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Supplemental Figure S7.

Intra-individual strain population stability (rmSNV profile similarity) at different ages by
birth mode. The circles represent group medians, and the lines span the inter-quartile range.

Intra-individual rmSNV similarity

Intra-individual rmSNV similarity

02 04 06 08 1.0

0.0

02 04 06 08 1.0

0.0

B
4***
20 70
) '
55 56
66
Neonate 6mo 1yr 2-10yr
Age
D
Birth mode .
Vaginal 5@
® Ceasarean
30041 46049 Gl 43
Neonate 6mo Tyr 2-10yr
Age

Significant differences between the birth modes are indicate with asterisks (beta regression; *

p<0.05; *** p <0.001). (A) All monitored species. (B) Actinobacteria. (C) Bacteroidia. (D)

Clostridia.
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