Significantly upregulated genes
(p<0.05; 24 h CLP vs. Sham)
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Significantly upregulated genes
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IL-1-mediated signaling pathway
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Significantly downregulated genes
(p<0.05; 24 h CLP vs. Sham)

Biological Process

Skeletal system development
TGFB receptor signaling pathway
Multicellular organism development
Collagen fibril organization
Cell-matrix adhesion

Cell adhesion

Phosphorylation

Axon guidance

Heart development

Nervous system development
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Insulin signaling pathway

TGF signaling pathway

Regulation of actin cytoskeleton
Circadian entrainment

Rap1 signaling pathway

MAPK signaling pathway

Adrenergic signaling in cardiomyocytes
Focal adhesion

ECM-receptor interaction
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Supplementary Figure 2

Collagen fibril organization

pos. reg. of peptidyl-tyrosine phosphorylation
Multicellular organism development
pos. reg. of synapse assembly

pos. reg. of cell migration
Nervous system development

Hypertrophic cardiomyopathy
Dilated cardiomyopathy
PI3K-Akt signaling pathway
cGMP-PKG signaling pathway

Adrenergic signaling in cardiomyocytes
Calcium signaling pathway
Protein digestion and absorption

ECM-receptor interaction

FAO using acyl-CoA dehydrogenase

Autophagy

Ub-dependent protein catabolic process
Transcription, DNA-templated

RNA splicing

Ribosome biogenesis

mRNA processing
Translation
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Ribosome biogenesis in eukaryotes
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Significantly downregulated genes

Biological Process

Angiogenesis

Axon guidance

ECM organization
Cell adhesion

T T
0 5 10

T
15

I
20 25

-log10 (p-value)
KEGG Pathway

Axon guidance

Focal adhesion

|
0 2 4 ©

T
8

T T 1
10 12 14

-log10 (p-value)



