
Supplemental Table 1: Quality analysis of replicate experiment in Do-RIP-Seq assays using the Pearson 

correlation 

  I-1 I-2 I-3 P-1 P-2 P-3 

I-1 1.000           

I-2 0.978 1.000         

I-3 0.980 0.998 1.000       

P-1 0.963 0.993 0.991 1.000     

P-2 0.961 0.992 0.990 0.999 1.000   

P-3 0.963 0.992 0.990 0.999 1.000 1.000 

Numbers in the table refer to the Pearson correlation coefficients between DO-RIP-seq samples. 

Correlations were calculated using DESeq2 and R stats package. Read counts were calculated for all 

chloroplast genes using summarizeOverlaps in ‘Union’ mode. The counts were then normalized by 

‘regularized log’ transformation. Normalized counts were then used as input for ‘cor’ function using 

the Pearson method. I = input; P = pellet; numbers refer to numbers of replicates 

 


