Supplementary file S2. Largest possible non-conflicting and bifurcating species tree for the QfO reference organisms 2013 based on the topologies of the six
species trees. The congruent tree includes 77organisms; alternative trees of the same size but with different species compositions are possible.

HUMAN___Homo_sapiens_ 9606
GORGO__ Garilla_goerilla__ 2595
PONAB__ Pongo_abelii__ 8601
NOWMLE___Momascus_leucogenys_ §1853
MACKU_ Macaca_mulatta_ 5544
CALJA_ Callithrix_jacchus__ 9483
——— OTOGA_ Otolemur_garmnettii__ 30611
— SPETR___Spermophilus_tridecemlineatus__ 43179
[ *IE RAT__ Rattus_nomwegicus__ 10116
MOUSE_ Mus_musculus__ 10080
—— RABIT__ Oryctolagus_cuniculus_ 9936
— _E BOWIN__ Bos_taurus__ 9913
PlIG__ Sus_scrofa_ 9823
_E AILME__ Ailuropoda_melanoleuca_ B545
CANFA__ Canis_familiaris___ 2615
— LOXAF _ Loxodonta_africana__ 9785
B — MONDO_ Monodelphis_domestica___ 13616
L sARHA  Sarcophilus_harisii_ 9305
CORNAN__ Oritharhynchus_anatinus__ 9258

’_|£ MELGA_ Meleagris_gallopawo__ 5103

CHICK ___Gallus_gallus__ 2031

L TAEGU__ Taeniopygia_guttata_ 59720
1 ANOCA  Anolis_carolinensis__ 28377
XENTRE__¥enopus_tropicalis__B364
LATCH_ Latimeria_chalumnaes__ 7887

GASAC _ Gasterosteus_aculeatus_ 59203
TETHG___Tetraodon_nigrowviridis__ 29283
TAKRU__Takifugu_rubripes__ 31033

COREMNI__Oreochromis_niloticus__ 8128
CORYLA_ Oryzias_latipes__ 2080

DANMRE_ Danio_rerio__ 7E55

— CIO5A_ Ciena_savignyi__ 51511

L CIOIN__Ciona_intestinalis__ 7719
STRPU__Strongylocentrotus_purpuratus__ 7GEE
ANODA  Anopheles_darlingi__ 43151
AMNOGA_ Anopheles_gambiae__ 7165
AEDAE_ Aedes_aegypti_ 7159

DRCPS_ Drosophila_pseudoobscura__ 46245
- DROME__ Drosophila_melanogaster_ 7227
ATTCE__Atta_cephalotes 12957
APIME__Apis_mellifera__ 7450

PEDHC__ Pediculus_humanus__ 121224
DAPPU__ Daphnia_pulex_ G860

IXOSC_ Ixodes_scapularis_ 6945
NEMYWE__Mematostella_wvectensis__ 45351
TRIAD__ Trichoplax_adhaerens__ 10228

E NEUCR___Meurospora_crassa___ 367110

NECHY___Mectria_haematococca_ BE0122
GIBZE__ Gibberella_zeae_ 220533
—— SCLS1__ Sclerotinia_sclerotiorum__ G85079
AJECG_ Ajellomyces_capsulata__ 447093
COCIM__Coceidioides_immitis__ 246410
ASPFU__Meosarorya_fumigata__ 330879
EMEMI__Ermericella_nidulans__ 227321
TUBMM__Tuber_melanosporum__ 856061
YEAST___Saccharomyces_cerevisiae_ 550202
ASHGEO__ Ashbya_gossypii__ 284811
YARLI_ Yarrowia_lipolytica_ 284591
SCHPO__Schizosaccharomyces_pombe_ 284812
I_ USTMA_ Ustilago_maydis__ 237831
COPCY__Coprinopsis_cinerea__ 240178
CRYMJ__ Cryptococcus_neoformans___ 214684
EWNCCU__ Encephalitozoon_cuniculi__ 284813
ORYSJ__ Oryza_sativa__ 30047
BRADI__Brachypodium_distachyon__ 15368
SOREBI__Sorghum_bicalor__ 4558
SOLTU_ Solanum_tuberosum__ 4113
SOLLC_ Solanum_lycopersicum__ 4081
WITWI_ Witis winifera_ 29780
ARATH__Arabidopsis_thaliana__3702
PHYPA__ _Physcomitrella_patens___ 3218
CHLRE__Chlamydomonas_reinhardtii___ 3055
SYNY3__Synechocystis__ 1111708
GLOWI_ Gloeobacter_violaceus_ 251221
BERADU__ Bradyrhizobium_diazoefficiens_ 224911
PSEAE_ Pseudomonas_aeruginosa__ 208964
ECGLl__ _Escherichia_coli_ 83333
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