Additional data file 10: Overrepresented motifs in hypermethylated CGIs of the preleukemic stage

	Motif
	Name
	P-value
	log P-pvalue
	q-value (Benjamini)
	#Target Sequences with Motif
	% of Targets Sequences with Motif
	#Background Sequences with Motif
	% of Background Sequences with Motif

	[image: X:\PhD\Lei\January 2013\motif_roi\motif_roi\knownResults\known1.logo.png]
	E2F1(E2F)/Hela-E2F1-ChIP-Seq/Hoemr
	1e-2
	-5.593e+00
	0.8009
	89
	11.31%
	4033
	8.49%

	[image: X:\PhD\Lei\January 2013\motif_roi\motif_roi\knownResults\known2.logo.png]
	FOXA1(Forkhead)/MCF7-FOXA1-ChIP-Seq/Homer
	1e-2
	-4.941e+00
	0.8009
	22
	2.80%
	740
	1.56%

	[image: X:\PhD\Lei\January 2013\motif_roi\motif_roi\knownResults\known3.logo.png]
	PAX3:FKHR-fusion(Paired/Homeobox)/Rh4-PAX3:FKHR-ChIP-Seq/Homer
	1e-2
	-4.821e+00
	0.8009
	9
	1.14%
	205
	0.43%

	[image: X:\PhD\Lei\January 2013\motif_roi\motif_roi\knownResults\known4.logo.png]
	Lhx3(Homeobox)/Forebrain-p300-ChIP-Seq/Homer
	1e-2
	-4.640e+00
	0.8009
	28
	3.56%
	[bookmark: _GoBack]1041
	2.19%



Total Target Sequences = 787, Total Background Sequences = 47511
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