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max entropy downstream splice site
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GC content of entire exon sequence
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max entropy 
upstream ss

max entropy 
downstream ss

exon 
length GC content

median length 
upstream intron

median length 
downstream intron

ints3 EX vs AS NC ns 1.55E-03 ns 3.15E-11 3.59E-06 9.12E-04
ints3 EX vs CR ns 3.07E-04 ns 4.19E-05 4.03E-08 1.45E-07
ints3 EX vs CS ns 2.31E-03 9.80E-15 3.91E-38 ns ns
ints9 EX vs AS NC ns ns ns 1.22E-03 ns ns
ints9 EX vs CR ns ns ns ns ns ns
ints9 EX vs CS ns ns 6.03E-08 9.18E-12 1.01E-05 4.91E-06
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