Suppl. Figure S3
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Suppl. Figure S3. Comparison of SILAC-based quantifications between biological replicates.
(A) 1298 proteins were identified with at least 2 unique peptides and quantified in at least 2
biological replicates. Histogram of each replicate is shown. (B) 2248 phosphosites were

identified with high confidence and quantified in at least 2 biological replicates. Histogram of
each replicate is shown.



