Figure 4 - figure supplement 3

Cluster
|

n =304

Cluster
I+H [1]
n=252

Cluster
I+H [2]
n =409

Cluster
Mix1
n=210

Cluster
Mix2
n=98

Cluster
Mix3
n=273

Cluster
Mix4
n=112

Cluster
Mix5
n=142

Cluster
stable

n=11796

Relative

ATAC-seq signal

o

=

o
|
o

1

2 2 0

1

2 -2 0

1

2 -2 0

1

2 2 0

1

2 -2 0

1

2 -2 0

1

(]

e

|

Relative
ATAC-seq signal

Il

e

d9
di13

il gL MO

Relative
gene expression

Ageing promoter clusters

Tissue expression

(TPM)
8 -
g ‘E‘ = T
rrrr1rrr1

80
1
]

40
1

0 40
1 1

H

(I

LIE]

[ IR
C1----+
t-4

rrrrr1rr1rr11
o Di .
o Jamlanss
SRI.
- 1 =Hodlan
e il E
oiwuﬂﬂ

T T T T T

Qo
©
g T T "'T
I T T I
B = o |
_,.l ,,!
[} 1
8—:||:'|
T
I
° DD:_L+
& - D
T 1111
Tygeess
S288¢g0 2>
s5rs3 &
zZ 0o

20

40

20

40

20

20

40

20

40

20

40

20

40

20

4

20

% with tissue-enriched

expression
[
S -

.=.|:|I:I_\:|__

1 ca

DD-:DD:

|=|:|=|i=||:|l:|

] O0e_o==

|:|I:I|:|

] i P
TEc o2 x
S28380
3Ezxs33 £

=z o

Enriched GO terms

-le type exopeptidase activity

[Cmembrane microdomain O MF
[Ccatalytic agtivity o BP
[[innate immune response o ccC
[CdefenseTesppnse
I I I 1
0 5 10 15 20 25
[apidal part of cell
i O MF
| collagen trimer | O BP
- o cc
| structural constituent of cutfcle
I T T T T 1
0 5 10 15 20 25
carboxypeptidase activit:
ypep y o
[ collagen trimer | @ BP
- - o cC
[ structural constituent of cuticle |
I T T T T 1
0 5 10 15 20 25
[Coxidation—reduction process
Mw activity o MF
[Corganig substance catabolic process O BP
WG b|nd|ng m CC
metabollc process
I I 1
0 5 10 15 20 25
[membiane rai
O MF
[[immune sstem process @ BP
o cc
defense résponse
I T T T T 1
0 5 10 15 20 25
o O MF
cytoskeletal protein binding = BP
o cC
I I I I I 1
0 5 10 15 20 25

[ oxidoreductase activity, acting on paired donors, with mcorpslll‘:a

m ion binding o BP
2. o CcC
monpoxygenase activity
I I I I I 1
0 5 10 15 20 25
Facromolecular complex
organelle O MF
Cbinding BP
cellular process O _CC
intracellular
T T T T T 1
0 5 10 15 20 25

-log10(adj—p.val)



