE=1 SV=2 - [PRP8_HUMAN] 273,43
043143 Pre-mRNA-splicing factor ATP-dependent RNA helicase DHX15 OS=Homo sapiens GN=DHX15 PE=1 SV=2 - [DHX15_HUMAN] 90,88
Q96120 PRKC apoptosis WT1 regulator protein OS=Homo sapiens GN=PAWR PE=1 SV=1 - [PAWR_HUMAN] 36,55
Q96P11 Probable 28S rRNA (cytosine-C(5))-methyltransferase OS=Homo sapiens GN=NSUN5 PE=1 SV=2 - [NSUN5_HUMAN] 46,66
Q92841 Probable ATP-dependent RNA helicase DDX17 OS=Homo sapiens GN=DDX17 PE=1 SV=2 - [DDX17_HUMAN] 80,22
Q9NUL7 Probable ATP-dependent RNA helicase DDX28 OS=Homo sapiens GN=DDX28 PE=1 SV=2 - [DDX28_HUMAN] 59,54
QIouJV9 Probable ATP-dependent RNA helicase DDX41 OS=Homo sapiens GN=DDX41 PE=1 SV=2 - [DDX41_HUMAN] 69,79
Q9HO0S4 Probable ATP-dependent RNA helicase DDX47 OS=Homo sapiens GN=DDX47 PE=1 SV=1 - [DDX47_HUMAN] 50,61
QIYeV7 Probable ATP-dependent RNA helicase DDX49 OS=Homo sapiens GN=DDX49 PE=1 SV=1 - [DDX49_HUMAN] 54,19
P17844 Probable ATP-dependent RNA helicase DDX5 OS=Homo sapiens GN=DDX5 PE=1 SV=1 - [DDX5_HUMAN] 69,10
P26196 Probable ATP-dependent RNA helicase DDX6 OS=Homo sapiens GN=DDX6 PE=1 SV=2 - [DDX6_HUMAN] 54,38
076071 Probable cytosolic iron-sulfur protein assembly protein CIAO1 OS=Homo sapiens GN=CIAO1 PE=1 SV=1 - [CIAO1_HUMAN] 37,82
QI9UNQ2 Probable dimethyladenosine transferase OS=Homo sapiens GN=DIMT1 PE=1 SV=1 - [DIM1_HUMAN] 35,21
Q8NO0Y7 Probable phosphoglycerate mutase 4 OS=Homo sapiens GN=PGAM4 PE=3 SV=1 - [PGAM4_HUMAN] 28,76
Q99848 Probable rRNA-processing protein EBP2 OS=Homo sapiens GN=EBNA1BP2 PE=1 SV=2 - [EBP2_HUMAN] 34,83
Q9H3G5 Probable serine carboxypeptidase CPVL OS=Homo sapiens GN=CPVL PE=1 SV=2 - [CPVL_HUMAN] 54,13
QI9NQH7 Probable Xaa-Pro aminopeptidase 3 OS=Homo sapiens GN=XPNPEP3 PE=1 SV=1 - [XPP3_HUMAN] 57,00
Q02809 Procollagen-lysine,2-oxoglutarate 5-dioxygenase 1 OS=Homo sapiens GN=PLOD1 PE=1 SV=2 - [PLOD1_HUMAN] 83,50
P07737 Profilin-1 OS=Homo sapiens GN=PFN1 PE=1 SV=2 - [PROF1_HUMAN] 15,04
Q9BUL8 Programmed cell death protein 10 OS=Homo sapiens GN=PDCD10 PE=1 SV=1 - [PDC10_HUMAN] 24,69
Q16342 Programmed cell death protein 2 0S=Homo sapiens GN=PDCD2 PE=1 SV=2 - [PDCD2_HUMAN] 38,57
075340 Programmed cell death protein 6 OS=Homo sapiens GN=PDCD6 PE=1 SV=1 - [PDCD6_HUMAN] 21,85
P35232 Prohibitin OS=Homo sapiens GN=PHB PE=1 SV=1 - [PHB_HUMAN] 29,79
Q99623 Prohibitin-2 OS=Homo sapiens GN=PHB2 PE=1 SV=2 - [PHB2_HUMAN] 33,28
P12273 Prolactin-inducible protein OS=Homo sapiens GN=PIP PE=1 SV=1 - [PIP_HUMAN] 16,56
Q9UQ80 Proliferation-associated protein 2G4 OS=Homo sapiens GN=PA2G4 PE=1 SV=3 - [PA2G4_HUMAN] 43,76
Q86WR7 Proline and serine-rich protein 2 0S=Homo sapiens GN=PROSER2 PE=1 SV=2 - [PRSR2_HUMAN] 45,77
Q6PGN9 Proline/serine-rich coiled-coil protein 1 OS=Homo sapiens GN=PSRC1 PE=1 SV=1 - [PSRC1_HUMAN] 38,77




Q9H727 Prostaglandin E synthase 2 OS=Homo sapiens GN=PTGES2 PE=1 SV=1 - [PGES2_HUMAN] 41,92
Q86YD1 Prostate tumor-overexpressed gene 1 protein OS=Homo sapiens GN=PTOV1 PE=1 SV=1 - [PTOV1_HUMAN] 46,84
Q16186 Proteasomal ubiquitin receptor ADRM1 OS=Homo sapiens GN=ADRM1 PE=1 SV=2 - [ADRM1_HUMAN] 42,13
P61289 Proteasome activator complex subunit 3 OS=Homo sapiens GN=PSME3 PE=1 SV=1 - [PSME3_HUMAN] 29,49
P25786 Proteasome subunit alpha type-1 OS=Homo sapiens GN=PSMA1 PE=1 SV=1 - [PSA1_HUMAN] 29,54
pP25787 Proteasome subunit alpha type-2 OS=Homo sapiens GN=PSMA2 PE=1 SV=2 - [PSA2_HUMAN] 25,88
P25789 Proteasome subunit alpha type-4 OS=Homo sapiens GN=PSMA4 PE=1 SV=1 - [PSA4_HUMAN] 29,47
P28066 Proteasome subunit alpha type-5 OS=Homo sapiens GN=PSMA5 PE=1 SV=3 - [PSA5_HUMAN] 26,39
P60900 Proteasome subunit alpha type-6 OS=Homo sapiens GN=PSMA6 PE=1 SV=1 - [PSA6_HUMAN] 27,38
014818 Proteasome subunit alpha type-7 OS=Homo sapiens GN=PSMA7 PE=1 SV=1 - [PSA7_HUMAN] 27,87
Q8TAA3 Proteasome subunit alpha type-7-like OS=Homo sapiens GN=PSMA8 PE=2 SV=3 - [PSA7L_HUMAN] 28,51
P20618 Proteasome subunit beta type-1 OS=Homo sapiens GN=PSMB1 PE=1 SV=2 - [PSB1_HUMAN] 26,47
P49721 Proteasome subunit beta type-2 OS=Homo sapiens GN=PSMB2 PE=1 SV=1 - [PSB2_HUMAN] 22,82
P49720 Proteasome subunit beta type-3 OS=Homo sapiens GN=PSMB3 PE=1 SV=2 - [PSB3_HUMAN] 22,93
P28070 Proteasome subunit beta type-4 OS=Homo sapiens GN=PSMB4 PE=1 SV=4 - [PSB4_HUMAN] 29,19
P28074 Proteasome subunit beta type-5 OS=Homo sapiens GN=PSMB5 PE=1 SV=3 - [PSB5_HUMAN] 28,46
P28072 Proteasome subunit beta type-6 OS=Homo sapiens GN=PSMB6 PE=1 SV=4 - [PSB6_HUMAN] 25,34
Q99436 Proteasome subunit beta type-7 OS=Homo sapiens GN=PSMB7 PE=1 SV=1 - [PSB7_HUMAN] 29,95
Q9Y312 Protein AAR2 homolog OS=Homo sapiens GN=AAR2 PE=1 SV=2 - [AAR2_HUMAN] 43,44
Q5H9J7 Protein BEX5 OS=Homo sapiens GN=BEX5 PE=1 SV=1 - [BEX5_HUMAN] 12,59
Q99622 Protein C10 OS=Homo sapiens GN=C120rf57 PE=1 SV=1 - [C10_HUMAN] 13,17
Q6TDU7 Protein CASC1 OS=Homo sapiens GN=CASC1 PE=2 SV=2 - [CASC1_HUMAN] 83,11
Q9BQ75 Protein CMSS1 OS=Homo sapiens GN=CMSS1 PE=1 SV=2 - [CMS1_HUMAN] 31,86
075128 Protein cordon-bleu OS=Homo sapiens GN=COBL PE=1 SV=2 - [COBL_HUMAN] 135,53
P82279 Protein crumbs homolog 1 OS=Homo sapiens GN=CRB1 PE=1 SV=2 - [CRUM1_HUMAN] 154,08
P35659 Protein DEK OS=Homo sapiens GN=DEK PE=1 SV=1 - [DEK_HUMAN] 42,65
P30101 Protein disulfide-isomerase A3 OS=Homo sapiens GN=PDIA3 PE=1 SV=4 - [PDIA3_HUMAN] 56,75
Q15084 Protein disulfide-isomerase A6 OS=Homo sapiens GN=PDIA6 PE=1 SV=1 - [PDIA6_HUMAN] 48,09
P07237 Protein disulfide-isomerase OS=Homo sapiens GN=P4HB PE=1 SV=3 - [PDIA1_HUMAN] 57,08
Q8N8S7 Protein enabled homolog OS=Homo sapiens GN=ENAH PE=1 SV=2 - [ENAH_HUMAN] 66,47
Q5T8I3 Protein FAM102B OS=Homo sapiens GN=FAM102B PE=1 SV=2 - [F102B_HUMAN] 39,28
Q6P1L5 Protein FAM117B OS=Homo sapiens GN=FAM117B PE=1 SV=2 - [F117B_HUMAN] 61,93
QO5DH4 Protein FAM160A1 OS=Homo sapiens GN=FAM160A1 PE=2 SV=2 - [F16A1_HUMAN] 116,55
Q96PV7 Protein FAM193B OS=Homo sapiens GN=FAM193B PE=1 SV=3 - [F193B_HUMAN] 96,48
QONSI2 Protein FAM207A OS=Homo sapiens GN=FAM207A PE=1 SV=2 - [F207A_HUMAN] 25,44
Q86UY5 Protein FAM83A OS=Homo sapiens GN=FAMS83A PE=1 SV=1 - [FA83A_HUMAN] 47,43
Q9H4H8 Protein FAM83D OS=Homo sapiens GN=FAM83D PE=1 SV=3 - [FA83D_HUMAN] 64,38
A6ND36 Protein FAM83G OS=Homo sapiens GN=FAM83G PE=1 SV=2 - [FA83G_HUMAN] 90,78
Q8NCAS5 Protein FAM98A OS=Homo sapiens GN=FAM98A PE=1 SV=1 - [FA98A_HUMAN] 55,37
Q5200 Protein FAM98B OS=Homo sapiens GN=FAM98B PE=1 SV=1 - [FA98B_HUMAN] 37,17
Q14331 Protein FRG1 OS=Homo sapiens GN=FRG1 PE=1 SV=1 - [FRG1_HUMAN] 29,15




P78504 Protein jagged-1 OS=Homo sapiens GN=JAG1 PE=1 SV=3 - [JAG1_HUMAN] 133,71
Q3MHD2 Protein LSM12 homolog OS=Homo sapiens GN=LSM12 PE=1 SV=2 - [LSM12_HUMAN] 21,69
Q8ND56 Protein LSM14 homolog A OS=Homo sapiens GN=LSM14A PE=1 SV=3 - [LS14A_HUMAN] 50,50
Q9BX40 Protein LSM14 homolog B OS=Homo sapiens GN=LSM14B PE=1 SV=1 - [LS14B_HUMAN] 42,05
Q86UE4 Protein LYRIC OS=Homo sapiens GN=MTDH PE=1 SV=2 - [LYRIC_HUMAN] 63,80
Q96A72 Protein mago nashi homolog 2 OS=Homo sapiens GN=MAGOHB PE=1 SV=1 - [MGN2_HUMAN] 17,26
P61326 Protein mago nashi homolog OS=Homo sapiens GN=MAGOH PE=1 SV=1 - [MGN_HUMAN] 17,15
Q9HASO Protein Njmu-R1 OS=Homo sapiens GN=C170rf75 PE=1 SV=2 - [NJMU_HUMAN] 44,59
FSHDE4 Protein ORF45 OS=Human herpesvirus 8 type P (isolate GK18) GN=ORF45 PE=1 SV=1 - [ORF45_HHV8P] 43,30
Q86TB9 Protein PAT1 homolog 1 OS=Homo sapiens GN=PATL1 PE=1 SV=2 - [PATL1_HUMAN] 86,80
014974 Protein phosphatase 1 regulatory subunit 12A OS=Homo sapiens GN=PPP1R12A PE=1 SV=1 - [MYPT1_HUMAN] 115,21
060237 Protein phosphatase 1 regulatory subunit 12B OS=Homo sapiens GN=PPP1R12B PE=1 SV=2 - [MYPT2_HUMAN] 110,34
Q9BZL4 Protein phosphatase 1 regulatory subunit 12C OS=Homo sapiens GN=PPP1R12C PE=1 SV=1 - [PP12C_HUMAN] 84,83
P48634 Protein PRRC2A OS=Homo sapiens GN=PRRC2A PE=1 SV=3 - [PRC2A_HUMAN] 228,72
Q9Y520 Protein PRRC2C OS=Homo sapiens GN=PRRC2C PE=1 SV=4 - [PRC2C_HUMAN] 316,72
Q96PU8 Protein quaking OS=Homo sapiens GN=QKI PE=1 SV=1 - [QKI_HUMAN] 37,65
QoP258 Protein RCC2 OS=Homo sapiens GN=RCC2 PE=1 SV=2 - [RCC2_HUMAN] 56,05
Q9HCY8 Protein S100-A14 OS=Homo sapiens GN=S100A14 PE=1 SV=1 - [S1I0AE_HUMAN] 11,65
P26447 Protein S100-A4 OS=Homo sapiens GN=S100A4 PE=1 SV=1 - [S10A4_HUMAN] 11,72
P06703 Protein S100-A6 OS=Homo sapiens GN=S100A6 PE=1 SV=1 - [S10A6_HUMAN] 10,17
P05109 Protein S100-A8 OS=Homo sapiens GN=S100A8 PE=1 SV=1 - [S10A8_HUMAN] 10,83
P06702 Protein S100-A9 OS=Homo sapiens GN=S100A9 PE=1 SV=1 - [S10A9_HUMAN] 13,23
P55735 Protein SEC13 homolog OS=Homo sapiens GN=SEC13 PE=1 SV=3 - [SEC13_HUMAN] 35,52
Q8ND04 Protein SMG8 OS=Homo sapiens GN=SMG8 PE=1 SV=1 - [SMG8_HUMAN] 109,61
Q9HOWS8 Protein SMG9 OS=Homo sapiens GN=SMG9 PE=1 SV=1 - [SMG9_HUMAN] 57,61
Q68D10 Protein SPT2 homolog OS=Homo sapiens GN=SPTY2D1 PE=1 SV=3 - [SPT2_HUMAN] 75,55
Q9HCD6 Protein TANC2 OS=Homo sapiens GN=TANC2 PE=1 SV=3 - [TANC2_HUMAN] 219,51
QIUK61 Protein TASOR OS=Homo sapiens GN=FAM208A PE=1 SV=3 - [TASOR_HUMAN] 188,91
P60468 Protein transport protein Sec61 subunit beta OS=Homo sapiens GN=SEC61B PE=1 SV=2 - [SC61B_HUMAN] 9,97
Q69552 Protein U17 OS=Human herpesvirus 6A (strain Uganda-1102) GN=U17/U16 PE=4 SV=1 - [U17_HHV6U] 15,53
Q08188 Protein-glutamine gamma-glutamyltransferase E OS=Homo sapiens GN=TGM3 PE=1 SV=4 - [TGM3_HUMAN] 76,58
P22061 Protein-L-isoaspartate(D-aspartate) O-methyltransferase OS=Homo sapiens GN=PCMT1 PE=1 SV=4 - [PIMT_HUMAN] 24,62
P06454 Prothymosin alpha OS=Homo sapiens GN=PTMA PE=1 SV=2 - [PTMA_HUMAN] 12,20
QINQ39 Putative 40S ribosomal protein S10-like OS=Homo sapiens GN=RPS10P5 PE=5 SV=1 - [RS10L_HUMAN] 20,11
Q5JNZ5 Putative 40S ribosomal protein S26-like 1 0S=Homo sapiens GN=RPS26P11 PE=5 SV=1 - [RS26L_HUMAN] 12,99
Q6NVV1 Putative 60S ribosomal protein L13a protein RPL13AP3 OS=Homo sapiens GN=RPL13AP3 PE=5 SV=1 - [R13P3_HUMAN] 12,13
Q59GN2 Putative 60S ribosomal protein L39-like 5 OS=Homo sapiens GN=RPL39P5 PE=5 SV=2 - [R39L5_HUMAN] 6,32
A6NMY6 Putative annexin A2-like protein OS=Homo sapiens GN=ANXA2P2 PE=5 SV=2 - [AXA2L_HUMAN] 38,63
Q9H6RO Putative ATP-dependent RNA helicase DHX33 OS=Homo sapiens GN=DHX33 PE=1 SV=2 - [DHX33_HUMAN] 78,82
Q9BYX7 Putative beta-actin-like protein 3 OS=Homo sapiens GN=POTEKP PE=5 SV=1 - [ACTBM_HUMAN] 41,99
Q5VTEO Putative elongation factor 1-alpha-like 3 OS=Homo sapiens GN=EEF1A1P5 PE=5 SV=1 - [EF1A3_HUMAN] 50,15




Q58FF3 Putative endoplasmin-like protein OS=Homo sapiens GN=HSP90B2P PE=5 SV=1 - [ENPLL_HUMAN] 45,83
Q2VIR3 Putative eukaryotic translation initiation factor 2 subunit 3-like protein OS=Homo sapiens GN=EIF2S3L PE=5 SV=2 - [IF2GL_HUMAN] 51,20
P48741 Putative heat shock 70 kDa protein 7 OS=Homo sapiens GN=HSPA7 PE=5 SV=2 - [HSP77_HUMAN] 40,22
Q58FG1 Putative heat shock protein HSP 90-alpha A4 OS=Homo sapiens GN=HSP90AA4P PE=5 SV=1 - [HS904_HUMAN] 47,68
Q58FGO Putative heat shock protein HSP 90-alpha A5 OS=Homo sapiens GN=HSP90AAS5P PE=2 SV=1 - [HS905_HUMAN] 38,71
Q58FF8 Putative heat shock protein HSP 90-beta 2 OS=Homo sapiens GN=HSP90AB2P PE=1 SV=2 - [H90B2_HUMAN] 44,32
Q58FF6 Putative heat shock protein HSP 90-beta 4 OS=Homo sapiens GN=HSP90AB4P PE=5 SV=1 - [H90B4_HUMAN] 58,23
Q58FF7 Putative heat shock protein HSP 90-beta-3 OS=Homo sapiens GN=HSP90AB3P PE=5 SV=1 - [H90B3_HUMAN] 68,28
B2RPKO Putative high mobility group protein B1-like 1 0S=Homo sapiens GN=HMGB1P1 PE=5 SV=1 - [HGB1A_HUMAN] 24,22
Q6DNO03 Putative histone H2B type 2-C OS=Homo sapiens GN=HIST2H2BC PE=5 SV=3 - [H2B2C_HUMAN] 21,46
Q6DRA6 Putative histone H2B type 2-D OS=Homo sapiens GN=HIST2H2BD PE=5 SV=3 - [H2B2D_HUMAN] 18,01
Q5VSP4 Putative lipocalin 1-like protein 1 OS=Homo sapiens GN=LCN1P1 PE=5 SV=1 - [LC1L1_HUMAN] 17,91
Q9BZK3 Putative nascent polypeptide-associated complex subunit alpha-like protein OS=Homo sapiens GN=NACAP1 PE=5 SV=1 - [NACP1_HUMAN 23,29
A6NF01 Putative nuclear envelope pore membrane protein POM 121B OS=Homo sapiens GN=POM121B PE=5 SV=2 - [P121B_HUMAN] 82,96
060361 Putative nucleoside diphosphate kinase OS=Homo sapiens GN=NME2P1 PE=5 SV=1 - [NDK8_HUMAN] 15,52
Q92928 Putative Ras-related protein Rab-1C OS=Homo sapiens GN=RAB1C PE=5 SV=2 - [RAB1C_HUMAN] 22,00
P58557 Putative ribonuclease OS=Homo sapiens GN=YBEY PE=1 SV=2 - [YBEY_HUMAN] 19,29
Q8NOV3 Putative ribosome-binding factor A, mitochondrial 0S=Homo sapiens GN=RBFA PE=1 SV=3 - [RBFA_HUMAN] 38,34
Q9Y383 Putative RNA-binding protein Luc7-like 2 0S=Homo sapiens GN=LUC7L2 PE=1 SV=2 - [LC7L2_HUMAN] 46,49
A8MWD9 Putative small nuclear ribonucleoprotein G-like protein 15 OS=Homo sapiens GN=SNRPGP15 PE=5 SV=2 - [RUXGL_HUMAN] 8,54
Q9H853 Putative tubulin-like protein alpha-4B OS=Homo sapiens GN=TUBA4B PE=5 SV=2 - [TBA4B_HUMAN] 27,53
P32322 Pyrroline-5-carboxylate reductase 1, mitochondrial OS=Homo sapiens GN=PYCR1 PE=1 SV=2 - [P5CR1_HUMAN] 33,34
Q96C36 Pyrroline-5-carboxylate reductase 2 OS=Homo sapiens GN=PYCR2 PE=1 SV=1 - [P5CR2_HUMAN] 33,62
Q53H96 Pyrroline-5-carboxylate reductase 3 OS=Homo sapiens GN=PYCR3 PE=1 SV=3 - [P5CR3_HUMAN] 28,64
P30613 Pyruvate kinase PKLR OS=Homo sapiens GN=PKLR PE=1 SV=2 - [KPYR_HUMAN] 61,79
P14618 Pyruvate kinase PKM OS=Homo sapiens GN=PKM PE=1 SV=4 - [KPYM_HUMAN] 57,90
Q9H1KO Rabenosyn-5 OS=Homo sapiens GN=RBSN PE=1 SV=2 - [RBNS5_HUMAN] 88,81
Q5HYI8 Rab-like protein 3 OS=Homo sapiens GN=RABL3 PE=1 SV=1 - [RABL3_HUMAN] 26,41
Q9UHP6 Radial spoke head 14 homolog OS=Homo sapiens GN=RSPH14 PE=1 SV=1 - [RSP14_HUMAN] 38,57
P35241 Radixin OS=Homo sapiens GN=RDX PE=1 SV=1 - [RADI_HUMAN] 68,52
043504 Ragulator complex protein LAMTORS5 OS=Homo sapiens GN=LAMTOR5 PE=1 SV=1 - [LTOR5_HUMAN] 9,61
P46060 Ran GTPase-activating protein 1 OS=Homo sapiens GN=RANGAP1 PE=1 SV=1 - [RAGP1_HUMAN] 63,50
P43487 Ran-specific GTPase-activating protein OS=Homo sapiens GN=RANBP1 PE=1 SV=1 - [RANG_HUMAN] 23,30
Q13283 Ras GTPase-activating protein-binding protein 1 OS=Homo sapiens GN=G3BP1 PE=1 SV=1 - [G3BP1_HUMAN] 52,13
QI9UNB6 Ras GTPase-activating protein-binding protein 2 0S=Homo sapiens GN=G3BP2 PE=1 SV=2 - [G3BP2_HUMAN] 54,09
P46940 Ras GTPase-activating-like protein IQGAP1 OS=Homo sapiens GN=IQGAP1 PE=1 SV=1 - [IQGA1_HUMAN] 189,13
Q13576 Ras GTPase-activating-like protein IQGAP2 OS=Homo sapiens GN=IQGAP2 PE=1 SV=4 - [IQGA2_HUMAN] 180,47
Q86VI3 Ras GTPase-activating-like protein IQGAP3 OS=Homo sapiens GN=IQGAP3 PE=1 SV=2 - [IQGA3_HUMAN] 184,58
Q15404 Ras suppressor protein 1 0S=Homo sapiens GN=RSU1 PE=1 SV=3 - [RSU1_HUMAN] 31,52
095294 RasGAP-activating-like protein 1 OS=Homo sapiens GN=RASAL1 PE=1 SV=3 - [RASL1_HUMAN] 89,96
P61026 Ras-related protein Rab-10 OS=Homo sapiens GN=RAB10 PE=1 SV=1 - [RAB10_HUMAN] 22,53




P51153 Ras-related protein Rab-13 OS=Homo sapiens GN=RAB13 PE=1 SV=1 - [RAB13_HUMAN] 22,76
P59190 Ras-related protein Rab-15 OS=Homo sapiens GN=RAB15 PE=1 SV=1 - [RAB15_HUMAN] 24,38
P62820 Ras-related protein Rab-1A OS=Homo sapiens GN=RAB1A PE=1 SV=3 - [RAB1A_HUMAN] 22,66
Q9HOU4 Ras-related protein Rab-1B OS=Homo sapiens GN=RAB1B PE=1 SV=1 - [RAB1B_HUMAN] 22,16
Q15286 Ras-related protein Rab-35 OS=Homo sapiens GN=RAB35 PE=1 SV=1 - [RAB35_HUMAN] 23,01
P20339 Ras-related protein Rab-5A OS=Homo sapiens GN=RAB5A PE=1 SV=2 - [RAB5A_HUMAN] 23,64
P61020 Ras-related protein Rab-5B OS=Homo sapiens GN=RAB5B PE=1 SV=1 - [RAB5B_HUMAN] 23,69
P51148 Ras-related protein Rab-5C OS=Homo sapiens GN=RAB5C PE=1 SV=2 - [RAB5C_HUMAN] 23,47
P61006 Ras-related protein Rab-8A OS=Homo sapiens GN=RAB8A PE=1 SV=1 - [RABSA_HUMAN] 23,65
Q92930 Ras-related protein Rab-8B OS=Homo sapiens GN=RAB8B PE=1 SV=2 - [RAB8B_HUMAN] 23,57
P63244 Receptor of activated protein C kinase 1 0S=Homo sapiens GN=RACK1 PE=1 SV=3 - [RACK1_HUMAN] 35,05
Q8N5W9 Refilin-B OS=Homo sapiens GN=RFLNB PE=1 SV=1 - [RFLB_HUMAN] 22,87
Q86UR5 Regulating synaptic membrane exocytosis protein 1 OS=Homo sapiens GN=RIMS1 PE=1 SV=1 - [RIMS1_HUMAN] 188,96
P18754 Regulator of chromosome condensation OS=Homo sapiens GN=RCC1 PE=1 SV=1 - [RCC1_HUMAN] 44,94
Q8WUF5 RelA-associated inhibitor OS=Homo sapiens GN=PPP1R13L PE=1 SV=4 - [IASPP_HUMAN] 89,04
P35250 Replication factor C subunit 2 0S=Homo sapiens GN=RFC2 PE=1 SV=3 - [RFC2_HUMAN] 39,13
P40938 Replication factor C subunit 3 0S=Homo sapiens GN=RFC3 PE=1 SV=2 - [RFC3_HUMAN] 40,53
P35249 Replication factor C subunit 4 0S=Homo sapiens GN=RFC4 PE=1 SV=2 - [RFC4_HUMAN] 39,66
P40937 Replication factor C subunit 5 0S=Homo sapiens GN=RFC5 PE=1 SV=1 - [RFC5_HUMAN] 38,47
P35244 Replication protein A 14 kDa subunit OS=Homo sapiens GN=RPA3 PE=1 SV=1 - [RFA3_HUMAN] 13,56
P15927 Replication protein A 32 kDa subunit OS=Homo sapiens GN=RPA2 PE=1 SV=1 - [RFA2_HUMAN] 29,23
P27694 Replication protein A 70 kDa DNA-binding subunit OS=Homo sapiens GN=RPA1 PE=1 SV=2 - [RFA1_HUMAN] 68,10
Q9UKLO REST corepressor 1 0S=Homo sapiens GN=RCOR1 PE=1 SV=2 - [RCOR1_HUMAN] 53,29
Q9P2K3 REST corepressor 3 OS=Homo sapiens GN=RCOR3 PE=1 SV=2 - [RCOR3_HUMAN] 55,55
Q15293 Reticulocalbin-1 OS=Homo sapiens GN=RCN1 PE=1 SV=1 - [RCN1_HUMAN] 38,87
Q14257 Reticulocalbin-2 OS=Homo sapiens GN=RCN2 PE=1 SV=1 - [RCN2_HUMAN] 36,85
Q86TG7 Retrotransposon-derived protein PEG10 OS=Homo sapiens GN=PEG10 PE=1 SV=2 - [PEG10_HUMAN] 80,12
Q5T5U3 Rho GTPase-activating protein 21 OS=Homo sapiens GN=ARHGAP21 PE=1 SV=1 - [RHG21_HUMAN] 217,20
Q6ZW31 Rho GTPase-activating protein SYDE1 OS=Homo sapiens GN=SYDE1 PE=1 SV=1 - [SYDE1_HUMAN] 79,74
015085 Rho guanine nucleotide exchange factor 11 OS=Homo sapiens GN=ARHGEF11 PE=1 SV=1 - [ARHGB_HUMAN] 167,60
Q96PE2 Rho guanine nucleotide exchange factor 17 OS=Homo sapiens GN=ARHGEF17 PE=1 SV=1 - [ARHGH_HUMAN] 221,53
Q92974 Rho guanine nucleotide exchange factor 2 OS=Homo sapiens GN=ARHGEF2 PE=1 SV=4 - [ARHG2_HUMAN] 111,47
P62745 Rho-related GTP-binding protein RhoB OS=Homo sapiens GN=RHOB PE=1 SV=1 - [RHOB_HUMAN] 22,11
P08134 Rho-related GTP-binding protein RhoC OS=Homo sapiens GN=RHOC PE=1 SV=1 - [RHOC_HUMAN] 21,99
P78346 Ribonuclease P protein subunit p30 OS=Homo sapiens GN=RPP30 PE=1 SV=1 - [RPP30_HUMAN] 29,30
Q8l1Y67 Ribonucleoprotein PTB-binding 1 OS=Homo sapiens GN=RAVER1 PE=1 SV=1 - [RAVR1_HUMAN] 63,84
P60891 Ribose-phosphate pyrophosphokinase 1 OS=Homo sapiens GN=PRPS1 PE=1 SV=2 - [PRPS1_HUMAN] 34,81
P21108 Ribose-phosphate pyrophosphokinase 3 0S=Homo sapiens GN=PRPS1L1 PE=1 SV=2 - [PRPS3_HUMAN] 34,82
076021 Ribosomal L1 domain-containing protein 1 OS=Homo sapiens GN=RSL1D1 PE=1 SV=3 - [RL1D1_HUMAN] 54,94
Q9UK32 Ribosomal protein S6 kinase alpha-6 OS=Homo sapiens GN=RPS6KA6 PE=1 SV=1 - [KS6A6_HUMAN] 83,82
Q96EU6 Ribosomal RNA processing protein 36 homolog OS=Homo sapiens GN=RRP36 PE=1 SV=1 - [RRP36_HUMAN] 29,80




Q92979 Ribosomal RNA small subunit methyltransferase NEP1 OS=Homo sapiens GN=EMG1 PE=1 SV=4 - [NEP1_HUMAN] 26,70
095478 Ribosome biogenesis protein NSA2 homolog OS=Homo sapiens GN=NSA2 PE=1 SV=1 - [NSA2_HUMAN] 30,05
Q9H7B2 Ribosome production factor 2 homolog OS=Homo sapiens GN=RPF2 PE=1 SV=2 - [RPF2_HUMAN] 35,56
Q9BXT8 RING finger protein 17 OS=Homo sapiens GN=RNF17 PE=1 SV=3 - [RNF17_HUMAN] 184,53
Q15633 RISC-loading complex subunit TARBP2 OS=Homo sapiens GN=TARBP2 PE=1 SV=3 - [TRBP2_HUMAN] 39,01
Q9Y2P8 RNA 3'-terminal phosphate cyclase-like protein 0S=Homo sapiens GN=RCL1 PE=1 SV=3 - [RCL1_HUMAN] 40,82
Q96E39 RNA binding motif protein, X-linked-like-1 OS=Homo sapiens GN=RBMXL1 PE=1 SV=1 - [RMXL1_HUMAN] 42,12
Q9BWH®6 RNA polymerase ll-associated protein 1 OS=Homo sapiens GN=RPAP1 PE=1 SV=3 - [RPAP1_HUMAN] 152,66
Q9H6T3 RNA polymerase ll-associated protein 3 OS=Homo sapiens GN=RPAP3 PE=1 SV=2 - [RPAP3_HUMAN] 75,67
Q6P087 RNA pseudouridylate synthase domain-containing protein 3 OS=Homo sapiens GN=RPUSD3 PE=1 SV=3 - [RUSD3_HUMAN] 38,44
Q96CM3 RNA pseudouridylate synthase domain-containing protein 4 OS=Homo sapiens GN=RPUSD4 PE=1 SV=1 - [RUSD4_HUMAN] 42,18
P38159 RNA-binding motif protein, X chromosome OS=Homo sapiens GN=RBMX PE=1 SV=3 - [RBMX_HUMAN] 42,31
075526 RNA-binding motif protein, X-linked-like-2 OS=Homo sapiens GN=RBMXL2 PE=1 SV=3 - [RMXL2_HUMAN] 42,79
Q8N7X1 RNA-binding motif protein, X-linked-like-3 OS=Homo sapiens GN=RBMXL3 PE=2 SV=2 - [RMXL3_HUMAN] 114,87
P29558 RNA-binding motif, single-stranded-interacting protein 1 0S=Homo sapiens GN=RBMS1 PE=1 SV=3 - [RBMS1_HUMAN 44,48
Q15434 RNA-binding motif, single-stranded-interacting protein 2 OS=Homo sapiens GN=RBMS2 PE=1 SV=1 - [RBMS2_HUMAN 43,93
Q6XE24 RNA-binding motif, single-stranded-interacting protein 3 0S=Homo sapiens GN=RBMS3 PE=1 SV=1 - [RBMS3_HUMAN 47,81
Q96PK6 RNA-binding protein 14 OS=Homo sapiens GN=RBM14 PE=1 SV=2 - [RBM14_HUMAN] 69,45
Q5T8P6 RNA-binding protein 26 OS=Homo sapiens GN=RBM26 PE=1 SV=3 - [RBM26_HUMAN] 113,53
Q9P2N5 RNA-binding protein 27 OS=Homo sapiens GN=RBM27 PE=1 SV=2 - [RBM27_HUMAN] 118,64
Q9NW13 RNA-binding protein 28 OS=Homo sapiens GN=RBM28 PE=1 SV=3 - [RBM28_HUMAN] 85,68
Q96EV2 RNA-binding protein 33 OS=Homo sapiens GN=RBM33 PE=1 SV=3 - [RBM33_HUMAN] 129,91
P42696 RNA-binding protein 34 OS=Homo sapiens GN=RBM34 PE=1 SV=2 - [RBM34_HUMAN] 48,54
Q14498 RNA-binding protein 39 OS=Homo sapiens GN=RBM39 PE=1 SV=2 - [RBM39_HUMAN] 59,34
Q9BTD8 RNA-binding protein 42 OS=Homo sapiens GN=RBM42 PE=1 SV=1 - [RBM42_HUMAN] 50,38
Q01844 RNA-binding protein EWS OS=Homo sapiens GN=EWSR1 PE=1 SV=1 - [EWS_HUMAN] 68,44
P35637 RNA-binding protein FUS OS=Homo sapiens GN=FUS PE=1 SV=1 - [FUS_HUMAN] 53,39
Q9ULX3 RNA-binding protein NOB1 OS=Homo sapiens GN=NOB1 PE=1 SV=1 - [NOB1_HUMAN] 46,65
QI9NRX1 RNA-binding protein PNO1 OS=Homo sapiens GN=PNO1 PE=1 SV=1 - [PNO1_HUMAN] 27,91
Q9UKM9 RNA-binding protein Raly OS=Homo sapiens GN=RALY PE=1 SV=1 - [RALY_HUMAN] 32,44
Q86SE5 RNA-binding Raly-like protein OS=Homo sapiens GN=RALYL PE=1 SV=2 - [RALYL_HUMAN] 32,31
Q5TZA2 Rootletin OS=Homo sapiens GN=CROCC PE=1 SV=1 - [CROCC_HUMAN] 228,39
P22087 rRNA 2'-O-methyltransferase fibrillarin 0S=Homo sapiens GN=FBL PE=1 SV=2 - [FBRL_HUMAN] 33,76
Q9HC36 rRNA methyltransferase 3, mitochondrial 0S=Homo sapiens GN=MRM3 PE=1 SV=2 - [MRM3_HUMAN] 46,99
A6NHQ2 rRNA/tRNA 2'-O-methyltransferase fibrillarin-like protein 1 0S=Homo sapiens GN=FBLL1 PE=3 SV=2 - [FBLL1_HUMAN] 34,78
Q9Y265 RuvB-like 1 OS=Homo sapiens GN=RUVBL1 PE=1 SV=1 - [RUVB1_HUMAN] 50,20
Q9Y230 RuvB-like 2 0S=Homo sapiens GN=RUVBL2 PE=1 SV=3 - [RUVB2_HUMAN] 51,12
Q8NBX0 Saccharopine dehydrogenase-like oxidoreductase OS=Homo sapiens GN=SCCPDH PE=1 SV=1 - [SCPDL_HUMAN] 47,12
QINWH9 SAFB-like transcription modulator OS=Homo sapiens GN=SLTM PE=1 SV=2 - [SLTM_HUMAN] 117,08
Q15424 Scaffold attachment factor B1 OS=Homo sapiens GN=SAFB PE=1 SV=4 - [SAFB1_HUMAN] 102,58
Q9POVY Septin-10 OS=Homo sapiens GN=SEPT10 PE=1 SV=2 - [SEP10_HUMAN] 52,56




QI9NVA2 Septin-11 OS=Homo sapiens GN=SEPT11 PE=1 SV=3 - [SEP11_HUMAN] 49,37
Q6zU15 Septin-14 OS=Homo sapiens GN=SEPT14 PE=1 SV=2 - [SEP14_HUMAN] 49,99
Q15019 Septin-2 OS=Homo sapiens GN=SEPT2 PE=1 SV=1 - [SEPT2_HUMAN] 41,46
Q14141 Septin-6 OS=Homo sapiens GN=SEPT6 PE=1 SV=4 - [SEPT6_HUMAN] 49,69
Q16181 Septin-7 OS=Homo sapiens GN=SEPT7 PE=1 SV=2 - [SEPT7_HUMAN] 50,65
Q92599 Septin-8 OS=Homo sapiens GN=SEPT8 PE=1 SV=4 - [SEPT8_HUMAN] 55,72
Q9UHDS8 Septin-9 OS=Homo sapiens GN=SEPT9 PE=1 SV=2 - [SEPT9_HUMAN] 65,36
Q13501 Sequestosome-1 OS=Homo sapiens GN=SQSTM1 PE=1 SV=1 - [SQSTM_HUMAN] 47,66
P34897 Serine hydroxymethyltransferase, mitochondrial 0S=Homo sapiens GN=SHMT2 PE=1 SV=3 - [GLYM_HUMAN] 55,96
Q92743 Serine protease HTRA1 OS=Homo sapiens GN=HTRA1 PE=1 SV=1 - [HTRA1_HUMAN] 51,25
B3KS81 Serine/arginine repetitive matrix protein 5 0S=Homo sapiens GN=SRRM5 PE=1 SV=3 - [SRRM5_HUMAN] 80,31
Q07955 Serine/arginine-rich splicing factor 1 0S=Homo sapiens GN=SRSF1 PE=1 SV=2 - [SRSF1_HUMAN] 27,73
Q01130 Serine/arginine-rich splicing factor 2 0S=Homo sapiens GN=SRSF2 PE=1 SV=4 - [SRSF2_HUMAN] 25,46
P84103 Serine/arginine-rich splicing factor 3 0S=Homo sapiens GN=SRSF3 PE=1 SV=1 - [SRSF3_HUMAN] 19,32
Q08170 Serine/arginine-rich splicing factor 4 OS=Homo sapiens GN=SRSF4 PE=1 SV=2 - [SRSF4_HUMAN] 56,65
Q13247 Serine/arginine-rich splicing factor 6 0S=Homo sapiens GN=SRSF6 PE=1 SV=2 - [SRSF6_ HUMAN| 39,56
Q16629 Serine/arginine-rich splicing factor 7 0S=Homo sapiens GN=SRSF7 PE=1 SV=1 - [SRSF7_HUMAN] 27,35
Q9BRL6 Serine/arginine-rich splicing factor 8 0S=Homo sapiens GN=SRSF8 PE=1 SV=1 - [SRSF8_HUMAN] 32,27
Q13188 Serine/threonine-protein kinase 3 OS=Homo sapiens GN=STK3 PE=1 SV=2 - [STK3_HUMAN] 56,26
Q9UPZ9 Serine/threonine-protein kinase ICK OS=Homo sapiens GN=ICK PE=1 SV=1 - [ICK_HUMAN] 71,38
P20794 Serine/threonine-protein kinase MAK OS=Homo sapiens GN=MAK PE=1 SV=2 - [MAK_HUMAN] 70,54
Q9POL2 Serine/threonine-protein kinase MARK1 OS=Homo sapiens GN=MARK1 PE=1 SV=2 - [MARK1_HUMAN] 88,95
Q7Kz17 Serine/threonine-protein kinase MARK2 OS=Homo sapiens GN=MARK2 PE=1 SV=2 - [MARK2_HUMAN] 87,86
Q16513 Serine/threonine-protein kinase N2 OS=Homo sapiens GN=PKN2 PE=1 SV=1 - [PKN2_HUMAN] 111,96
Q96PY6 Serine/threonine-protein kinase Nek1l OS=Homo sapiens GN=NEK1 PE=1 SV=2 - [NEK1_HUMAN] 142,74
P53350 Serine/threonine-protein kinase PLK1 OS=Homo sapiens GN=PLK1 PE=1 SV=1 - [PLK1_HUMAN] 68,21
Q9Y2K2 Serine/threonine-protein kinase SIK3 OS=Homo sapiens GN=SIK3 PE=1 SV=3 - [SIK3_HUMAN] 139,89
Q96Q15 Serine/threonine-protein kinase SMG1 OS=Homo sapiens GN=SMG1 PE=1 SV=3 - [SMG1_HUMAN] 410,24
P63151 Serine/threonine-protein phosphatase 2A 55 kDa regulatory subunit B alpha isoform OS=Homo sapiens GN=PPP2R2A PE=1 SV=1 - [2ABA_HUMAN' 51,66
P30153 Serine/threonine-protein phosphatase 2A 65 kDa regulatory subunit A alpha isoform OS=Homo sapiens GN=PPP2R1A PE=1 SV=4 - [2AAA_HUMAN 65,27
P30154 Serine/threonine-protein phosphatase 2A 65 kDa regulatory subunit A beta isoform OS=Homo sapiens GN=PPP2R1B PE=1 SV=3 - [2AAB_HUMAN’ 66,17
Q08209 Serine/threonine-protein phosphatase 2B catalytic subunit alpha isoform OS=Homo sapiens GN=PPP3CA PE=1 SV=1 - [PP2BA_HUMAN’ 58,65
P16298 Serine/threonine-protein phosphatase 2B catalytic subunit beta isoform OS=Homo sapiens GN=PPP3CB PE=1 SV=2 - [PP2BB_HUMAN] 58,99
P48454 Serine/threonine-protein phosphatase 2B catalytic subunit gamma isoform OS=Homo sapiens GN=PPP3CC PE=1 SV=3 - [PP2BC_HUMAN] 58,09
075170 Serine/threonine-protein phosphatase 6 regulatory subunit 2 0S=Homo sapiens GN=PPP6R2 PE=1 SV=2 - [PP6R2_HUMAN 104,88
Q96HS1 Serine/threonine-protein phosphatase PGAMS5, mitochondrial 0S=Homo sapiens GN=PGAMS5 PE=1 SV=2 - [PGAM5_HUMAN' 31,98
P62136 Serine/threonine-protein phosphatase PP1-alpha catalytic subunit 0S=Homo sapiens GN=PPP1CA PE=1 SV=1 - [PP1A_HUMAN' 37,49
P62140 Serine/threonine-protein phosphatase PP1-beta catalytic subunit 0S=Homo sapiens GN=PPP1CB PE=1 SV=3 - [PP1B_HUMAN] 37,16
P36873 Serine/threonine-protein phosphatase PP1-gamma catalytic subunit 0S=Homo sapiens GN=PPP1CC PE=1 SV=1 - [PP1G_HUMAN] 36,96
Q9Y3F4 Serine-threonine kinase receptor-associated protein OS=Homo sapiens GN=STRAP PE=1 SV=1 - [STRAP_HUMAN] 38,41
Q96C92 Serologically defined colon cancer antigen 3 0S=Homo sapiens GN=SDCCAG3 PE=1 SV=3 - [SDCG3_HUMAN] 47,93




Q96P63 Serpin B12 OS=Homo sapiens GN=SERPINB12 PE=1 SV=1 - [SPB12_HUMAN] 46,25
P29508 Serpin B3 OS=Homo sapiens GN=SERPINB3 PE=1 SV=2 - [SPB3_HUMAN] 44,54
P48594 Serpin B4 OS=Homo sapiens GN=SERPINB4 PE=1 SV=2 - [SPB4_HUMAN] 44,83
P50454 Serpin H1 OS=Homo sapiens GN=SERPINH1 PE=1 SV=2 - [SERPH_HUMAN] 46,41
P02768 Serum albumin OS=Homo sapiens GN=ALB PE=1 SV=2 - [ALBU_HUMAN] 69,32
Q15165 Serum paraoxonase/arylesterase 2 OS=Homo sapiens GN=PON2 PE=1 SV=3 - [PON2_HUMAN] 39,37
Q8NEF9 Serum response factor-binding protein 1 0S=Homo sapiens GN=SRFBP1 PE=1 SV=1 - [SRFB1_HUMAN] 48,60
Q9H9B4 Sideroflexin-1 OS=Homo sapiens GN=SFXN1 PE=1 SV=4 - [SFXN1_HUMAN] 35,60
Q9BWM7 Sideroflexin-3 OS=Homo sapiens GN=SFXN3 PE=1 SV=3 - [SFXN3_HUMAN] 35,48
Q6P4A7 Sideroflexin-4 OS=Homo sapiens GN=SFXN4 PE=1 SV=1 - [SFXN4_HUMAN] 37,97
P61009 Signal peptidase complex subunit 3 0S=Homo sapiens GN=SPCS3 PE=1 SV=1 - [SPCS3_HUMAN 20,30
P37108 Signal recognition particle 14 kDa protein OS=Homo sapiens GN=SRP14 PE=1 SV=2 - [SRP14_HUMAN] 14,56
Q9Y5M8 Signal recognition particle receptor subunit beta OS=Homo sapiens GN=SRPRB PE=1 SV=3 - [SRPRB_HUMAN] 29,68
060292 Signal-induced proliferation-associated 1-like protein 3 0S=Homo sapiens GN=SIPA1L3 PE=1 SV=3 - [SI1L3_HUMAN] 194,49
Q96FS4 Signal-induced proliferation-associated protein 1 OS=Homo sapiens GN=SIPA1 PE=1 SV=1 - [SIPA1_HUMAN] 112,08
Q04837 Single-stranded DNA-binding protein, mitochondrial 0S=Homo sapiens GN=SSBP1 PE=1 SV=1 - [SSBP_HUMAN’ 17,25
Q5T750 Skin-specific protein 32 0S=Homo sapiens GN=XP32 PE=1 SV=1 - [XP32_HUMAN] 26,22
Q9P270 SLAIN motif-containing protein 2 OS=Homo sapiens GN=SLAIN2 PE=1 SV=2 - [SLAI2_HUMAN] 62,51
Q776B7 SLIT-ROBO Rho GTPase-activating protein 1 0S=Homo sapiens GN=SRGAP1 PE=1 SV=1 - [SRGP1_HUMAN] 124,19
075044 SLIT-ROBO Rho GTPase-activating protein 2 0S=Homo sapiens GN=SRGAP2 PE=1 SV=2 - [SRGP2_HUMAN] 120,80
PODMP2 SLIT-ROBO Rho GTPase-activating protein 2B OS=Homo sapiens GN=SRGAP2B PE=3 SV=1 - [SRG2B_HUMAN] 53,37
PODJJO SLIT-ROBO Rho GTPase-activating protein 2C OS=Homo sapiens GN=SRGAP2C PE=1 SV=1 - [SRG2C_HUMAN] 53,45
P62304 Small nuclear ribonucleoprotein E 0S=Homo sapiens GN=SNRPE PE=1 SV=1 - [RUXE_HUMAN] 10,80
P62306 Small nuclear ribonucleoprotein F OS=Homo sapiens GN=SNRPF PE=1 SV=1 - [RUXF_HUMAN] 9,72
P62308 Small nuclear ribonucleoprotein G OS=Homo sapiens GN=SNRPG PE=1 SV=1 - [RUXG_HUMAN] 8,49
P62314 Small nuclear ribonucleoprotein Sm D1 OS=Homo sapiens GN=SNRPD1 PE=1 SV=1 - [SMD1_HUMAN] 13,27
P62316 Small nuclear ribonucleoprotein Sm D2 OS=Homo sapiens GN=SNRPD2 PE=1 SV=1 - [SMD2_HUMAN] 13,52
P62318 Small nuclear ribonucleoprotein Sm D3 OS=Homo sapiens GN=SNRPD3 PE=1 SV=1 - [SMD3_HUMAN] 13,91
P63162 Small nuclear ribonucleoprotein-associated protein N OS=Homo sapiens GN=SNRPN PE=1 SV=1 - [RSMN_HUMAN] 24,60
P14678 Small nuclear ribonucleoprotein-associated proteins B and B' OS=Homo sapiens GN=SNRPB PE=1 SV=2 - [RSMB_HUMAN] 24,59
Q13573 SNW domain-containing protein 1 0S=Homo sapiens GN=SNW1 PE=1 SV=1 - [SNW1_HUMAN] 61,46
QI9BWG6 Sodium channel modifier 1 0S=Homo sapiens GN=SCNM1 PE=1 SV=1 - [SCNM1_HUMAN] 25,93
P05023 Sodium/potassium-transporting ATPase subunit alpha-1 OS=Homo sapiens GN=ATP1A1 PE=1 SV=1 - [AT1A1_HUMAN] 112,82
P50993 Sodium/potassium-transporting ATPase subunit alpha-2 OS=Homo sapiens GN=ATP1A2 PE=1 SV=1 - [AT1A2_HUMAN] 112,19
P13637 Sodium/potassium-transporting ATPase subunit alpha-3 OS=Homo sapiens GN=ATP1A3 PE=1 SV=3 - [AT1A3_HUMAN] 111,68
Q9H1V8 Sodium-dependent neutral amino acid transporter SLC6A17 OS=Homo sapiens GN=SLC6A17 PE=1 SV=3 - [S6A17_HUMAN' 80,95
Q9Y666 Solute carrier family 12 member 7 0S=Homo sapiens GN=SLC12A7 PE=1 SV=3 - [S12A7_HUMAN] 119,03
094875 Sorbin and SH3 domain-containing protein 2 0S=Homo sapiens GN=SORBS2 PE=1 SV=3 - [SRBS2_HUMAN] 124,03
Q00796 Sorbitol dehydrogenase OS=Homo sapiens GN=SORD PE=1 SV=4 - [DHSO_HUMAN] 38,30
Q96FF9 Sororin OS=Homo sapiens GN=CDCAS5 PE=1 SV=1 - [CDCA5_HUMAN] 27,58
Q9H4F8 SPARC-related modular calcium-binding protein 1 0S=Homo sapiens GN=SMOC1 PE=1 SV=1 - [SMOC1_HUMAN] 48,13




QI9NUQ6 SPATS2-like protein OS=Homo sapiens GN=SPATS2L PE=1 SV=2 - [SPS2L_HUMAN] 61,69
Q13813 Spectrin alpha chain, non-erythrocytic 1 0S=Homo sapiens GN=SPTAN1 PE=1 SV=3 - [SPTN1_HUMAN] 284,36
P11277 Spectrin beta chain, erythrocytic OS=Homo sapiens GN=SPTB PE=1 SV=5 - [SPTB1_HUMAN] 246,32
Q01082 Spectrin beta chain, non-erythrocytic 1 0S=Homo sapiens GN=SPTBN1 PE=1 SV=2 - [SPTB2_HUMAN] 274,44
015020 Spectrin beta chain, non-erythrocytic 2 0S=Homo sapiens GN=SPTBN2 PE=1 SV=3 - [SPTN2_HUMAN] 271,16
Q9H254 Spectrin beta chain, non-erythrocytic 4 0S=Homo sapiens GN=SPTBN4 PE=1 SV=2 - [SPTN4_HUMAN] 288,81
ABNLX3 Speedy protein E4 OS=Homo sapiens GN=SPDYE4 PE=2 SV=2 - [SPDE4_HUMAN] 27,79
Q96SI19 Spermatid perinuclear RNA-binding protein OS=Homo sapiens GN=STRBP PE=1 SV=1 - [STRBP_HUMAN] 73,61
Q8NB90 Spermatogenesis-associated protein 5 0S=Homo sapiens GN=SPATA5 PE=1 SV=3 - [SPAT5_HUMAN] 97,84
Q86XZ4 Spermatogenesis-associated serine-rich protein 2 0S=Homo sapiens GN=SPATS2 PE=1 SV=1 - [SPAS2_HUMAN 59,51
P28290 Sperm-specific antigen 2 0S=Homo sapiens GN=SSFA2 PE=1 SV=3 - [SSFA2_HUMAN] 138,30
P63208 S-phase kinase-associated protein 1 OS=Homo sapiens GN=SKP1 PE=1 SV=2 - [SKP1_HUMAN] 18,65
Q13838 Spliceosome RNA helicase DDX39B OS=Homo sapiens GN=DDX39B PE=1 SV=1 - [DX39B_HUMAN] 48,96
Q15459 Splicing factor 3A subunit 1 OS=Homo sapiens GN=SF3A1 PE=1 SV=1 - [SF3A1_HUMAN] 88,83
075533 Splicing factor 3B subunit 1 OS=Homo sapiens GN=SF3B1 PE=1 SV=3 - [SF3B1_HUMAN] 145,74
Q13435 Splicing factor 3B subunit 2 0S=Homo sapiens GN=SF3B2 PE=1 SV=2 - [SF3B2_HUMAN] 100,16
Q15393 Splicing factor 3B subunit 3 0S=Homo sapiens GN=SF3B3 PE=1 SV=4 - [SF3B3_HUMAN] 135,49
Q15427 Splicing factor 3B subunit 4 OS=Homo sapiens GN=SF3B4 PE=1 SV=1 - [SF3B4_HUMAN] 44,36
Q9BWIJ5 Splicing factor 3B subunit 5 0S=Homo sapiens GN=SF3B5 PE=1 SV=1 - [SF3B5_HUMAN] 10,13
P26368 Splicing factor U2AF 65 kDa subunit OS=Homo sapiens GN=U2AF2 PE=1 SV=4 - [U2AF2_HUMAN] 53,47
P23246 Splicing factor, proline- and glutamine-rich 0S=Homo sapiens GN=SFPQ PE=1 SV=2 - [SFPQ_HUMAN] 76,10
Q14247 Src substrate cortactin OS=Homo sapiens GN=CTTN PE=1 SV=2 - [SRC8_HUMAN] 61,55
094864 STAGA complex 65 subunit gamma OS=Homo sapiens GN=SUPT7L PE=1 SV=1 - [ST65G_HUMAN] 46,16
Q8WXE9 Stonin-2 OS=Homo sapiens GN=STON2 PE=1 SV=1 - [STON2_HUMAN] 101,10
P38646 Stress-70 protein, mitochondrial 0S=Homo sapiens GN=HSPA9 PE=1 SV=2 - [GRP75_HUMAN] 73,63
P31948 Stress-induced-phosphoprotein 1 0S=Homo sapiens GN=STIP1 PE=1 SV=1 - [STIP1_HUMAN] 62,60
Q99470 Stromal cell-derived factor 2 0S=Homo sapiens GN=SDF2 PE=1 SV=2 - [SDF2_HUMAN] 23,01
Q9HCNS Stromal cell-derived factor 2-like protein 1 OS=Homo sapiens GN=SDF2L1 PE=1 SV=2 - [SDF2L_HUMAN] 23,58
Q14683 Structural maintenance of chromosomes protein 1A OS=Homo sapiens GN=SMC1A PE=1 SV=2 - [SMC1A_HUMAN] 143,14
095347 Structural maintenance of chromosomes protein 2 0S=Homo sapiens GN=SMC2 PE=1 SV=2 - [SMC2_HUMAN] 135,57
Q9NTJ3 Structural maintenance of chromosomes protein 4 OS=Homo sapiens GN=SMC4 PE=1 SV=2 - [SMC4_HUMAN] 147,09
P31040 Succinate dehydrogenase [ubiquinone] flavoprotein subunit, mitochondrial 0S=Homo sapiens GN=SDHA PE=1 SV=2 - [SDHA_HUMAN 72,65
P53597 Succinate--CoA ligase [ADP/GDP-forming] subunit alpha, mitochondrial 0S=Homo sapiens GN=SUCLG1 PE=1 SV=4 - [SUCA_HUMAN 36,23
P55809 Succinyl-CoA:3-ketoacid coenzyme A transferase 1, mitochondrial 0S=Homo sapiens GN=OXCT1 PE=1 SV=1 - [SCOT1_HUMAN] 56,12
095425 Supervillin 0S=Homo sapiens GN=SVIL PE=1 SV=2 - [SVIL_HUMAN] 247,59
P78524 Suppression of tumorigenicity 5 protein OS=Homo sapiens GN=ST5 PE=1 SV=3 - [ST5_HUMAN] 126,41
Q6UWP8 Suprabasin OS=Homo sapiens GN=SBSN PE=1 SV=2 - [SBSN_HUMAN] 60,50
Q16637 Survival motor neuron protein OS=Homo sapiens GN=SMN1 PE=1 SV=1 - [SMN_HUMAN] 31,83
P78539 Sushi repeat-containing protein SRPX OS=Homo sapiens GN=SRPX PE=1 SV=1 - [SRPX_HUMAN] 51,54
Q06787 Synaptic functional regulator FMR1 OS=Homo sapiens GN=FMR1 PE=1 SV=1 - [FMR1_HUMAN] 71,13
Q16563 Synaptophysin-like protein 1 0S=Homo sapiens GN=SYPL1 PE=1 SV=1 - [SYPL1_HUMAN] 28,55




Q8N3V7 Synaptopodin OS=Homo sapiens GN=SYNPO PE=1 SV=2 - [SYNPO_HUMAN] 99,40
Q4KMQ1 Taperin OS=Homo sapiens GN=TPRN PE=1 SV=2 - [TPRN_HUMAN] 75,51
Q6SJ96 TATA box-binding protein-like protein 2 0S=Homo sapiens GN=TBPL2 PE=2 SV=1 - [TBPL2_HUMAN] 41,50
Q92804 TATA-binding protein-associated factor 2N OS=Homo sapiens GN=TAF15 PE=1 SV=1 - [RBP56_HUMAN] 61,79
P20226 TATA-box-binding protein OS=Homo sapiens GN=TBP PE=1 SV=2 - [TBP_HUMAN] 37,67
Q96B79 TBC1 domain family member 20 OS=Homo sapiens GN=TBC1D20 PE=1 SV=1 - [TBC20_HUMAN] 45,83
P17987 T-complex protein 1 subunit alpha OS=Homo sapiens GN=TCP1 PE=1 SV=1 - [TCPA_HUMAN] 60,31
P78371 T-complex protein 1 subunit beta OS=Homo sapiens GN=CCT2 PE=1 SV=4 - [TCPB_HUMAN] 57,45
P50991 T-complex protein 1 subunit delta OS=Homo sapiens GN=CCT4 PE=1 SV=4 - [TCPD_HUMAN] 57,89
P48643 T-complex protein 1 subunit epsilon 0S=Homo sapiens GN=CCT5 PE=1 SV=1 - [TCPE_HUMAN] 59,63
Q99832 T-complex protein 1 subunit eta OS=Homo sapiens GN=CCT7 PE=1 SV=2 - [TCPH_HUMAN] 59,33
P49368 T-complex protein 1 subunit gamma OS=Homo sapiens GN=CCT3 PE=1 SV=4 - [TCPG_HUMAN] 60,50
P50990 T-complex protein 1 subunit theta OS=Homo sapiens GN=CCT8 PE=1 SV=4 - [TCPQ_HUMAN] 59,58
Q96SF2 T-complex protein 1 subunit theta-like 2 0S=Homo sapiens GN=CCT8L2 PE=2 SV=2 - [TCPQM_HUMAN] 59,35
P40227 T-complex protein 1 subunit zeta OS=Homo sapiens GN=CCT6A PE=1 SV=3 - [TCPZ_HUMAN] 57,99
Q92526 T-complex protein 1 subunit zeta-2 OS=Homo sapiens GN=CCT6B PE=1 SV=5 - [TCPW_HUMAN] 57,78
P68335 Tegument protein VP16 OS=Human herpesvirus 2 (strain 333) GN=UL48 PE=3 SV=1 - [VP16_HHV23] 54,59
P10599 Thioredoxin OS=Homo sapiens GN=TXN PE=1 SV=3 - [THIO_HUMAN] 11,73
P30048 Thioredoxin-dependent peroxide reductase, mitochondrial 0S=Homo sapiens GN=PRDX3 PE=1 SV=3 - [PRDX3_HUMAN] 27,68
Q96J01 THO complex subunit 3 0S=Homo sapiens GN=THOC3 PE=1 SV=1 - [THOC3_HUMAN] 38,75
Q86V81 THO complex subunit 4 0S=Homo sapiens GN=ALYREF PE=1 SV=3 - [THOC4_HUMAN] 26,87
P26639 Threonine--tRNA ligase, cytoplasmic OS=Homo sapiens GN=TARS PE=1 SV=3 - [SYTC_HUMAN] 83,38
Q9P031 Thyroid transcription factor 1-associated protein 26 OS=Homo sapiens GN=CCDC59 PE=1 SV=2 - [TAP26_HUMAN] 28,65
Q07157 Tight junction protein Z0O-1 OS=Homo sapiens GN=TJP1 PE=1 SV=3 - [Z0O1_HUMAN] 195,34
Q8Wz42 Titin OS=Homo sapiens GN=TTN PE=1 SV=4 - [TITIN_HUMAN] 3.813,65
Q8IURO Trafficking protein particle complex subunit 5 0S=Homo sapiens GN=TRAPPC5 PE=1 SV=1 - [TPPC5_HUMAN] 20,77
Q00403 Transcription initiation factor IIB OS=Homo sapiens GN=GTF2B PE=1 SV=1 - [TF2B_HUMAN] 34,81
Q16594 Transcription initiation factor TFIID subunit 9 OS=Homo sapiens GN=TAF9 PE=1 SV=1 - [TAF9_HUMAN] 28,96
Q9HBM6 Transcription initiation factor TFIID subunit 9B OS=Homo sapiens GN=TAF9B PE=1 SV=1 - [TAF9B_HUMAN] 27,60
075486 Transcription initiation protein SPT3 homolog OS=Homo sapiens GN=SUPT3H PE=1 SV=2 - [SUPT3_HUMAN] 44,33
Q13263 Transcription intermediary factor 1-beta OS=Homo sapiens GN=TRIM28 PE=1 SV=5 - [TIF1B_HUMAN] 88,49
Q9Y4P3 Transducin beta-like protein 2 0S=Homo sapiens GN=TBL2 PE=1 SV=1 - [TBL2_HUMAN] 49,77
Q15582 Transforming growth factor-beta-induced protein ig-h3 OS=Homo sapiens GN=TGFBI PE=1 SV=1 - [BGH3_HUMAN] 74,63
P61586 Transforming protein RhoA OS=Homo sapiens GN=RHOA PE=1 SV=1 - [RHOA_HUMAN] 21,75
P55072 Transitional endoplasmic reticulum ATPase OS=Homo sapiens GN=VCP PE=1 SV=4 - [TERA_HUMAN] 89,27
P29401 Transketolase OS=Homo sapiens GN=TKT PE=1 SV=3 - [TKT_HUMAN] 67,83
Q14232 Translation initiation factor elF-2B subunit alpha OS=Homo sapiens GN=EIF2B1 PE=1 SV=1 - [EI2BA_HUMAN] 33,69
P49770 Translation initiation factor elF-2B subunit beta OS=Homo sapiens GN=EIF2B2 PE=1 SV=3 - [EI2BB_HUMAN] 38,96
Qoul10 Translation initiation factor elF-2B subunit delta OS=Homo sapiens GN=EIF2B4 PE=1 SV=2 - [EI2BD_HUMAN] 57,52
P51571 Translocon-associated protein subunit delta OS=Homo sapiens GN=SSR4 PE=1 SV=1 - [SSRD_HUMAN] 18,99
P57088 Transmembrane protein 33 0OS=Homo sapiens GN=TMEM33 PE=1 SV=2 - [TMM33_HUMAN] 27,96




Q13428 Treacle protein OS=Homo sapiens GN=TCOF1 PE=1 SV=3 - [TCOF_HUMAN] 152,02
P53007 Tricarboxylate transport protein, mitochondrial 0S=Homo sapiens GN=SLC25A1 PE=1 SV=2 - [TXTP_HUMAN] 33,99
P40939 Trifunctional enzyme subunit alpha, mitochondrial 0S=Homo sapiens GN=HADHA PE=1 SV=2 - [ECHA_HUMAN] 82,95
P55084 Trifunctional enzyme subunit beta, mitochondrial 0S=Homo sapiens GN=HADHB PE=1 SV=3 - [ECHB_HUMAN] 51,26
Q9H2D6 TRIO and F-actin-binding protein OS=Homo sapiens GN=TRIOBP PE=1 SV=3 - [TARA_HUMAN] 261,22
P60174 Triosephosphate isomerase OS=Homo sapiens GN=TPI1 PE=1 SV=3 - [TPIS_HUMAN] 30,77
Q14142 Tripartite motif-containing protein 14 OS=Homo sapiens GN=TRIM14 PE=2 SV=2 - [TRI14_HUMAN] 49,74
075382 Tripartite motif-containing protein 3 OS=Homo sapiens GN=TRIM3 PE=1 SV=2 - [TRIM3_HUMAN] 80,78
Q9BYV2 Tripartite motif-containing protein 54 OS=Homo sapiens GN=TRIM54 PE=1 SV=3 - [TRI54_HUMAN] 40,27
P29144 Tripeptidyl-peptidase 2 0S=Homo sapiens GN=TPP2 PE=1 SV=4 - [TPP2_HUMAN] 138,26
Q8N0zZ8 tRNA pseudouridine synthase-like 1 0S=Homo sapiens GN=PUSL1 PE=1 SV=1 - [PUSL1_HUMAN] 33,21
Q9Y3I0 tRNA-splicing ligase RtcB homolog OS=Homo sapiens GN=RTCB PE=1 SV=1 - [RTCB_HUMAN] 55,17
P28289 Tropomodulin-1 OS=Homo sapiens GN=TMOD1 PE=1 SV=1 - [TMOD1_HUMAN] 40,54
QONYL9 Tropomodulin-3 OS=Homo sapiens GN=TMOD3 PE=1 SV=1 - [TMOD3_HUMAN] 39,57
P09493 Tropomyosin alpha-1 chain OS=Homo sapiens GN=TPM1 PE=1 SV=2 - [TPM1_HUMAN] 32,69
P06753 Tropomyosin alpha-3 chain 0S=Homo sapiens GN=TPM3 PE=1 SV=2 - [TPM3_HUMAN] 32,93
P67936 Tropomyosin alpha-4 chain 0OS=Homo sapiens GN=TPM4 PE=1 SV=3 - [TPM4_HUMAN] 28,50
P07951 Tropomyosin beta chain 0S=Homo sapiens GN=TPM2 PE=1 SV=1 - [TPM2_HUMAN] 32,83
P02585 Troponin C, skeletal muscle OS=Homo sapiens GN=TNNC2 PE=1 SV=2 - [TNNC2_HUMAN] 18,11
P00761 Trypsin OS=Sus scrofa PE=1 SV=1 - [TRYP_PIG] 24,39
ABNHL2 Tubulin alpha chain-like 3 0S=Homo sapiens GN=TUBAL3 PE=1 SV=2 - [TBAL3_HUMAN] 49,88
Q71U36 Tubulin alpha-1A chain OS=Homo sapiens GN=TUBA1A PE=1 SV=1 - [TBA1A_HUMAN] 50,10
P68363 Tubulin alpha-1B chain OS=Homo sapiens GN=TUBA1B PE=1 SV=1 - [TBA1B_HUMAN] 50,12
Q9BQE3 Tubulin alpha-1C chain 0S=Homo sapiens GN=TUBA1C PE=1 SV=1 - [TBA1C_HUMAN] 49,86
Q13748 Tubulin alpha-3C/D chain OS=Homo sapiens GN=TUBA3C PE=1 SV=3 - [TBA3C_HUMAN] 49,93
Q6PEY2 Tubulin alpha-3E chain OS=Homo sapiens GN=TUBA3E PE=1 SV=2 - [TBA3E_HUMAN] 49,83
P68366 Tubulin alpha-4A chain OS=Homo sapiens GN=TUBA4A PE=1 SV=1 - [TBA4A_HUMAN] 49,89
QINY65 Tubulin alpha-8 chain 0S=Homo sapiens GN=TUBAS8 PE=1 SV=1 - [TBA8_HUMAN] 50,06
P07437 Tubulin beta chain 0S=Homo sapiens GN=TUBB PE=1 SV=2 - [TBB5_HUMAN] 49,64
Q9H4B7 Tubulin beta-1 chain 0S=Homo sapiens GN=TUBB1 PE=1 SV=1 - [TBB1_HUMAN] 50,29
Q13885 Tubulin beta-2A chain 0S=Homo sapiens GN=TUBB2A PE=1 SV=1 - [TBB2A_HUMAN] 49,87
Q9BVA1l Tubulin beta-2B chain OS=Homo sapiens GN=TUBB2B PE=1 SV=1 - [TBB2B_HUMAN] 49,92
Q13509 Tubulin beta-3 chain 0S=Homo sapiens GN=TUBB3 PE=1 SV=2 - [TBB3_HUMAN] 50,40
P04350 Tubulin beta-4A chain 0S=Homo sapiens GN=TUBB4A PE=1 SV=2 - [TBB4A_HUMAN] 49,55
P68371 Tubulin beta-4B chain 0S=Homo sapiens GN=TUBB4B PE=1 SV=1 - [TBB4B_HUMAN] 49,80
Q9BUF5 Tubulin beta-6 chain 0S=Homo sapiens GN=TUBB6 PE=1 SV=1 - [TBB6_HUMAN] 49,83
Q3zCM7 Tubulin beta-8 chain 0S=Homo sapiens GN=TUBB8 PE=1 SV=2 - [TBB8_HUMAN] 49,74
A6NNZ2 Tubulin beta-8 chain-like protein LOC260334 OS=Homo sapiens PE=1 SV=1 - [TBB8L_HUMAN] 49,54
P23258 Tubulin gamma-1 chain 0S=Homo sapiens GN=TUBG1 PE=1 SV=2 - [TBG1_HUMAN] 51,14
QINRH3 Tubulin gamma-2 chain OS=Homo sapiens GN=TUBG2 PE=2 SV=1 - [TBG2_HUMAN] 51,06
Q6ZTWO0 Tubulin polyglutamylase complex subunit 1 0S=Homo sapiens GN=TPGS1 PE=1 SV=2 - [TPGS1_HUMAN] 31,26




Q9GZM7 Tubulointerstitial nephritis antigen-like 0S=Homo sapiens GN=TINAGL1 PE=1 SV=1 - [TINAL_HUMAN] 52,35
Q03169 Tumor necrosis factor alpha-induced protein 2 OS=Homo sapiens GN=TNFAIP2 PE=2 SV=2 - [TNAP2_HUMAN] 72,62
Q8N726 Tumor suppressor ARF OS=Homo sapiens GN=CDKN2A PE=1 SV=2 - [ARF_HUMAN] 13,89
Q6IBSO Twinfilin-2 0S=Homo sapiens GN=TWF2 PE=1 SV=2 - [TWF2_HUMAN] 39,52
P00519 Tyrosine-protein kinase ABL1 OS=Homo sapiens GN=ABL1 PE=1 SV=4 - [ABL1_HUMAN] 122,80
P51451 Tyrosine-protein kinase Blk OS=Homo sapiens GN=BLK PE=1 SV=3 - [BLK_HUMAN] 57,67
P09769 Tyrosine-protein kinase Fgr OS=Homo sapiens GN=FGR PE=1 SV=2 - [FGR_HUMAN] 59,44
P06241 Tyrosine-protein kinase Fyn OS=Homo sapiens GN=FYN PE=1 SV=3 - [FYN_HUMAN] 60,72
P08631 Tyrosine-protein kinase HCK OS=Homo sapiens GN=HCK PE=1 SV=5 - [HCK_HUMAN] 59,56
P06239 Tyrosine-protein kinase Lck OS=Homo sapiens GN=LCK PE=1 SV=6 - [LCK_HUMAN] 57,96
P07948 Tyrosine-protein kinase Lyn OS=Homo sapiens GN=LYN PE=1 SV=3 - [LYN_HUMAN] 58,54
P07947 Tyrosine-protein kinase Yes OS=Homo sapiens GN=YES1 PE=1 SV=3 - [YES_HUMAN] 60,76
P09012 U1 small nuclear ribonucleoprotein A OS=Homo sapiens GN=SNRPA PE=1 SV=3 - [SNRPA_HUMAN] 31,26
P09661 U2 small nuclear ribonucleoprotein A' 0S=Homo sapiens GN=SNRPA1 PE=1 SV=2 - [RU2A_HUMAN] 28,40
P08579 U2 small nuclear ribonucleoprotein B" OS=Homo sapiens GN=SNRPB2 PE=1 SV=1 - [RU2B_HUMAN] 25,47
Q969X6 U3 small nucleolar RNA-associated protein 4 homolog OS=Homo sapiens GN=UTP4 PE=1 SV=1 - [UTP4_HUMAN] 76,84
043290 U4/U6.U5 tri-snRNP-associated protein 1 OS=Homo sapiens GN=SART1 PE=1 SV=1 - [SNUT1_HUMAN] 90,20
Q53GS9 U4/U6.U5 tri-snRNP-associated protein 2 OS=Homo sapiens GN=USP39 PE=1 SV=2 - [SNUT2_HUMAN] 65,34
Q96DI17 U5 small nuclear ribonucleoprotein 40 kDa protein OS=Homo sapiens GN=SNRNP40 PE=1 SV=1 - [SNR40_HUMAN] 39,29
Q9Y333 U6 snRNA-associated Sm-like protein LSm2 OS=Homo sapiens GN=LSM2 PE=1 SV=1 - [LSM2_HUMAN] 10,83
Q9Y4Z0 U6 snRNA-associated Sm-like protein LSm4 OS=Homo sapiens GN=LSM4 PE=1 SV=1 - [LSM4_HUMAN] 15,34
Q9UK80 Ubiquitin carboxyl-terminal hydrolase 21 OS=Homo sapiens GN=USP21 PE=1 SV=1 - [UBP21_HUMAN] 62,62
Q9P275 Ubiquitin carboxyl-terminal hydrolase 36 OS=Homo sapiens GN=USP36 PE=1 SV=3 - [UBP36_HUMAN] 122,58
Q9Y5K5 Ubiquitin carboxyl-terminal hydrolase isozyme L5 OS=Homo sapiens GN=UCHL5 PE=1 SV=3 - [UCHL5_HUMAN] 37,58
Q92890 Ubiquitin recognition factor in ER-associated degradation protein 1 OS=Homo sapiens GN=UFD1 PE=1 SV=3 - [UFD1_HUMAN] 34,48
Q96DCY Ubiquitin thioesterase OTUB2 OS=Homo sapiens GN=0TUB2 PE=1 SV=2 - [OTUB2_HUMAN] 27,20
P62979 Ubiquitin-40S ribosomal protein S27a OS=Homo sapiens GN=RPS27A PE=1 SV=2 - [RS27A_HUMAN] 17,95
P62987 Ubiquitin-60S ribosomal protein L40 OS=Homo sapiens GN=UBA52 PE=1 SV=2 - [RL40_HUMAN] 14,72
Q14157 Ubiquitin-associated protein 2-like 0S=Homo sapiens GN=UBAP2L PE=1 SV=2 - [UBP2L_HUMAN] 114,47
P22314 Ubiquitin-like modifier-activating enzyme 1 OS=Homo sapiens GN=UBA1 PE=1 SV=3 - [UBA1_HUMAN] 117,77
P0O5161 Ubiquitin-like protein ISG15 OS=Homo sapiens GN=ISG15 PE=1 SV=5 - [ISG15_HUMAN] 17,88
QI9H8K7 Uncharacterized protein C100rf88 OS=Homo sapiens GN=C100rf88 PE=1 SV=2 - [CJ088_HUMAN] 49,22
Q8NIM1 Uncharacterized protein C190rf47 OS=Homo sapiens GN=C190rf47 PE=1 SV=1 - [CS047_HUMAN] 44,72
Q9BRJ6 Uncharacterized protein C70rf50 OS=Homo sapiens GN=C70rf50 PE=1 SV=1 - [CGO50_HUMAN] 22,07
Q9UF83 Uncharacterized protein DKFZp434B061 OS=Homo sapiens PE=2 SV=2 - [YM012_HUMAN] 59,38
Q67U35 Uncharacterized protein KIAA1211 OS=Homo sapiens GN=KIAA1211 PE=1 SV=3 - [K1211_HUMAN] 136,68
Q9P206 Uncharacterized protein KIAA1522 OS=Homo sapiens GN=KIAA1522 PE=1 SV=2 - [K1522_HUMAN] 107,03
Q9BY89 Uncharacterized protein KIAA1671 OS=Homo sapiens GN=KIAA1671 PE=1 SV=2 - [K1671_HUMAN] 196,59
Q69YLO Uncharacterized protein NCBP2-AS2 OS=Homo sapiens GN=NCBP2-AS2 PE=1 SV=1 - [NCAS2_HUMAN] 10,88
Q9UBC5 Unconventional myosin-la OS=Homo sapiens GN=MYO1A PE=2 SV=1 - [MYO1A_HUMAN] 118,33
043795 Unconventional myosin-lb OS=Homo sapiens GN=MYO1B PE=1 SV=3 - [MYO1B_HUMAN] 131,90




000159 Unconventional myosin-lc OS=Homo sapiens GN=MYO1C PE=1 SV=4 - [MYO1C_HUMAN] 121,61
Q12965 Unconventional myosin-le 0S=Homo sapiens GN=MYO1E PE=1 SV=2 - [MYO1E_HUMAN] 126,98
000160 Unconventional myosin-If 0S=Homo sapiens GN=MYO1F PE=1 SV=3 - [MYO1F_HUMAN] 124,77
Q9UM54 Unconventional myosin-VI 0S=Homo sapiens GN=MYO6 PE=1 SV=4 - [MYO6_HUMAN] 149,60
Q96JP2 Unconventional myosin-XVB OS=Homo sapiens GN=MYO15B PE=1 SV=2 - [MY15B_HUMAN] 167,01
Q92614 Unconventional myosin-XVllla OS=Homo sapiens GN=MYO18A PE=1 SV=3 - [MY18A_ HUMAN] 232,97
Q14146 Unhealthy ribosome biogenesis protein 2 homolog OS=Homo sapiens GN=URB2 PE=2 SV=2 - [URB2_HUMAN] 170,43
Q9Y224 UPF0568 protein C140rf166 OS=Homo sapiens GN=C140rf166 PE=1 SV=1 - [CN166_HUMAN] 28,05
Q9BZF9 Uveal autoantigen with coiled-coil domains and ankyrin repeats OS=Homo sapiens GN=UACA PE=1 SV=2 - [UACA_HUMAN] 162,40
075436 Vacuolar protein sorting-associated protein 26A OS=Homo sapiens GN=VPS26A PE=1 SV=2 - [VP26A_HUMAN] 38,15
P26640 Valine--tRNA ligase OS=Homo sapiens GN=VARS PE=1 SV=4 - [SYVC_HUMAN] 140,39
P50552 Vasodilator-stimulated phosphoprotein 0S=Homo sapiens GN=VASP PE=1 SV=3 - [VASP_HUMAN] 39,81
Q9P035 Very-long-chain (3R)-3-hydroxyacyl-CoA dehydratase 3 OS=Homo sapiens GN=HACD3 PE=1 SV=2 - [HACD3_HUMAN] 43,13
Q53GQ0 Very-long-chain 3-oxoacyl-CoA reductase OS=Homo sapiens GN=HSD17B12 PE=1 SV=2 - [DHB12_HUMAN] 34,30
Q9NZ01 Very-long-chain enoyl-CoA reductase OS=Homo sapiens GN=TECR PE=1 SV=1 - [TECR_HUMAN] 36,01
P46459 Vesicle-fusing ATPase OS=Homo sapiens GN=NSF PE=1 SV=3 - [NSF_HUMAN] 82,54
075396 Vesicle-trafficking protein SEC22b OS=Homo sapiens GN=SEC22B PE=1 SV=4 - [SC22B_HUMAN] 24,58
P08670 Vimentin OS=Homo sapiens GN=VIM PE=1 SV=4 - [VIME_HUMAN] 53,62
P04004 Vitronectin OS=Homo sapiens GN=VTN PE=1 SV=1 - [VTINC_HUMAN] 54,27
P21796 Voltage-dependent anion-selective channel protein 1 0S=Homo sapiens GN=VDAC1 PE=1 SV=2 - [VDAC1_HUMAN] 30,75
Q9Y277 Voltage-dependent anion-selective channel protein 3 0S=Homo sapiens GN=VDAC3 PE=1 SV=1 - [VDAC3_HUMAN] 30,64
Q13698 Voltage-dependent L-type calcium channel subunit alpha-1S OS=Homo sapiens GN=CACNA1S PE=1 SV=4 - [CAC1S_HUMAN 212,21
075083 WD repeat-containing protein 1 0S=Homo sapiens GN=WDR1 PE=1 SV=4 - [WDR1_HUMAN] 66,15
Q9BV38 WD repeat-containing protein 18 OS=Homo sapiens GN=WDR18 PE=1 SV=2 - [WDR18_HUMAN] 47,38
Q8NI36 WD repeat-containing protein 36 OS=Homo sapiens GN=WDR36 PE=1 SV=1 - [WDR36_HUMAN] 105,26
P61964 WD repeat-containing protein 5 0S=Homo sapiens GN=WDR5 PE=1 SV=1 - [WDR5_HUMAN] 36,57
Q9GZS3 WD repeat-containing protein 61 OS=Homo sapiens GN=WDR61 PE=1 SV=1 - [WDR61_HUMAN] 33,56
Q6RFH5 WD repeat-containing protein 74 OS=Homo sapiens GN=WDR74 PE=1 SV=1 - [WDR74_HUMAN] 42,41
Q14191 Werner syndrome ATP-dependent helicase OS=Homo sapiens GN=WRN PE=1 SV=2 - [WRN_HUMAN] 162,36
Q9Y2W2 WW domain-binding protein 11 OS=Homo sapiens GN=WBP11 PE=1 SV=1 - [WBP11_HUMAN] 69,95
P13010 X-ray repair cross-complementing protein 5 0S=Homo sapiens GN=XRCC5 PE=1 SV=3 - [XRCC5_HUMAN] 82,65
P12956 X-ray repair cross-complementing protein 6 OS=Homo sapiens GN=XRCC6 PE=1 SV=2 - [XRCC6_HUMAN] 69,80
Q9Y2T7 Y-box-binding protein 2 0S=Homo sapiens GN=YBX2 PE=1 SV=2 - [YBOX2_HUMAN] 38,49
P16989 Y-box-binding protein 3 OS=Homo sapiens GN=YBX3 PE=1 SV=4 - [YBOX3_HUMAN] 40,07
095619 YEATS domain-containing protein 4 OS=Homo sapiens GN=YEATS4 PE=1 SV=1 - [YETS4_HUMAN] 26,48
Q9BYJ9 YTH domain-containing family protein 1 OS=Homo sapiens GN=YTHDF1 PE=1 SV=1 - [YTHD1_HUMAN] 60,84
Q72739 YTH domain-containing family protein 3 OS=Homo sapiens GN=YTHDF3 PE=1 SV=1 - [YTHD3_HUMAN] 63,82
Q9H869 YY1-associated protein 1 OS=Homo sapiens GN=YY1AP1 PE=1 SV=2 - [YYAP1_HUMAN] 87,89
Q96GY0 Zinc finger C2HC domain-containing protein 1A OS=Homo sapiens GN=ZC2HC1A PE=1 SV=2 - [ZC21A_HUMAN] 35,07
Q57200 Zinc finger CCCH domain-containing protein 13 OS=Homo sapiens GN=ZC3H13 PE=1 SV=1 - [ZC3HD_HUMAN] 196,52
Q722W4 Zinc finger CCCH-type antiviral protein 1 0S=Homo sapiens GN=ZC3HAV1 PE=1 SV=3 - [ZCCHV_HUMAN] 101,37




015231 Zinc finger protein 185 OS=Homo sapiens GN=ZNF185 PE=1 SV=3 - [ZN185_HUMAN] 73,48
Q96PM9 Zinc finger protein 385A OS=Homo sapiens GN=ZNF385A PE=1 SV=2 - [Z385A_HUMAN] 40,43
Q96IT1 Zinc finger protein 496 OS=Homo sapiens GN=ZNF496 PE=1 SV=1 - [ZN496_HUMAN] 66,87
Q96C55 Zinc finger protein 524 0S=Homo sapiens GN=ZNF524 PE=1 SV=1 - [ZN524_HUMAN] 28,69
Q14966 Zinc finger protein 638 OS=Homo sapiens GN=ZNF638 PE=1 SV=2 - [ZN638_HUMAN] 220,49
P25311 Zinc-alpha-2-glycoprotein OS=Homo sapiens GN=AZGP1 PE=1 SV=2 - [ZA2G_HUMAN] 34,24
Q96DA0 Zymogen granule protein 16 homolog B OS=Homo sapiens GN=ZG16B PE=1 SV=3 - [ZG16B_HUMAN] 22,72




