
UAACUCUUGUUUCAAUUCA a g u u g c AAAAGUUGAAAUCUUUCGCUUUUCACUAAAGUUUUUCGUGGAUUGGAUCAAAUAA - - GAGUUUAAAAAA - AUUUUUUAACCCUUCUGGGUU - AU - - - - - - -
AAUCUCUGGUGUCUCCUCA - - - - - u GUGCGGAUAAAUCUUUCGCCUUUUACUAAAGAUUUCCGUGUGGAGGCACAACACA a u GAGUCUAUACUC - GUUUUUUGCAACCUCGCCUCC - GGGCGGGGC
CCACUCUGGCAUCUCCUCA - - - - - c UUGCGGAUAAAUCUUUCGCCUUUUACUAAAGAUUUCCGUGUGGAGGUGCAGCACA a u GAGUCUAUAGAGu CAUUUUUGCACUG - CCCCGAC - - - GCGU - - -
UAACUCUGGUGUCUCCUCA - - - - - u UUGCGGAUAAAUCUUUCGCCUUUUACUAAAGAUUUCCGUGGGGAGGCACAAUACA a u GAGUCUUAUCUC - AUUUUUUCCAACUCCGUCCUU - GCACGGAGU
ACUCUCUGGUGUCUCCUCA - - - - - u UUGCGGAUAAAUCUUUCGCCUUUUACUAAAGAUUUCCUUGGGGAGGCACAACACA a u GAGUCUGAACUC - AUUUUUUACAACCCCGUCCGU c GGGCGGUGG
AUACUCUGGUUUCUCUUCA - - - - - - GAUCGCAUAAAUCUUUCGCCUUUUACUAAAGAUUUCCGUGGAGAGGAACAACUCU - - GAGUCUUAACCC - AAUUUUUUGAGGCCUUGCUUU - GGCAAGGCU
 :  : < < < <  -  - < < < < < < < < < < <  .  .  .  .  .  .  -  -  -  -  -  -  -  - < < < < < < < < _ _ _ _ _ _ _ _ _ _ _> > > > > > > >  -  -  - > > > > > > > > > > >  -  -  -  -  -  -  .  . > > > >  -  -  -  -  -  -  -  -  .  -  -  -  -  -  -  -  -  - <  - < < < < < < _ _ _ _ .  _ _> > > > > > >

a u c c c c u Gg g g c c a c u a c a . . . . . . u a u CGAA c a a g u c U c U c GCCUUUUAC u A g A g a c u u CCGu g u a g u g g c c c a a u u a a . . g g g g u u u a a a c u . AAUUUUUGg a a g c c c u u u u u u . u u a a g g g c u

- - ( ( ( ( - - ( ( ( [ ( ( ( ( [ ( ( - - - - - - - - - - - - - - ( ( ( ( ( ( ( ( - - - - - - - - - - - ) ) ) ) ) ) ) ) - - - ) ) ] ) ) ) ) ] ) ) ) - - - - - - - - ) ) ) ) - - - - - - - - - - - - - - - - - - ( - ( ( ( ( ( ( - - - - - - - ) ) ) ) ) ) )
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UAAAAGGGCCUCUGCUGUGCGUAGCACAGAAUCAGACA - - UACUUA - - - UGUUCGAUUCUGCGGAAUGGUCAUCAAGA
AAAAAGGGCUCCCACCGCACGUGGUGCCUAUCCCU - - - - - - - - - - - c c g - - - GGGAGCGGGCGGAAUGGCUAUCAAGA
UAAAAGGGCUCCGCGCG - UUGUGCGCAGGCCGGGUGCA - - - - - A - - - - - CGCGUUCGGCC - CGGAAUGGUCAUCAAGA
AAAAAGGGUUCCCACCUAG - - UGGUGACCGGUU - - - - - - - - UACCU - - - - - - - - - GCCGGGCGGAAUGGCGAUCAAGA
UAAAAGGGCCUUCGCCGCACGUGGCGACCGAUC - - - - - - CCUUCGU - - - - - - - - GGUCGGACGGAAUGGUGAUCAAGA
AAAAAGGGCUUCUGUCGUGAGUGGCACACGUAGGGCAA - - - CUCGA - - - UUGCUCUGCGUGCGGAAUCGACAUCAAGA
 :  :  :  :  :  :  : ( ( ( ( ( < < < < < _ _ _ _> > > > > < < < < < < < < < < < < _ _ _ _ _ _ _ _ ~ ~ ~> > > > > > > > > > > > < < < < < < < _ _ _ _ _ _ _ _ _ _

a AAAAGGGc g c c c Gc c c a g u g g g g C g CA c u g g g c c g c u u u c a u u c a ~ ~ ~ a g c g g c c c a g UGg Gg u AU g GC u a U c AAGA
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CAUUUCGGAGGAAUAAUGUUU - AGAAAUCGAGCUGCUAUGUUUCAUAUAA - CUGGCGCUCCU
CAUUCCGGGGGCGUAAUCUUU - GUCACUGGGGCAGCCGAUCAACCCGG - - - UUGGCGCCCCG
CAUUUCGGGGGCGUAUUCUUU - - GGCUGUGGUCUGUCCGCC - - - - - AUUCACGGACGGCCGU
CAUUCCGGGGACAUAAUAUUU - GACCUCUGGACAGUUGGCUACACCAGG - - CUGACGUCCUA
CAUUCCGAAGGUAAAAUCUUNNNNNNNNNNN - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
GAUUUCGGAAGCAUAAUUUUUUGGUAUUUGGGCAGCUGGUGAUCGUUGGUCCCGGCGCCCUU
> > > > > > > ) ) ) ) )  -  -  -  -  -  -  -  -  -  -  -  -  -  -  -  -  - < < < <  - < < < < <  - < < < < _ _ _> > > > > > > > > > > > >  :  :

c AU a u C c g g c g CAUAAUUUUU g u u a u u u g g g g c a Gc c g g u g c c c u u u g g g c c c g g C g c c c u u

) ) ) ) ] ) ) ) ) ] ) ) - - - - - - - - - - - - - - - - - ( ( ( ( - ( ( [ ( ( - ( ( ( ( - - - ) ) ) ) ) ) ] ) ) ) ) ) ) - -
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AUGCCUAAAUCUAAAGAGUAAGGAAAAUAAUGGCUGAGGAGGA a UACCGAGGCC g CCAAGAAUAACU - - - - - CUUGGGAAAAUUUUU -
AUGCCUUAAACUAAUGAGUAAGGAAAAUAGCAGAUCGGCUUGA - AACCCGAUC - - CCUAGCCUUGUA - - - - - CUAGGACCUAUUUUUG
ACGCCUUAAACUAAUGAGUAAGGAAAAUAACGCUCCGGUGGAA - UAACCGGUGU - GCUGGACUUGCU - - - - - CCAG - GCCUAUCUUUG
AUGCCUUAAACUAAUGAGUAAGGAAAAUAGCAGACCGGUUUGA c UUAUCGGUCC - CCAAUC - AUA - - - - - - - UUUGGGCUAUUGUUU -
AUGCCUUAAACUAAUGAGUAAGGAAAAUAGCAGAUCGGUUUGA - GACCCGAUCC - UCCGGACUUAGU - - - - - CCUGAAGU - AUUUUUG
AUGCCUUAAACUUAUGAGUAAGGAAAAUAACGAUUCGGGGUGA - CGCCCGAAUC - CUCACUGCUAAU - - - - - GUGAGACGAAUUUUUG
 :  :  : < < < < < _ _ _ _ _ _ _ _ _ _> > > > >  ,  ,  ,  ,  ,  ,  ,  , < < < < < < < < _ _ _ _ .  _ _> > > > > > > >  . < < < < < _ _ _ _ _ _ _ _ _ _ _ _> > > > >  -  -  -  -  -  -  -  -  -  -  -

g UGCCU u AAACUAAUGAGU a AGGAAAA u AA c g c g c c c g Gu U a A . CGC c g g g c g c . c c c g c u u u u u a u u c c u u g c g g g a u a AAUUUUUG

- - - ( ( ( ( ( - - - - - - - - - - ) ) ) ) ) - - - - - - - - ( ( ( ( ( ( ( ( - - - - - - - ) ) ) ) ) ) ) ) - ( ( ( ( ( - - - - - - - - - - - - ) ) ) ) ) - - - - - - - - - - -

AUAGGCCAAAGGUCGUCCCU - GAGUG - UCAGCUUACUUU - - GUUGGCCUCUU - GGUGUU - AUGAUCU u a a a GGCUU
U - GGGGUUAAGGCUGUCCCCGCGU - - - GGCCUCUACUUC - - AGGGCU - - GCCGGGCGCU a GCGGCCU - - - - GCCCU
CAGGGUGCAGGCCUU - - CUCUUCGUG - UCCUCCUACUCC g c GAGGA - UGCGUCGAUGAU - AGUGGCC - - - - UACCC
GCAGGGCAUAGGCUGUCC - - - UGUCGUGUCCCCUACUUA - - GGGACGUGGCGGCG - UUA - GCGGCCU - - - - GCCC -
C - AGGGUUCAGGCUGUC - CCUUCGUG - GCCCCCUACUUA - - GGGGC - UGCGGAGGCGCU a GCGGCCU - - - - GCCCA
AGCGGGUAAAGGUCGCCCUCAAGGUGACCCGCCUACUUU - - GCGGGAUGCCUGGGAGUU - GCGAUCU - - - - GCCCG
 -  - < < < < <  -  - < < < < < < <  -  - < <  - < < < < <  - < < < < < _ _ _ _ _ _ _ .  . > > > > >  - > > > > >  - > >  -  -  -  -  . > > > > > > >  .  .  .  . > > > > >

a a g g Gg c A a g Gg c c g c c c c c a g g g c c a c c c Gc CUACUUU . . g C g g g a g g c c c u g g u g u u . g c g g c C c . . . . g c C c c

- - ( ( ( ( [ - - ( ( ( ( [ ( [ - - ( ( - [ ( ( [ [ - ( ( ( ( ( - - - - - - - - - ) ) ) ) ) - ] ] ) ) ] - ) ) - - - - - ] ) ] ) ) ) ) - - - - ] ) ) ) )
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UUCUAC - - UUGU - UUCGAAAAUCGAUGGAACUA - AAAUACAUAGAGAAGAUUAGCAUGGCCCCUGCGCAAGGAUGACACGCAAAAUCGUGAAGCGUUCCUAAAAUAC
GUGUUG - c UUCGg UUUCACAUAUAUUAAAAUUGGAACAAUACAGAAAAGAUUAGCUUGGCCCCUGCGCAAGGAUGACACGAAAAAUCGUGAAGCGUUCCAUAUUUUU
GUACUC g c UUCGg CGGUACAUAUACUAAAAUUGGAACGAUACAGAGAAGAUUAGCAUGGCCCCUGCGCAAGGAUGACACGCAAAAUCGUGAAGCGUUCCAUAUUUUU
GUAUCU - c CUCGg AGGUACAUAUACUAAAAUUGGAACGAUACAGAGAAGAUUAGCAUGGCCCCUGCGCAAGGAUGACACGCAAAAUCGUGAAGCGUUCCAUAUUUGU
GUACUC g c UUCGg CGGUACAUAUACUAAAAUUGGAACGAUACAGAGAAGAUUAGCAUGGCCCCUGCGCAAGGAUGACACGAAAAAUCGUGAAACGUUCCAUAUUUUU
GUACUC g c UUCGg CGGUACAUAUACUAAAAUUGGAACGAUACAGAGAAGAUUAGCAUGGCCCCUGCGCAAGGAUGACACGCAAAAUCGUGAAGUGUUCUAUAUUUUU
GUGCUC g c UUCGg CAGCACAUAUACUAAAAUUGGAACGAUACAGAGAAGAUUAGCAUGGCCCCUGCGCAAGGAUGACACGCAAAUUCGUGAAGCGUUCCAUAUUUUU
< < < < < _ .  .  _ _ _ _ .  _> > > > >  :  :  :  :  :  :  :  :  :  :  :  :  :  :  :  :  :  :  :  :  :  :  :  :  :  :  :  :  :  :  :  :  :  :  :  :  :  :  :  :  :  :  :  :  :  :  :  :  :  :  :  :  :  :  :  :  :  :  :  :  :  :  :  :  :  :  :  :  :  :  :  :  :  :  :  :  :  :  :  :  :  :  :  :  :  :  :  :

g u c c c c . . UUCG . g g g g a c a U a U g g U a AA a UUGg AAC g AUACAGAGAAGAUUAGCAUGGCCCCUGC a CAAGGAUGACAC g u a u a a u a g AGA g a u g u a c c a u a UUUUU

( ( ( ( [ - - - - - - - - - ] ) ) ) ) - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
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