
	eTable 5 sNfL in subgroups of patients at baseline 

	 
	HC (n=59)
	RRMS no treatment (n=56)
	RRMS active treatment (n=130)
	RRMS higly active treatment (n=71)
	PMS no treatment (n=34)
	PMS active treatment (n= 7)
	PMS higly active treatment (n=11)

	sNfL (pg/ml) median (range)
	6.0 (2.2-21.6) a 
	6.7 (3.2-20.6) 
	6.7 (2.2-93.2) 
	6.8 (3.9-33.3) 
	11.3 (4.8-28.4) a
	10.4 (8.6-14.0)
	9.5 (4.2-14.1)

	Age, years mean (SD)
	39.9  (± 11.8)
	41.8 (± 7.8)
	41.8 (± 8.9)
	38.6 (± 8.3) 
	55.7 (± 5.9)
	57.3 (± 5.9)
	47.2 (± 8.7)

	Sex, n (%)
	 
	 
	 
	 
	 
	 
	 

	Female
	46 (78.0 %)
	43 (76.8 %)
	87 (66.9 %)
	56 (78.9 %)
	20 (58.8 %)
	4 (57.1 %)
	7 (63.6 %)

	Abbreviations:  HC= healthy control; RRMS = relapsing-remitting MS; PMS = progressive MS; sNfL= serum neurofilament light chain. Descriptive statistics are presented as either mean with standard deviation (SD), or median with range or proportions. p values were derived using linear regression models adjusted for age and sex. In bold are shown significant p values. No other significant correlations were seen between the subgroups of patients. P-values were not adjusted for multiple testing.  
a PMS no treatment vs HC, p < 0.05, adjusted for age and sex.  
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