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Table S1. Primer Sequences for qPCR Analysis 
Primer sequences, NCBI Reference Sequence Accession Numbers and amplicon sizes 
are as follows: 
 

Gene NCBI Reference 
Sequence 

Forward 
Sequence 
(5’---3’) 

Reverse 
Sequence 
(5’---3’) 

Amplicon 
size (bp) 

Aire NM_009646.1 TGCATAGCATCC
TGGACGGCTTCC 

CCTGGGCTGGAG
ACGCTCTTTGAG 

187 

Rankl NM_011613.3 CACACCTCACCA
TCAATGCTGC 
 

GAAGGGTTGGAC
ACCTGAATGC 
 
 

394 

Salivary 
protein-1 

NM_009267.2 GGCTCTGAAACT
CAGGCAGA 

TGCAAACTCATC
CACGTTGT 

304 

Skint-1 NM_001102662.1 TTCAGATGGTCA
CAGCAAGC 

GAACCAGCGAAT
CTCCATGT 

143 

β-actin NM_007393 
 

QuantiTect Mm_Actb_1_SG PRIMER 
Assay (Qiagen QT00095242) 

149 
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