150

100

50

Ruminococcus champanellensis

self

|
unrelated




150

100

50

butyrate—producing bacterium

(o]
8
8
o o
(o]
8 o g o
8 ° 8 T
o o | 1 |
S ! : :
! o ! !
1 (? 8
E ——— : . — : :
I I I I I I I I I
father  father—child mother mother—child self sibling spouse twin unrelated




30

25

20

15

10

Peptoclostridium difficile

O O O o

self

|
unrelated




6000

4000

2000

Bifidobacterium breve

—_—

——

—_—

O 0O am®

O oo@®»

o
8

|
father

|
father—child

|
mother

|
mother—child

|
self

|
sibling

|
spouse

|

unrelated




20

15

10

Victivallis vadensis

|
mother

|
mother—child

|
self

|
sibling

|
spouse

twin

|
unrelated




400 600 800 1000

200

Bifidobacterium adolescentis

o0 O

o

:
8
e e e
8 | _— |
—5— 2 : I ° g I
— —— - —
I I I I I I I I I
father  father—child mother mother—child self sibling spouse twin unrelated




2000

1500

1000

500

Bifidobacterium longum

8

— B

5 :

I (]

— ° —_—
' : —4—

. —— ——— — L — =

I I I I I I I I
father father—child mother  mother—child self sibling spouse unrelated




Bifidobacterium dentium

O Coao

oO®@O O <GOamw

O QoG G O 00D O® 0 O

0059

(00)7

00€

00¢

00T

unrelated

self



30

25

20

15

10

Blautia obeum

—_—
1

[ ]

—_—
1

]

0O 0 0 0 0 0 ©

1
—_

|
father

| |
father—child mother

|
mother—child

|
self

sibling

|
spouse

|
twin

|
unrelated




4.0

3.5

3.0

2.5

2.0

Ruminococcus torques

|
father

| |
father—child mother

|
mother—child

|
self

|
sibling

|
spouse

|
twin

|
unrelated




Dorea formicigenerans

30

25

20

15

10

O 00 0O 0O O OO0 O0O0OO0OO0OO0OO0OOOO0OO0Oo

|

E
|

1 1 1 1
—_ 1 1 —_

I I I I I I I I I
father  father—child mother mother—child self sibling spouse twin unrelated




80

60

40

20

Dorea longicatena

-—————--- ~|OOOOOOOOOOOOOOOOOOOOOOOOOOOOOOOOOOOOOOOOOOOOOOOOOOOOOOOOOO

P : I ——
I I I I I I I I I
father  father—child mother mother—child self sibling spouse twin unrelated




Eubacterium ventriosum

50

40

30

20

10

—————————————~|OOOOOOOOOOOOOOOOOOOOOOOOOO [¢)

[ e NelNo]

N
[ ]

N — .

I I I I I I I I I
father  father—child mother mother—child self sibling spouse twin unrelated




400

300

200

100

Clostridium scindens

self

|
unrelated




100

80

60

40

20

Eubacterium hallii

o m—

|
father

| |
father—child mother

mother—child

self

sibling

|
spouse

|
twin

unrelated




400 600 800 1000

200

Ruminococcus gnavus

]
;
o
[o] e |
—_— 2 . ]
| | | | | | | |
father father—child mother  mother—child self sibling twin unrelated




1500

1000

500

Coprococcus eutactus

O 00 O@ O [eleX¢]

—_—

|
mother

|
mother—child

self

|
unrelated




1000 1500 2000 2500 3000

500

Clostridium sp.

o

= ————

—

|
father

|
father—child

|
self

|
sibling

|
spouse

twin

unrelated




200 300 400 500 600

100

Anaerostipes caccae

self

unrelated




80

60

40

20

Clostridium bolteae

e

|
mother

|
mother—child

|
sibling

— - - A{OOOOOOOOOOOOO [¢] (o] O 0 O 00O 000

unrelated




400 600 800 1000

200

Collinsella aerofaciens

E 0 '

1 o

' 1 |

[ [ [ [ [ [ [ [
father father—child mother  mother—child self sibling spouse unrelated




50

40

30

20

10

Clostridium leptum

[o]

o]

[o]

o

o

o

[o]

o

o

o

[o]

o]

[e]

o]

[o]

o]

o

o]

[o]

o]

[o]

o

o

o]

o

_— [}
| | | | | | | |

father father—child mother mother—child self sibling spouse unrelated




Clostridium spiroforme

o

| |
self unrelated




200 300 400 500 600

100

Anaerotruncus colihominis

amwo O

~oo

self

|
unrelated




25

20

15

10

Intestinibacter bartlettii

—

0O 0 0 06 0 0O 0 0O 0O 0O 0O 0O 0 0O 0 0 0 o

|

|
father

|
father—child

mother

|
mother—child

|
self

|
sibling

twin

|
unrelated




Erysipelatoclostridium ramosum

[ [ [ [ [ [ [
father father—child mother mother—child self sibling unrelated




40

30

20

10

Coprobacillus sp.

[e]

[e]

o

o

o

[e]

[e]

o

(o]

o

(o]

o

° E

| | | |

mother mother—child self unrelated




100

80

60

40

20

Coprococcus comes

RS E—

—]

|
father

| |
father—child mother

mother—child

self

sibling

|
spouse

|
twin

unrelated




60

50

40

30

20

10

Ruminococcus lactaris

—_—

]

———————————~|OOOOOOOOOOOOOOOOOOOOOOOOOOO 0000000

—_

|
father

| |
father—child mother

|
mother—child

o
o
o
o
_
1
1
1
1

self

|
sibling

|
spouse

|
twin

|
unrelated




100

80

60

40

20

Blautia hydrogenotrophica

self

|
unrelated




1500

1000

500

Veillonella parvula

oo

|
father

|
father—child

|
mother

|
mother—child

— l [ee] ) o oo Q0 O O ©O® A oo

unrelated




3.0

2.8

2.6

24

2.2

2.0

Eggerthella lenta

|
father

|
father—child

|
mother

|
mother—child

|
self

|
sibling

|
unrelated




6000

4000

2000

Butyrivibrio crossotus

— e —

000 OO0 D

oo

o
o

|
father

| |
father—child mother

|
mother—child

|
self

|
sibling

|
spouse

|
twin

unrelated




400 600 800 1000 1200

200

Eubacterium eligens

O® O® OO [ele]

@

O Q@mmuoo® O O

—

father

father—child mother

mother—child

self

sibling

|
spouse

|
twin

|
unrelated




60

40

20

Bifidobacterium angulatum

oo

1
—_—

|
father

|
father—child

|
mother

|
mother—child

|
self

|
sibling

|
spouse

|
unrelated




150

100

50

Collinsella intestinalis

|
mother

|
mother—child

self

|
unrelated




12

10

Actinomyces urogenitalis

self

|
unrelated




Blautia hansenii

o

08

09 oy

0¢




Veillonella dispar

Qoo 000 & ©

000 OGIO@® O 00 O OO0 O GO OGP O 000 00

000¥

_ _ _
000¢€ 000¢ 000T

self unrelated

mother—child

mother



400 600 800 1000

200

Bifidobacterium pseudocatenulatum

8
o
o
[o]
8
(-]
8
° (o]
o
o
o
o
8 —
I '—_I_—| —_— :
_ L | —
I I I I I I I I I
father  father—child mother mother—child self sibling spouse twin unrelated




25

20

15

10

Erysipelotrichaceae bacterium

self

|
unrelated




500

400

300

200

100

Ruminococcaceae bacterium

8
o
[o]
o \
o \
o :
| | | |
father father—child self unrelated




3.0

2.8

2.6

24

2.2

2.0

Bifidobacterium animalis

o

self

|
unrelated




Roseburia hominis

0000000000000000000000000000000000000F = =~ =~~~ = === ===

[e]e]e}

0L 09 09 ov 0€ 0¢ 0]

unrelated

self sibling spouse twin

mother—child

father—child mother

father



200 300 400 500 600

100

Roseburia inulinivorans

e o
el !—! |
[ [ [ [ [ [ [ [ [
father  father—child mother mother—child self sibling spouse twin unrelated




1500

1000

500

Eubacterium siraeum

[eX¢]

—

T
—_

O
e —

oo

|
father

| |
father—child mother

|
mother—child

self

|
sibling

|
spouse

twin

|
unrelated




250

200

150

100

50

Ruminococcus sp.

o
o
o
-9
o o X 9
_8 ° _— — R \
— — | | —— —— [ —
[ [ [ [ [ [ [ [ [
father  father—child mother mother—child self sibling spouse twin unrelated




80

60

40

20

Lachnospiraceae bacterium

self

|
unrelated




Turicibacter sanguinis

0€

14

0¢

aT

0T S




800

600

400

200

Bifidobacterium bifidum

—_—

8
]
I

[eleeleec: > )]

o
A~

|
father

|
father—child

mother

| |
mother—child self

|
sibling

|
spouse

unrelated




400 600 800 1000

200

Megasphaera micronuciformis

oDOO0O0 OO0

self

|
unrelated




Clostridium cf.

0ST 00T

09

unrelated

self



60

50

40

30

20

10

Faecalitalea cylindroides

|
mother

|
mother—child

|
unrelated




40 60 80 100 120 140

20

Coprococcus catus

1 - r _q_
I I I I I I I I I
father  father—child mother mother—child self sibling spouse twin unrelated




200 300 400 500 600

100

Roseburia intestinalis

—_—

—

8
o

4

G GEEEED GDO0O B0 OCHENEED

|
father

| |
father—child mother

| |
mother—child self

sibling

spouse

|
twin

|
unrelated




20

15

10

Clostridium symbiosum

|
mother

|
mother—child

self

|
sibling

|
unrelated




400 600 800 1000 1200 1400

200

Veillonella atypica

oo

:
E
8

@

%

|
mother

| |
mother—child self

unrelated




50

40

30

20

10

Veillonella sp.

father

|
father—child

self

|
unrelated




