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NA19240 benchmark CSVs
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chr2: 129791792-129801213
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chr6:102801951-102802684
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chr7:83317161-83318171
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chr9:132883700-132884812
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chr11:24882412-24883333

4,444 bp
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chr22:49368449-49373094
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chr11:63698921-63701800
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