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Figure S 3: Gating strategy for detection of mtMass in monocytes and T cells from PBMCs.
Events were gated in FSC vs. SSC dot plot and debris were excluded.- Cells were gated on
FSC intensity vs- FSC peak dot plot to eliminate doublets- Viable monocytes were gated on
Efluor780 vs CD14 dot plot- Viable T cells were gated on Efluor 780 vs. CD 3- Expression of
mtMass was gated on MitoTracker™ (PE) as MFI- Abbreviations: FSC = Forward side scatter;
SSC = Side scatter; MFI = Median intensity fluorescence-
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