Relative Abundance

120

Source:

Scannumber: 3955

Protein:

Peptide Score: 123.63

Bibo_20120802_RM_MSCO5781

Method: FTMS; HCD; 1
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Relative Abundance

120

Source:
Scannumber:
Protein:

Peptide Score:

Bibo_20120802_RM_MSCO5781
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Method: FTMS; HCD; 1
¥e ¥7— ¥a ¥a3 ¥a ¥x ¥z VWi
R I G M{DID|D IR |G}|P I R _
bs bs ba ba b> bs
i bs i
| Vs 5752082, I
i 600.2212 Lo -
- o
_ 0
- ys—NHz | : §
. 582.2947 | 1]
| -3
B yva—NH:z _g é
TE 468.2677 , i
i ! L |
229.19322 ba ; ) -
i | B 4 : be g
| | 2 460.1973 | i
va-NHz{ 345702 ¥ i i ¥s Lo S
- 312.1666, | | e E be-NHsz 1018.427 e
’ o 485.2943 : 673.2246 | ¥e o
' ¥ vz » be-Hz0 7153452 vs-NHs I
- 175.119 2721717 b«-NHz 672.2406, | bz be 1001.411 | o
. vz-NHz 431707 | L HEB 902.3727 ' ™
- 255.1452] yz-NH: 0
1 || ve-NH §13.2486 | ; 5 0
1 ' 698.3216 : : | i
L ) l LI |l L] III L) || l LI | ! Il M ' L L L |' L L ll L) L) |l L] l. L) 'l LA | I' |l L L L L ll II ll LI ) Il L l | L I LI ll L L L L L I L L L L I LBl
100 200 300 400 500 600 700 800 300 1000 1100 1200
mjfz [amu]

X



Relative Abundance

120

Source:

Bibo_20120802_RM_MSCO5781

Scannumber: 6359
Protein: COFB2; COPB2; hCG_17220; P3560E; B4D2I8
Peptide Score: 143.96
Method: FTMS; HCD; 1
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bz bs bsa ba ba b> bs
[
¥o :
1016.537 [
[ o
y= i
929.5051 [ o
¥ be b 5 X
x | [
147.1128 709.2264 - [
| o \{3 bs i 894 4064 | N
5 zzs.c:)ssz 374.2398 — Ve 5 f -
Ay betr v FoLE ve  beHi0 | :
120.0863 355.1‘668: “at:;gz 5733‘3;55 vs—NHs 800.4:625 876.39:595 - .
bz | o ! 684.2675 | | bz | ; i
L : i bl 780.3635 : i
Yz 354.1‘,408: Ve | 5 | : [
260.1969 ; | ! ! . [
! : 445.2769 | ; . -
llllll L) !II!III!IIIIIIIIIII|IIIllllllllllllll'l l|l|l|l|l|l|l I|IIII lllllllllllll Illlllllllllllll llllllllli-D
200 300 400 500 600 700 s00 300 1000 1 00 1 200

[s80 1] Ausuayu|

X



Relative Abundance

120

Source:

Bibo_20120802_RM_MSCO5781

Scannumber: 6733
KIFSA; NKHC1; KIFSE; KNS; KNS1; hCG_37538; KIAADS3T; KIFSC; NKHC2; Q12840; ASDEYE; BOINS7; B2RCP3; P33176; ABKD43; D3DRXE; Q2TAS0D; QEEK4E; QEP164; OB0282-1; OB0282;
Peptide Score: 97.91

Protein:

Method:

H

FTMS; HCD; 1
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Source: Bibo_20120802_RM_MSCO5781
Scannumber: 7560

Protein: MAT; PNMAY; QE8NDS0; QEIAPZ
Peptide Score: 89.55
Method: FTMS; HCD; 1
¥Yim ¥ ¥u ¥7> ¥Ya ¥a ¥z ¥
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Relative Abundance

120
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Source: Bibo_20120802_RM_MSCO5781
Scannumber: 75395

Relative Abundance

120

Protein: HLAC; HLA-C; HLA-Cw; HLA-CW. HLA DAGE-115113.1-001; DASS-311G1.3-001; HLC-C; DAGEB-115113.1-004; DASS-311G1.3-004; HLA-C; DADB-104B20.5-004; HLA-C; HLA-Cw; HLA-C;
Peptide Score: 81.3]
Method: FTMS; HCD; 1
Yis Y1z ¥11 Yim ¥r ¥n ¥Ya ¥=a ¥s ¥z ¥
_ T H VITH H PI"v"lSDHlE AITlLIR
bz bz bs ba ba bim
n
be -
429.22
Yio
vz 1124.569 =
be** 925.4453 bio w &
357.1775 Vs | 1111.528 3
bz! 589.2204 H Z
338.1823 | —
bz b;-f-ﬁlzo bs-Hz:D ve %
239.1:139 2201717 558.2782 | S e SR
1 ' BB ' 3
175.119 Pl ovs be ¥o
5 yz | |3B9.2507 | 713.3478 1027.517
288.203 | | : ' Yy -
] | | 1261.628 e
T 5 viz 1598.802
| \ Lo |“ | HI' I | 1298.687 '
i AT Y 1 Y Y | |k
200 400 600 s00 1000 1200 1400 1600 1800
m/z [amu] Qﬂ




Relative Abundance

Source: Bibo_20120802_RM_MSCO5781
Scannumber: 7671

Protein: H1FX; Q92522
Peptide Score: 89.23
Method: FTMS; HCD; 1
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120

Relative Abundance

Source: Bibo_20120802_RM_MSCO5781
Scannumber: 763939

Protein: ATPSKY; PAPSS; PAPSST; hCG_20320; ©043252; QOSBWS; Q4WSFD; Q4WSH3; QEIAXE; B7Z4W3
Peptide Score: 105.03
Method: FTMS; HCD; 1
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Relative Abundance

120

Source:

Scannumber: 7833

Protein:

Peptide Score: 100.88

Method:

FTMS; HCD; 1

Bibo_20120802_RM_MSCO5781

DC44; FUNDC2; HCBPE; HCC3; PDO3104; FUNDC2Z; QSBWH2Z; BSMEO3
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Source: Bibo_20120802_RM_MSCO5781
Scannumber: 7843

Relative Abundance

120

Protein: HLA-A; HLA-A*02; DADB-123D08.3-002; HLA-A; HLAA HLA-A DAGE-30CT1.16-002; HLAW HLA-A HLA-A*0226; DADB-123D8.3-001; HLA-A HLAWG HLA-A DASS-T01TNS.7-001; HLA-A®3
Peptide Score: 96.59
Method: FTMS; HCD; 1
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120

Relative Abundance

Source:
Scannumber:
Protein:
Peptide Score:
Method:

Bibo_20120802_RM_MSCO5781

8000

Clorfl 76; DEM1; Q3H730
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FTMS; HCD; 1
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Relative Abundance

120

Source:

Bibo_20120802_RM_MSCO5781

Scannumber: 8400
Protein: DNAJZ; DNAJAY; HDJ2; HS)2; HSPF4; hCG_30269; RP11-54K16.1-001; P31689; QST7QO; Q26TLI
Peptide Score: 163.27
Method: FTMS; HCD; 1
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Relative Abundance

120

Source:

Bibo_20120802_RM_MSCO5781

Scannumber: 8405
Protein: DNAI2; DNAIAT; HDJ2; H5J2; HSPF4; hCG_30269; RP11-54K16.1-001; P31683; QST7Q0; Q86TLY
Peptide Score: 106.58
Method: FTMS; HCD; 1
Yim ¥r ¥u ¥7 ¥a ¥a ¥a ¥x ¥z Y
H YlNIGIE ALY ElDIDIElHIHIPlR
bz bs bs ba ba b>
Vs R be-Hz0
vz 6752221 D5=NHz ol 654.2621 I
2721717 | 584.21 ' bs
b | e01.p36s -
. bs—H;O '
415.1;724 582.2259 .
Vi be Lo i
409.2B06 ' v=
P ACEINER b ¥z 1024 429 ——
! | 67?.2?36 905.286 | 3
E :: | N (41
bz . bs—zﬂle ys g
301.1295 ! - L8
| 655‘24;7‘.5 1197.492 e Z
{ ! | —
| { { L —
| ve s o
; 546.2895 ! i &
§ bz "
; 835.2269
¥ . ! : Yio N
175.:119 g § ve 126:8.'529 ]
be-NH: ! 790.2591 '
455.167 ! | )
llllllllllllllIII|l|ll| l|||lllllllll IIIII ll'lllllllll lll|l|l|llllllllllllll LI} lllllllllllllllIlllllllllllllllllll LN B A B A lllllllllllllllllll'llllllllllllllllll D
100 200 300 400 500 600 700 800 00 1000 1100 1200 1300 1400 1500 1600
m/fz [amu] Qﬂ



Relative Abundance

120

Source:

Bibo_20120802_RM_MSCO5781

£
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Scannumber: 8423
Protein: DNAJZ; DNAJAY; HDJ2; HS)2; HSPF4; hCG_30269; RP11-54K16.1-001; P31689; QST7QO; Q26TLI
Peptide Score: 185.87
Method: FTMS; HCD; 1
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120

Relative Abundance

Source: Bibo_20120802_RM_MSCO5781
Scannumber: 8442

Protein: END7; EFB72; STOM; P27105; B4D2KE; B4E2VS
Peptide Score: 89.25
Method: FTMS; HCD; 1
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Relative Abundance

120

Source:
Scannumber: 8479

Protein:
Peptide Score: 55.21
Method: FTMS; HCD; 1
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Bibo_20120802_RM_MSCO5781
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Relative Abundance

120

Source:

Scannumber:

Protein:

Peptide Score:

Bibo_20120802_RM_MSCO5781

8393986

BTN3A3Z; C3INZ3

153.67

Method: FTMS; HCD; 1
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Relative Abundance

120

Source:

Bibo_20120802_RM_MSCO5781

Scannumber: 9041
Protein: EFB41L2; EFB41L2; 043431; QERE)7; EIPMVE; EIPNE4; ESPMGE; QB25K4
Peptide Score: 135.86

Method: FTMS; HCD; 1
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Relative Abundance

120

Source:
Scannumber:
Protein:

Peptide Score:

Bibo_20120802_RM_MSCOS5781
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LISCH; LSR; LISCH; LSR; LISCH; LSR; LSR; Q86X23-1; Q86X23; Q86X23-3; Q86X23; ESPHD4; QENBMO; QIBT33; QIBWS2; QB86X29-2; Q86X23; AENDW3; B4DKL4
83

Method: FTMS; HCD; 1
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Relative Abundance

120

Source: Bibo_20120802_RM_MSCO5781

Scannumber: 9116

Protein: LISCH; LSR; LISCH; LSR; LISCH; LSR; LSR; Q86X29-1; Q86X29; 86X29-3; Q86X23; ESPHD4; QENEMO; QSBT33; QIBWS2; QB36X29-2; QB86X29; ABNDWS; B4DKL4
Peptide Score: 77.38
Method: FTMS; HCD; 1
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Relative Abundance

120

Source:

Scannumber:

Protein:

Peptide Score:

Method:

Bibo_20120802_RM_MSCO5781

9207

TOP2A; TOPZ; TOP2ZA; TOPZ; TOP2ZA; TOPZ; TOP2ZA; TOP2ZA; TOP2; TOP2A; C3J4C3; P11388-4; P11388; P11388-3; P11388; C3J5P2; P11388-2; P11388; C3JGD1; P11388-1; P11388

87.57

FTMS; HCD; 1
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Relative Abundance

120

Source:

Bibo_20120802_RM_MSCO5781

Scannumber: 11476
Protein: PPPZRIA; hCG_19686; P30153; ASK3HS; ASKZEB7; B4DDF7; B4DQY1; B3KQVE; B4DEES; ESPH33; Q8NBS3; B4E1QOD
Peptide Score: 103.7
Method: FTMS; HCD; 1
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Relative Abundance

120

Source:

Bibo_20120802_RM_MSCO5781

Scannumber: 12721
Protein: P12763
Peptide Score: 99.57
Method: FTMS; HCD; 1
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Relative Abundance

Source:

Bibo_20120802_RM_MSCO5781

Scannumber: 13266
Protein: FAME4A; FAME4A; QSBSJE-1; QIBSJE; Q3BS)E-2; QIBS)E
Peptide Score: 80.3]
Method: FTMS; HCD; 1
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Relative Abundance

120

Source:

Bibo_20120802_RM_MSCO5781

Scannumber: 13294
Protein: ATP2B1; PMCAY; ATP2B1; PMCAY; ATP2B2; PMCAZ; ATP2BZ; ATP2B4; MXRAY; ATP2B2; ATP2B4; MXRAL; ATP2BZ; PMCAZ; ATP2BZ wvariant protein; ATPZB1; PMCAL; ATPZB3; ATP2BZ; PMCA
Peptide Score: 125.97
Method: FTMS; HCD; 1
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Relative Abundance

120

Source:

Bibo_20120802_RM_MSCO5781

Scannumber: 13307

Protein:

Cl0orfe6; CUEDCZ; HOYSE, QIH4E7

Peptide Score: 110.8

Method:

YII DINjGQ |V VISITIKIG E|R

FTMS; HCD; 1
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Relative Abundance

120

Source:

Bibo_20120802_RM_MSCO5781

Scannumber: 13575
Protein: CDKSRAP3; ICS53; MSTPO16; OK/SW-cl.114; PP1553; CDKSRAP3; IC53; MSTPO16; OK/SW-cl.114; PP1553; CDKSRAP3; ICS53; MSTRO16; OK/SW-cl.114; PP1553; QI6JBS-1; QIEJBS; QIEJBS-!
Peptide Score: 107.29
Method: FTMS; HCD; 1
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Relative Abundance

120

Source:
Scannumber: 13582
CDKSRAP3; IC53; MSTPO16; OK/SW-cl.114; PP1553; COKSRAP3; IC53; MSTPO16; OK/SW-cl.114; PP1553; CDKSRAPS; IC53; MSTRPO16; OK/SW-cl.114; PP1553; Q36)B5-1; Q9E6JBS; QIE6)BS-:
Peptide Score: 81.59
Method:

Protei

n:

Bibo_20120802_RM_MSCO5781

FTMS; HCD; 1
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120

Relative Abundance

Source: Bibo_20120802_RM_MSCO5781
Scannumber: 13762

Protein: GOSR1; G528; GOSR1; ©85243; ASKSRE; EIPCW; QI9BZZ3; B4DQAS
Peptide Score: 110.84
Method: FTMS; HCD; 1
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120

Relative Abundance

Source: Bibo_20120802_RM_MSCO5781
Scannumber: 13815

Protein: ZFANDZB; hCG_1730765; ZFAND2B; ZFAND2E; Q28WV39-1; Q3W\V3S9; B4DEN4; B3KQBO; ESPFUS; EFEVOS; Q8WWI3-2; Q8WWII; ASKIA?
Peptide Score: 132.29
Method: FTMS; HCD; 1
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Relative Abundance

Source:

Bibo_20120802_RM_MSCO5781

Scannumber: 15026
Protein: CENFU; ICEN24; KLIP1; MLF1IP; FBIP1; MLF1IP; MLF1IP; CENFU; ICEN24; KLIP1; MLF1IP; FBIP1; Q71F23-1; Q71F23; ASKSD2; QDIGN1; QDIGN2; ASDSX7; DERIS4; Q71F23-2; Q71F23
Peptide Score: 47.82
Method: FTMS; HCD; 1
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Relative Abundance

120

Source:

Bibo_20120802_RM_MSCO5781

RPL1 3A; RP11-365K22.1-001; hCG_1938057; RPL] 3a; P40423; QOVGLS; Q53H34; QSQTS3; QSVY36; Q8J015; QIBSQE
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Scannumber: 15157
Protein:
Peptide Score: 96.17
Method: FTMS; HCD; 1
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120

Relative Abundance

Source: Bibo_20120802_RM_MSCO5781
Scannumber: 163961

Protein: HCNGP; HTRG; HTRP; SAP30BP; HCNGP; HTRG; HTRP; SAP30BP; DKFZpS86L2022; QSUHRS-1; QIUHRS; QSUHRE-2; QIUHRS; QES59GE
Peptide Score: 147.37
Method: FTMS; HCD; 1
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Relative Abundance

120

Source:

Bibo_20120802_RM_MSCO5781

Scannumber: 16963
Protein: BSG; UNQESOS/PRO21383; BSG; UNQESOS/PRO21383; hCG_20562; hEMMPRIN; BSG; hCG_20562; BSG; hCG_20562; P35613-1; P35613; B4DNET; P35613-2; P35613; B4DY23; QE4A51; AE
Peptide Score: 103.83
Method: FTMS; HCD; 1
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Relative Abundance

120

Source:

Scannumber: 17521

Bibo_20120802_RM_MSCO5781

Protein: ESRGO4
Peptide Score: 80.98
Method: FTMS; HCD; 1
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Relative Abundance

120

Source:

Bibo_20120802_RM_MSCO5781

Scannumber: 17785
Protein: CAPRINT; GPIAPY1; GPIP137; M1151; CAPRINT; GPIAPY1; GPIP137; M1151; Q14444-1; Q14444; B3KXUS; Q14444-2; Q14444; B4DSFS; ESPEKE; ESPLAS; ESPP31
Peptide Score: 93.1
Method: FTMS; HCD; 1
¥Yim ¥ ¥u ¥7 ¥Ya ¥a ¥Ya ¥x ¥z Y
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Source: Bibo_20120802_RM_MSCO5781
Scannumber: 17789

Protein: AKAPZ; KIAADS20; PRKAZ; AKAPZ: KIAADS20; PRKAZ; AKAPZ; KIAADS20; PRKAZ; RP11-470)J20.3-007; AKAPZ; KIAADI20; PRKAZ; AKAPZ; KIAADS20; PRKAZ; AKAPZ; Q9Y2D5-4; QI9Y2DS; Q
Peptide Score: 94.72
Method: FTMS; HCD; 1
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Relative Abundance
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Relative Abundance

120

Source:
Scannumber:
Protein:

Peptide Score:

Bibo_20120802_RM_
17907

MSCO5781

RAB7; RABFA; RABZA; RABZA; RABFA; RABFA; RABZA; RABFA; PS1143; B4DPHS; €3)853; C9)532; C9J4VD; CIIZ20; €9)454; CI)7D1

131.28

Method: FTMS; HCD; 1
¥Yim ¥ ¥u ¥7 ¥Ya ¥a ¥Ya ¥x ¥z Y
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Relative Abundance

Source: Bibo_20120802_RM_MSCO5781
Scannumber: 18086

Protein: HMGE1; RP11-550P23.1-002; HMG1; HMGET; HMGTLT; HMGBTLT; HMGE1; RP11-550P23.1-003; ESPFFD; QSTZCE; POS423; BZRPKD; B3KQOS; BFZ365; QS3GWI; QST7C4

Peptide Score: 101.3
Method: FTMS; HCD; 1
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Relative Abundance

120

Source:
Scannumber:

Protein:

Peptide Score:
Method:

Bibo_20120802_RM_

18341

MSCO5781

KIAAT433; NPL4; NPLOCY: KIAAT433; NPL4. NPLOC4; QBTATE-2; QBTATE; EFEVDS; QB8TATE-1; Q8TATE

11241
FTMS; HCD; 1
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120

Relative Abundance

Source: Bibo_20120802_RM_MSCO5781
Scannumber: 18520

Protein: GNAIZ; GNAIZE; WUGSC:H_LUCATE.1; GNATS; GNAIT; GNATZ; GNATC; cone transducin alpha subunit; hCG_40256; RPS-1160K1.4-001; GNAIZ; hCG_1937731; RPS-1160K1.2-001; GNAT
Peptide Score: 131.04
Method: FTMS; HCD; 1
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Relative Abundance

120

Source:

Scannumber:

Protein:

Peptide Score:

Method:

Bibo_20120802_RM_MSCOS7831
18841

CON__Streptavidin

192.55

FTMS; HCD; 1
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Relative Abundance

120

Source:

Bibo_20120802_RM_MSCO5781

Scannumber: 18844
Protein: ISOT3; USP13; Q92395; ASK253; B4DYF3
Peptide Score: 92.64
Method: FTMS; HCD; 1
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Relative Abundance

120

Source:

Bibo_20120802_RM_MSCO5781

Scannumber: 18852
Protein: CON__Streptavidin
Peptide Score: 206.59
Method: FTMS; HCD; 1
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Relative Abundance

120

Source: Bibo_20120802_RM_MSCO5781

Scannumber: 18864

Protein: CON__Streptavidin
Peptide Score: 170.16

Method: FTMS; HCD; 1
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Relative Abundance

120

Source:

Bibo_20120802_RM_MSCO5781

Scannumber: 183977
Protein: ALY; BEF; THOC4; ESFBE]; Q8EVE]
Peptide Score: 94.3]
Method: FTMS; HCD; 1
¥e» ¥m ¥7 ¥Ya ¥3 ¥a ¥x ¥z Wi
_ S L GITIAlDIVIHIFIEIR
bz
- ‘V4 = M
T ; 588.2889 )
_ o —
@ 3
7 i (1]
- v Y& vz i g
- s 802.2842 - -
i vz 687.3573 : 873-‘:2” LS "E
451.22 : | ;
1 : ve—NHz ) ®
571.2623 vz—-NHz |
- bz 3 670.3207 B856.3948 L=
\ 1 1 o
] 201.1224 | i
E 1 , yz—-NHz E :
4 17sne = 424.2034 | .
- | Vo | o
_ ¥z : : vz 1021.49 (N
304.1615 { ! 974 469 5
1 I : ; ; ve—NHz ' -
- : 785.3577 .
L l L Ll L l| L L Ll L l L Ll l“l L ll II ld I|l Ll |II l|l| ! L lll I' I|II'II L L LJ L LJ ' LJ L LJ L LJ l||l‘ ll ' LJ L LJ L LJ L LJ L LJ |I|I|l| L L) lI L) L L) L L) ll L L) ll L) L L) ll L) ll L) L L) L llll L) .l.l l L) L L) L Ll L Ll L
100 200 300 400 500 600 700 800 300 1000
m/z [amu] lﬂ



Relative Abundance

120

Source: Bibo_20120802_RM_MSCO5781

Scannumber: 19017

Protein: FAMI 734 FAMI 734 FAMI 794 QBAUX3-1; QBAIXS; QBAIX3-2; QBAJK3; B4DLF7; BSMCNS; EZEWLS; C3WI

Peptide Score: 93.1
Method: FTMS; HCD; 1
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Relative Abundance

120

Source:

Bibo_20120802_RM_MSCO5781

Scannumber: 19348
THRAP3; TRAP150; Q9Y2W1; QOSD20; QEPOP7; QERIV4E; Q72501
Peptide Score: 99.75

Protein:

Method:
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FTMS; HCD; 1
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120

Relative Abundance

Source: Bibo_20120802_RM_MSCO5781
Scannumber: 19387

Protein: FAMI73A; FAMI73A; FAMI73A; Q6AJX3-1; QBAJK3; Q6AIK3-2; Q6AJK3; B4DLF7; BEMCNS; EFEWLS; C3JW1
Peptide Score: 85.96
Method: FTMS; HCD; 1

¥Yim ¥e ¥x ¥z ¥

L Af'aAa C H § E VL|IT|G|K

bI b' bII bll

N
| O
0
=X
= -
o I
vz | ” 2
204.1243 4
1 o L |
Nl:-l bz vio—NHz ;
Lo 868.3982 bs 1084.509 o ®
e ; 981.4822 i b =
| | bz-H:z0 E bio n i
LA 850.2676 bs-H:0 108253 1139:551 I
147.1128 | | ¥z | 962.4717| b
] | | | 11-Hz0
| b 205.1819 b b1o-Hz0 o _O
v1-NH:z ' : | 1064.519 O
120.0863 : | -
B e | | |
418.266 | ‘ | l ‘
L I L l l l ! LI ll L I ) IIII LI l]' L) || L) .l l'l L] ! LI ll L L L Il L D

i
T T T
100 200 300 400 500 600 700 800 900 1000 1100 1200 1300 1400

mjfz [amu] Lﬂ



Relative Abundance

120

Source:

Bibo_20120802_RM_MSCO5781

Scannumber: 19439
Protein: PCNAC P12004; B4DUAZ; QBFHFS; QBFI3S; QFZEBAL; Q7Z6A2; Q7ZEA3
Peptide Score: 93.84
Method: FTMS; HCD; 1
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Relative Abundance

120

Source:

Bibo_20120802_RM_MSCO5781

Scannumber: 13700
Protein: PROS27; PSMAE; hCG_21177; PSMAE; PEOS00; B4DCQR4; B4DX)9; QIBZ293
Peptide Score: 110.66
Method: FTMS; HCD; 1
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Relative Abundance

120

Source:

Bibo_20120802_RM_MSCO5781

Scannumber: 20241
Protein: ESPR33
Peptide Score: 44.3
Method: FTMS; HCD; 1
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Relative Abundance

120

Source:

Bibo_20120802_RM_MSCO5781

[3ag 1] Aisuayu)

Scannumber: 21360

Protein: BEK; FGFR2; KGFR; KSAM; hCG_1811153; BEK; FGFRZ; KGFR; KSAM; FGFBR; FGFR1; FLG; FLTZ; BEK: FGFR2; KGFR; KSAM; FGFBR; FGFR1; FLG; FLTZ2; BEK; FGFR2; KGFR; KSAM; FGFER; FGFR]

Peptide Score: 113.83

Method: FTMS; HCD; 1
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Relative Abundance

120

Source: Bibo_20120802_RM_MSCO5781
Scannumber: 22179

Protein: hCG_1984907; B4DRFS
Peptide Score: 154.34
Method: FTMS; HCD; 1
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Relative Abundance

120

Source:
Scannumber:
Protein:
Peptide Score:
Method:

Bibo_20120802_RM_MSCOS57231
225822

hCG_19843907; B4DRFS

154 .34

FTMS; HCD; 1
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120

Relative Abundance

Source: Bibo_20120802_RM_MSCO5781
Scannumber: 22700

Protein: hCG_1984907; B4DRFS
Peptide Score: 154.91
Method: FTMS; HCD; 1
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120

Relative Abundance

Source: Bibo_20120802_RM_MSCO5781
Scannumber: 23085

Protein: hCG_1984907; B4DRFS
Peptide Score: 162.44
Method: FTMS; HCD; 1
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Relative Abundance

120

Source:

Bibo_20120802_RM_MSCO5781

Scannumber: 23323

Protein
Peptide
Method

P

: hCG_1984307; B4DRFS
Score: 152483
: FTMS; HCD; 1

¥+ ¥ ¥z W

¥z

401.2871

vz—-NHz

284.2605

be

484.2554

b4—Hz(:)

{
L i

| 466.2449 |

Y
587.2664

bs

597.2395

bs-Hz0
579.2289

ya-NHz |

570.2398

siwlL|L|r _
bz bs ba
bz
185.0921
Vi
75.119
bz—qu
167.0815 | ¥z
P 288.202
vz-NH&
271.1765 |
yi-NHz | |
158.0924
L) L) L) ! Ll I L ! Ll |l I| L L L lll III ! L L L
150 200 250 300

1 T
330 400

Ll I Al
430

T
500

mjfz [amu]

550

T
600

T
650

T
700

T
7350

g0
[z801]Ansuayu|



Relative Abundance

120

Source:

Bibo_20120802_RM_MSCO5781

Scannumber: 23572

Protein: hCG_1984907; B4DRF8
Peptide Score: 162.44
Method: FTMS; HCD; 1
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Relative Abundance

120

Source:
Scannumber:
Protein:

Peptide Score:

Method:

gl

Bibo_20120802_RM_MSCO5781

23854

PPM1A; BZRSE4; BSBUDS

46.07

FTMS; HCD; 1
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Relative Abundance

120

Source:
Scannumber:
Protein:
Peptide Score:
Method:

Bibo_20120802_RM_MSCO5781

25220

FAMIOAL; HIF; SNCE; ST13; AAGZ; hCG_1730373; FAMI0A4; RP3-408N23.5-003; ST13; PSOS02; B4EOUE; B7Z2A40; QOUSE; QI1XBUE; Q2TU77; Q8IZP2; B1AHNS, DEWS07; Q3KNRE

148.18
FTMS; HCD; 1
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Relative Abundance

120

Source:
Scannumber:
Protein:

Bibo_20120802_RM_MSCO5781

Peptide Score:

2550
HGS; HRS; HGS; HRS; 014364-1; 014364 EFEUS3; O14364-2; 014364, B4DFPS; B4E1E2
94.82

Method: FTMS; HCD; 1
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Relative Abundance

120

Source:

Bibo_20120802_RM_MSCO5781

Cl1orfS39; PP7157; QBIAAS; B4DUK2

Scannumber: 33424

Protein:

Peptide Score: 97.91

Method: FTMS; HCD; 1
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120

Relative Abundance

Source: Bibo_20120802_RM_MSCO5781
Scannumber: 33485

Protein: RPN1; PO4843; QS3EP4; QBIBRO; Q36HX3; B4DL33; B7Z24L4; B4DNIS
Peptide Score: 113.22
Method: FTMS; HCD; 1
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Relative Abundance

120

Source:

Bibo_20120802_RM_MSCO5781

Scannumber: 33779
Protein: CDABFOO3S; KIAADT 20; TAGLNZ; P37802; ESKL39
Peptide Score: 110.08
Method: FTMS; HCD; 1
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120

Relative Abundance

Source: Bibo_20120802_RM_MSCO5781
Scannumber: 338594

Protein: MELKvZ; MELKv3; ABP3AT; ABP3AS

Peptide Score: O

Method: FTMS; HCD; 1
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Relative Abundance

Source: Bibo_20120802_RM_MSCO5781
Scannumber: 35547

Protein: MTEP; Q36DY7; B4DURS
Peptide Score: 79.99
Method: FTMS; HCD; 1
¥Yim ¥s ¥z ¥
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Relative Abundance

Source: Bibo_20120802_RM_MSCO5781
Scannumber: 36621

Protein: FNRE; ITGB1; MDF2; MSK1 2; FNRE; ITGEB1; MDF2; MSK12; FNRE; ITGB1; MDF2; MSK1 2; FNRE; ITGEB1; MDF2; MSK1 2; FNRE; ITGB1; MDF2; MSK1 2; POSS56-3; POSSSE; POSS5E-4; POSSEE; FO!
Peptide Score: 155.92
Method: FTMS; HCD; 1
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Relative Abundance

120

Source:

Protein:

Bibo_20120802_RM_MSCOS5781
Scannumber: 40580
NDUFB11; UNQI11/PROT0OE4; NDUFB11; UNQI11/PROT0E4; QINXKT4-2; QINX14; QINX14-1; QINX14
Peptide Score: £9.95

Method: FTMS; HCD; 1
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120

Relative Abundance

Source:

Bibo_20120802_RM_MSCO5781

Scannumber: 40641
Protein: LRRCSS; PRO1 855; QIBAG4; B2RES3
Peptide Score: 89.55
Method: FTMS; HCD: 1
Yim ¥» ¥u ¥> ¥a ¥3 ¥a ¥x ¥z
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Relative Abundance

120

Source:

Bibo_20120802_RM_MSCO5781

Scannumber: 40329
Protein: NDUFB11; UNQI11/PROTOEE; NDUFB11; UNQI11/PROTOES; QINXT4-2; QINX14; QINX14-1; QINX14
Peptide Score: £9.95
Method: FTMS; HCD; 1
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Relative Abundance

Source: Bibo_20120802_RM_MSCO5781
Scannumber: 42302

Protein: NDUFB11; UNQI11/PROTOEE; NDUFB11; UNQI11/PROTOES; QINXT4-2; QINX14; QINX14-1; QINX14
Peptide Score: 67.99
Method: FTMS; HCD; 1

¥u ¥7 ¥a L 4

A AIGILF G IL. s A r:;-
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Relative Abundance

120

Source:
Scannumber: 42797
Protein:
Peptide Score: 639.6

Method:

A,

Bibo_20120802_RM_MSCO5781

NDUFB11; UNQIT1/PROT0OE4; NDUFBT1; UNGQIT1/PROTOES; QINXT14-2; QINX14; QINX14-1; QINX14

FTMS; HCD; 1

¥Yu ¥z ¥Ya ¥

A|lGIL|F G IL. s A r;:

bz bs ba baz

y= [ .
820.4676 i
Y& K=
650.262 0
-3
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o
o 2,
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| o 8
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bz| Y| yz=Tikix -
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Relative Abundance

120

Source:

Bibo_20120802_RM_MSCO5781

Scannumber: 43016
Protein: NDUFBT1; UNQIT11/PROTOE4; NDUFB11; UNGQI11/PROT0E4; QINX14-2; QINX14; QINX14-1; QINX14
Peptide Score: 639.6
Method: FTMS; HCD; 1
¥ ¥> Y¥Ya ¥
_AAGLFGILSAI:_
bz bs ba baz
y= ]
B20.4676 i
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650.362
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B02.441 i
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120

Relative Abundance

Source: Bibo_20120802_RM_MSCO5781
Scannumber: 43234

Protein: NDUFB11; UNQI11/PROTOEE; NDUFB11; UNQI11/PROTOES; QINXT4-2; QINX14; QINX14-1; QINX14
Peptide Score: 639.6
Method: FTMS; HCD; 1

¥u ¥z ¥Ya ¥

AAGLFGILSAI:

bz bs ba baz

y= ,
B820.4676
¥e
650.362
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¥z
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158.0924 -
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Relative Abundance

Source: Bibo_20120802_RM_MSCO5781
Scannumber: 43466

Protein: NDUFB11; UNQI11/PROTOEE; NDUFB11; UNQI11/PROTOES; QINXT4-2; QINX14; QINX14-1; QINX14
Peptide Score: 639.6
Method: FTMS; HCD; 1

¥u ¥z ¥Ya ¥

AAGLFGILSAI:

bz bs ba baz

— Q0
¥= !
820.4676
Y& .
650.362
S
-
i @
=)
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vz-NHz -
B03.441 i %
| -
bg VP i L
y1-NHz 200.102 763.4461 5 -
158.0924 | : -
. i vl vz—-NHz -
z | ]75.”? NH 746.4196 | 5
142.0815 b+ bae ¥e&— 3. b 5 .
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Relative Abundance

120

Source: Bibo_20120802_RM_MSCO5781

Scannumber: 436396

Protein: NDUFB11; UNQIT1/PROT0OE4; NDUFBT1; UNGQIT1/PROTOES; QINXT14-2; QINX14; QINX14-1; QINX14

Peptide Score: 639.6
Method: FTMS; HCD; 1
¥u ¥z ¥Ya

bz bs ba baz

L 4

AAGLFGILSAI:

oo
vz
820.4676 -
'L i
650.262 o
=]
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=
-~ gl
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¥z |
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158.0924 | Lo
bz | ¥ y7-NHs _
143.981'4‘: ],-7-5-'-”;9 b+ be ve—NHz 746’”;96§ )
| | 259.1421 313187 623.3355 I
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Relative Abundance

Source: Bibo_20120802_RM_MSCO5781
Scannumber: 43923

Protein: NDUFB11; UNQI11/PROTOEE; NDUFB11; UNQI11/PROTOES; QINXT4-2; QINX14; QINX14-1; QINX14
Peptide Score: 639.6
Method: FTMS; HCD; 1

¥u ¥z ¥Ya ¥

AAGLFGILSAI:

bz bs ba baz

Y= ,
B20.4676
¥e
650.262
yz-NH:z
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b vz .
vi—-NHz 200 ]";3 763.44 61
158.0924 —
bz| V1| y7-NH3
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Relative Abundance

120

Source:

Bibo_20120802_RM_MSCO5781

Scannumber: 44156
Protein: NDUFB11; UNQI11/PROT0OE4; NDUFB11; UNQI11/PROT0E4; QINXKT4-2; QINX14; QINX14-1; QINX14
Peptide Score: 639.6
Method: FTMS; HCD; 1
¥u ¥7 Ya ¥
_AAGLFGILSAIR_
bz bs ba baZ
L 0
Y= |
820.4676
ve |
650.262 —
S
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- 1]
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B gl
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bz ¥z )
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Relative Abundance

Source: Bibo_20120802_RM_MSCO5781
Scannumber: 443393

Protein: NDUFB11; UNQI11/PROTOEE; NDUFB11; UNQI11/PROTOES; QINXT4-2; QINX14; QINX14-1; QINX14
Peptide Score: 639.6
Method: FTMS; HCD; 1

¥u ¥z ¥Ya ¥

AAGLFGILSAI:

bz bs ba baz

b4 ,
820.4676
Y&
650.262
vz-NHz
8032.441 |
bz L
vi—-NHz e 762.4461
158.0924 ;
b Vi ]W—NH;
21 175119 746.4196 |
142.0815 | be&+ be ve—NHz |
' . 259.1421  212.187 633.2355
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Relative Abundance

120

Source:
Scannumber: 44643

Bibo_20120802_RM_MSCO5781

Protein: NDUFBT1; UNGIT1/PROTOE4; NDUFB11; UNGQI11/PROT0E4; QINXKT14-2; QINKT4; QINKT4-1; QINX14
Peptide Score: 639.6
Method: FTMS; HCD; 1
¥u ¥> ¥a ¥
_AAGLFGILSAI:_
bz bs ba baz
ys I
820.4676 !
¥e I
650.262 .
vz-NHz -
B02.441 -
b ¥e N
vi—-NHz 200 1303 762.446 )
158.0924 i
bz L ]W—NI'!; .
]”'98]5: .-7-5-'-”:9 . be ve-NHz _ 746.4196; I
. | o1 313187 632.3355 '
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Relative Abundance

120

Source: Bibo_20120802_RM_MSCO5781
Scannumber: 448394

Sl

T
S0

Protein: NDUFB11; UNQI11/PROT0OE4; NDUFB11; UNQI11/PROT0E4; QINXKT4-2; QINX14; QINX14-1; QINX14
Peptide Score: 639.6
Method: FTMS; HCD; 1
¥u ¥7 Ya ¥
_AAGLFGILSAI:_
bz bs ba baZ
¥=
820.4676
¥e&
650.362
vz-NHz
B03.441
b L
y1-NHz 200 ]303 7632.44 61
158.0924 |
b, | V1| vz-NH:
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Relative Abundance

Source: Bibo_20120802_RM_MSCO5781
Scannumber: 45112

Protein: NDUFB11; UNQI11/PROTOEE; NDUFB11; UNQI11/PROTOES; QINXT4-2; QINX14; QINX14-1; QINX14
Peptide Score: 639.6
Method: FTMS; HCD; 1

¥u ¥z ¥Ya ¥

AAGLFGILSAI:
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Relative Abundance

120

Source:
Scannumber: 45326
Protein:
Peptide Score: 639.6

Bibo_20120802_RM_MSCO5781

NDUFB1

1; UNQITT/PROTOE4; NDUFBT1; UNQITT/PROTOE4; QINXT14-2; QINXT4; QINX14-1; QINX14

Method: FTMS; HCD; 1
¥u ¥7 Ya ¥
_AAGLFGILSAI:_
bz bs ba baz
o
y= i
820.4676 )
¥s& )
650.362
3
- —
[y}
-
1 2|
vz-NHz | n
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| B [
5 @
| S
b! v; i L
yi—-NHz 200.102 763.4461 |
158.0924 3 5 L ro
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Relative Abundance

120

Source:

Bibo_20120802_RM_MSCO5781

Scannumber: 45553
Protein: NDUFB11; UNQI11/PROT0OE4; NDUFB11; UNQI11/PROT0E4; QINXKT4-2; QINX14; QINX14-1; QINX14
Peptide Score: 639.6
Method: FTMS; HCD; 1
¥u ¥7 Ya ¥
_AAGLFGILSAI:_
bz bs ba baZ
¥=
820.4676
Y6
650.362
' yz-NHz
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bz L
vi—-NHz Soa 1t 762.4461
158.0924 - 3
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Relative Abundance

Source: Bibo_20120802_RM_MSCO5781
Scannumber: 45720

Protein: NAPG; SNAPG; hCG_37210; Q99747; Q6FHY4; B4DFCI
Peptide Score: 33.54
Method: FTMS; HCD; 1
¥za Y21 Yia ¥u L 4
gl ox
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be b> bs be b= bi»
¥z
B62.4451
Yze
2898.405
bz
1041.503 s
| 1400.172
g
E 1140.572 i
be :
b?HNHt : bis
14228 9534397 1 bs-Hz0] 2351.144
| 15 1122.561 | Yie :
b?:: {H 1751.827

970,462 biz-NHz |

||..|||.. l|ullll.nlh||l|-nlI |'|' I —i— v r e — —

<
[380 1] Ausuayu|

llllllllll
b

0

"5”9 1606.815 ' |
l||| n|| .| L | || | | | | |
LJ L L L I L) L L} I LJ

I L
600 800 1000 1200 1400 1600 1800 2000 2200 2400 2600 2800 3000 3200 3400 3600
mjfz [amu]

s



Relative Abundance

120

Source: Bibo_20120802_RM_MSCO5781
Scannumber: 45774

Protein: NDUFB11; UNQI11/PROTOEE; NDUFB11; UNQI11/PROTOES; QINXT4-2; QINX14; QINX14-1; QINX14
Peptide Score: 639.6
Method: FTMS; HCD; 1

¥u ¥z ¥Ya ¥

bz bs ba baz

AAGLFGILSAI:

vz
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Y&
650.262
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Relative Abundance

120

Source:

Scannumber:

Protein:

Peptide Score:

Bibo_20120802_RM_MSCO5781
453999

NDUFBTT; UNQI11/PRO10E4; NDUFBT1; UNQI11/PRO10E4; QINX14-2; QINXT4; QINX14-1; QINX14

69.6

T
¥

Method: FTMS; HCD; 1
¥u ¥> ¥a ¥
_ A AIGIIL|{F GIL S A,? _
bz bs ba baz
820.4676 [
Ye :
650.362 I
NHz .2 . A
yi- 2 200.102 [
158.0924 r bl I
bz | i | yz—NHz N
142.0815) 175.119 | 746.4196 | -
oy ve—NHz _ R i
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Relative Abundance

Source: Bibo_20120802_RM_MSCO5781
Scannumber: 46483

Protein: NDUFB11; UNQI11/PROTOEE; NDUFB11; UNQI11/PROTOES; QINXT4-2; QINX14; QINX14-1; QINX14
Peptide Score: 639.6
Method: FTMS; HCD; 1

¥u ¥7 ¥a L 4

AAGLFGILSA,:

bz bs ba baz

[ny]
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! D
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b=z L ™
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158.0924
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Relative Abundance

120

Source: Bibo_20120802_RM_MSCO5781
Scannumber: 46732
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Protein: NDUFBT1; UNQIT11/PROTOE4; NDUFB11; UNGQI11/PROT0E4; QINX14-2; QINX14; QINX14-1; QINX14
Peptide Score: 639.6
Method: FTMS; HCD; 1
¥ ¥> Y¥Ya ¥
_AAGLFGILSAI:_
bz bs ba baz
¥z
B20.4676
Y6
650.262
vez-NHz
B03.441
bz vz
vi—-NHz 500,108 762.44 61
158.0924 |
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143.981§ — | b+ be ve—NHz P
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100 200 300 400 500 600 700 800
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Relative Abundance

120

Source:

Bibo_20120802_RM_MSCO5781

Scannumber: 463980
Protein: NDUFB11; UNQI11/PROT0OE4; NDUFB11; UNQI11/PROT0E4; QINXKT4-2; QINX14; QINX14-1; QINX14
Peptide Score: 639.6
Method: FTMS; HCD; 1
¥u ¥7 Ya ¥
_AAGLFGILSAI:_
bz bs ba baZ
¥=
820.4676
Y6
650.362
vz-NHz
B02.441
bz L

vi—-NHz Sbo1ta 762.4461

158.0924 - |

bz ¥ Vr—NHz

]”.9815: ;’_5_..11? bt ba ye—NHz ?46.41:96 5
Lo 5 259.1421  212.187 633.3355
L) L] I L) t L) l'l‘.l l||l L) ll L) L) L) ll ll Il .lllll II III L) L) l'=|l|‘l ll L] L) .l.l I.l L) L) l‘i L) ‘l .l :‘l L) L) L] L) I‘l‘l L) l. L) L] L) L) I L) L L) Ill I.I.lll I L l. L L) L) L] L) L) I L) L) L] L) L) L] L)
100 200 300 400 500 600 700 800 900
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120

Relative Abundance

Source: Bibo_20120802_RM_MSCO5781
Scannumber: 47230

Protein: NDUFB11; UNQI11/PROTOEE; NDUFB11; UNQI11/PROTOES; QINXT4-2; QINX14; QINX14-1; QINX14
Peptide Score: 639.6
Method: FTMS; HCD; 1

¥u ¥z ¥Ya ¥

AAGLFGILSAI:

bz bs ba baz

¥z I

B20.4676 I

Y& [

650.262 I

ve—-NHz [

B03.441 :

bz ¥z -

yi-NH: 762.4461 .

158.0924 - ; I

byl V| yz-NHz I

143.?81% I_?_S_._HEB e - ve-NH3z 74:5.41:96E

R 259.1421  213.187 S8.8833 I

T L) T : T l| L) ‘Il ll| Al Ll I T l. Al l. .l il : Il Il ‘I Al Ll L) Ill L) Al l: : l'll II I; T ‘l‘ Al Ll L) ‘l.‘I Al 4 L) : Ll ;‘l L) Al T L) I ‘l ‘l Ll L) Ll L) T L) I T L) T Ll Al Ll L) 'l .l I T II T L) T Ll L) T I Al Ll L) T L) Al T L) T I
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Relative Abundance

120

Source:

Bibo_20120802_RM_MSCO5781

Scannumber: 47487
Protein: NDUFB11; UNQI11/PROT0OE4; NDUFB11; UNQI11/PROT0E4; QINXKT4-2; QINX14; QINX14-1; QINX14
Peptide Score: 639.6
Method: FTMS; HCD; 1
¥u ¥7 Ya ¥
_AAGLFGILSAI?_
bz bs ba baZ
vz I
820.4676 -
o
¥s -
650.362 )
[ T
-
- 1]
o S .
B 2|
<
L |
vez—-NHz I ;
B02.441 ) ®
R
b ¥z L=
vi—-NHz 200 ]303 762.44 61 )
158.0924 i .
i vz—-NHz I
bz L 175.11b 746.4196 | )
142.081§ [ | b+ be ve—NHz v i
| | ; 2591421 212.187 633.2355 !
L) L) I L : L) l|lil IIII L ! L) lI Il l. .l II IIIIII‘I L) L L) : L] l.=ll.ll I |; l.l‘l lll I‘l l.i l“l ; ;‘I L] L) L) L] I‘l‘l L) L] L) L) L) L l L) L] L) L L) L) llhlll I L) ll L) L] L) L) L] L) l L) L) L] L) L) L) L) L I-D
100 200 300 400 500 600 700 800 00
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Relative Abundance

120

Source:

Bibo_20120802_RM_MSCO5781

Scanhumber: 47732
Protein: NDUFBT1; UNGIT1/PROTOE4; NDUFB11; UNGQI11/PROT0E4; QINXKT14-2; QINKT4; QINKT4-1; QINX14
Peptide Score: 639.6
Method: FTMS; HCD; 1
¥ ¥> Y¥Ya ¥
_AAGLFGILSAIR_
bz bs ba baz
¥= e
B20.4676 [~ in
650.262 —
-3
-t
i 4]
. =)
-A gl
n
2
vez—-NHz i ;
B02.441 i o)
[ =
¥z i
vi—-NHz zooblzoa 763.44 61 I
158.0924 5 )
E E 7—NH; 1 o
bz | 175‘!1]1:9 71'6.41963 i
142.081§ - | b+ be ve—NHz v
I R 259.1421  212.187 623.2355 ]
L) L) I L : L) l|l"l ll||.l ! L) l‘ L) l. .l Il IIIIII‘I L) L l. : L] l.=|llll l |: l‘l‘ l‘ l.l L) L l'i l“l‘; ;‘l L] L) L) L] I‘l‘l L) l. L) L) L) L I L) L] L) L L) L) llll .l I L) ll L) L] L) L) L] L) l‘ L) L) L] L) L) L) L) L L) D
100 200 300 400 500 600 700 800 900
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Relative Abundance

120

Source:

Bibo_20120802_RM_MSCO5781

Scannumber: 473992
Protein: NDUFB11; UNQ111/PROTOE4; NDUFB11; UNQI11/PROT0E4; QINXK14-2; QINKT4; QINX14-1; QINX14
Peptide Score: 639.6
Method: FTMS; HCD; 1
¥u ¥7 ¥a ¥
_AAGLFGILSAI?_
bz bs ba baz
I [N
[~
¥= i
B20.4676 -
Lo
Ys& a
650.262 |
=1
- -t
Bl
)
4
| |
vz-NHz i ;
B02.441 i .o
o
bz ¥z I
yi—-NHz 200.102 763.4461 L
158.0924 | |
bz V'I E V7_NH3 —a
746.4196 | -
142.0815 ],-’5'-”59 b+ be ve—NHz v )
{ E E { 259.1421 3132.187 632.2355 i
L) L) I L : L) l|l"l ll|l L Il L) L] L) l. Il |I IIIIII‘I L) L l. : L] l.=|l.ll I |l l.l‘l lll ‘I‘l l'i L] ‘l ; ;‘I L] L) L) L] I‘l.l L) l. L) L) L) L I L) L] L) L L) L) l‘llll I L) ll L) L] L) L) L] L) l‘ L) L) L] l‘l L) L) L L) D
100 200 300 400 500 600 700 800 900
m/z [amu] Qﬂ



Relative Abundance

120

Source:

Bibo_20120802_RM_MSCO5781

Scannumber: 48252
Protein: NDUFB11; UNGQT11/PROT0OE4; NDUFBT1; UNQIT1/PROT0OE4; QINX14-2; QINXT14; QINX14-1; QINX14
Peptide Score: 639.6
Method: FTMS; HCD; 1
¥u ¥> ¥a ¥
_AAGLFGILSAIR_
bz bs ba baz
LD
) !
¥z I
820.4676 [
—
ve I
650.262
)
— -t
o @
. =
-~ 2|
| &
|y |
vez—-NHz - ;
B03.441 —— (@
-
bz L :
vi—-NHz 550103 762.44 61
158.0924 | I
| : ' L=
b . A yz—-NHz n
21 175118 746.4196 | I
142.081§ [ | b+ be ve—NHz v I
b : 250.1421  312.187 623.2355 |
L Ll I L : L l|l"l IIII L Il L L L) l. Il Il IIIIII‘I LJ L l. =‘l L) =|llll Illl l.l L) lll I‘l l.i l“l‘; ;‘I L L) L L I‘l‘l LJ l. L Ll LJ L I L L L) L L) LJ IIIII; I L) ll LJ L L) L L LJ l‘ Ll LJ L L) L Ll LJ L Ll D
100 200 300 400 500 600 700 800 900
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Relative Abundance

120

Source:

Bibo_20120802_RM_MSCO5781

Scannumber: 48431
Protein: GNE1; GNB1; RP1-283E3.7-007; GNB1; RP1-283E3.7-005; GNB1; RP1-283E3.7-006; PE2373; BZREK4,; Q1 RMYS; B1AKQS; B1AKQ?; C3)I154; B1 AKQS
Peptide Score: 132.64
Method: FTMS; HCD; 1
Y17 ¥ia ¥i1a Yis Yix Y2 ¥r ¥u ¥7 ¥a ¥a3 ¥Ya ¥x ¥z Y
ac
_ SIE L{D QILIRIQlE ALE QLIKIN QIIIR _
bz bz ba b> ba bs bis bis biz bia
] i
_ =
J oo
_ ¥z -
] §99.5421 bs o
; 1141.548 . )
i bz ) bz y= 5 1868.994 i
259.0025  yeZ+ Ve vs 8844472  go55gs be-H20 brs—Hz0 !
B : 3B6.2454 530.2045 658.2995 | i 1123.538 1s—h2y K=
] bz-Hz0 5 : : yz-NHz . f 1806.898 | =
- Ex1-0EIY l::,g b BB2.5US6  y;12.506 Yq b LAk L i
i . { it . 2.82 |
| Y1 ¥z 27201765 487.2035 ve bz-Hz0 1094.622 bio 1341628 o ;S ! Vie | Vie )
1 '7sne peszes T o 7714835 866.4367 Hooop 1aEese 5 1753.967 | .08 o
1 1 b1z viz | viz )
| P ¥ ! | i ‘ bl : 1469.687 1625908 : 211102
| L 116.2616 | . | : ‘ J = : | : i
,I,I.JIJL,.ii!ﬂ,l.i,..,.l T N7 P N Y N A (N (RN f M
200 400 600 s00 1000 1200 1400 1600 1800 2000 2200
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Relative Abundance

120

Source: Bibo_20120802_RM_MSCO5781
Scannumber: 48509

Protein: NDUFB11; UNQIT1/PROT0OE4; NDUFBT1; UNGQIT1/PROTOES; QINXT14-2; QINX14; QINX14-1; QINX14

Peptide Score: 639.6
Method: FTMS; HCD; 1
¥u ¥z ¥Ya ¥

AAGLFGILSAI:

bz bs ba baz

[ 1o
n
y= i
820.4676 -
— b
Y& !
650.262 I
-]
- —
- ®
KL
B gl
S
Va—NH; i E
B02.441 . ®
T
vz i
yvi—-NH:z bz 762.44 61 .
158.0924 2?9.'.' o2 i !
: ¥ yz—-NHz —a
bz | 175.11p NH 746.4196 | g
143.081 | b+ be ye—-NHz o I
. 259.1421 313187 SAE AR .
L) L) L : L) ||l‘.l ll|| L ! L) ll Il ll .l il IIIIII‘I L) L l. = L] l.=|l"ll l |l l‘l‘l I.l L) L l'i l‘.l ; ;Il L] L) l‘l I‘l‘l L) ll L) L) L) L I L) L] L) L L) L) llhlll I L) ll L) L] L) L) L] L) l L) L) L] l‘l L) L) L L) D
100 200 300 400 500 600 700 s00 300
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Relative Abundance

120

Source:

Bibo_20120802_RM_MSCO5781

Scannumber: 48764
Protein: NDUFB11; UNQI11/PROT0OE4; NDUFB11; UNQI11/PROT0E4; QINXKT4-2; QINX14; QINX14-1; QINX14
Peptide Score: 639.6
Method: FTMS; HCD; 1
¥u ¥7 Ya ¥
_AAGLFGILSAIR_
bz bs ba baZ
y= I
B20.4676 s
Y& !
650.362 )
[ h
vz-NHz I N
B03.441 B
b ¥z L
vi—-NHz 200 ]303 762.44 61 )
158.0924 i o
by | ¥ L -
Z 1 17s.nb 746.4196 |
142,081 [ | b+ be ve—NHz v .
A 259.1421  212.187 633.3355 -
L) L) I L : L) l|l"l IIIIII ! l‘ L] L) L Il Il IIIIII‘I L) L L) : L] l.=|lill I |; l.l‘ l‘ lll L) L l.i l‘.l ; ;‘I L] L) L) L] I.l‘l L) L] L) L) L) L I L) L] L) L L) L) lll .l I L) ll L) L] L) L) L] L) l‘ L) L) L] l‘l L) L) L L) D
100 200 300 400 500 600 700 s00 300
mjfz [amu]
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120

Relative Abundance

Source:

Bibo_20120802_RM_MSCO5781

NDUFB11; UNQIT1/PROT0OE4; NDUFBT1; UNGQIT1/PROTOES; QINXT14-2; QINX14; QINX14-1; QINX14

be

313.187

ve—NHz _

633.3355

Y&
650.262

¥=
820.4676

ve—-NHz

803.441

¥z
763.4461

vz-NHz

7464196 |

Scannumber: 43026
Protein:
Peptide Score: 639.6
Method: FTMS; HCD; 1
¥u ¥> ¥a ¥
_ A AIGILYF G I L S & I.:
bz bs ba baz
y1-NHsz Oobfo
158.0924 2 - :
Lo
bz | 175.119 !
143.(')8155 i E bGz"'
o 259.1421
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Relative Abundance

120

Source:

Protein:
Peptide Score: 639.6
Method: FTMS; HCD; 1
¥u ¥> ¥a
_ A AIGIIL|{F GIL S AIR

Bibo_20120802_RM_MSCO5781
Scannumber: 489535
NDUFBT1; UNQIT11/PROTOE4; NDUFB11; UNGQI11/PROT0E4; QINX14-2; QINX14; QINX14-1; QINX14

bz bs ba baz

L 4

¥s .
650.262 ¥= ==
| 820.4676 -
b
=)
i —
) (1]
=R
m -
- &
o |y |
—
)
_g o)
vz L o
763.44 61 -
bz E R=
200.102 - s
; vz—-NHz R
v | 7464196 | -
bz 175.118 yve—NHz bl =
‘”-?3‘5 : be&+ be 623.2255 vx—NHz | [
| 259.1421  313.187 802.441 | -
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Relative Abundance

120

Source: Bibo_20120802_RM_MSCO5781
Scannumber: 43801

Protein: NDUFBT1; UNQIT11/PROTOE4; NDUFB11; UNGQI11/PROT0E4; QINX14-2; QINX14; QINX14-1; QINX14
Peptide Score: 639.6
Method: FTMS; HCD; 1
¥ ¥> Y¥Ya ¥
_A.&.GLFGILSA,?_
bz bs ba baz
b
vse i
B20.4676 i
Ve i
650.262 i
‘ | o
0
I o
[
vz-NHz )
B02.441 -
[ o
bz ¥z I =
200.103 7634461 I
b vil vz—NHz -
= 75.118 746. 5 o
142.0815 i | b+ ba ve—NHz “5”:95: : I
! 632.2355 |
| 259.1'421 313.187 | 5
L) L] L ! L) L) III |ll|l L ! L) L] Il l. .l iI Il|l|lll ‘Iil ll = L] L) =II.II ll; L) l‘l lll I‘l l.i L] ‘l L ;‘I L] L) L) L] I‘l‘l L) L] L) L] L) L I L) L] L) L L] L) lll.l Ijl l. L) L] L) L) L] L) l L] L) L] l‘l L] L) L L] D
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Relative Abundance

120

Source:

Scannumber:

Protein:
Peptide

Method:

A

Bibo_20120802_RM_MSCO5781

So0e2

NDUFB11; UNQ111/PROTOE4; NDUFB11; UNQI11/PROT0E4; QINXK14-2; QINKT4; QINX14-1; QINX14
Score: £7.99

¥u

¥z

FTMS; HCD; 1

¥a

AlG

L

bz bs

bz
142.0815

b«

baz

bz
200.102

v |

175.118

L 4

F G I L S A r:;-

be*+ bs

259.1421 3213.187

T
100

200

300

vz
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Y&
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vz
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632.2355 ' b
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120

Relative Abundance

Source: Bibo_20120802_RM_MSCO5781
Scannumber: c0321

Protein: NDUFB11; UNQI11/PROTOEE; NDUFB11; UNQI11/PROTOES; QINXT4-2; QINX14; QINX14-1; QINX14
Peptide Score: 639.6
Method: FTMS; HCD; 1

¥u ¥7 ¥a L 4

AAGLFGILSA,:

bz bs ba baz

V=
820.4676
Ve
650.262
ve—-NHz
B02.441
bz ¥z
200.102 763.4461
LAl V7—NH3
bz 75119 746.4196 |
142.0815 [ | b+ be ye—NH:z ||
’ 1 259.1421 213187 633.2355
L) L] I L) : L) l| L] ll lllll L) l L] L) L) ll ‘l il .l |||l II li L ll ‘l L L] :‘llll ll |: L] ll. L] ll L) L] ‘l L) li L) ‘l .l ;‘l L] L) L) ‘l I l.I L) L) L) L) L] L) l L] L) L L] L) L L] ll‘l I L) ll L) L L] L) L L] I L L] L) L] L) L) L]
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Relative Abundance

120

Source:

Bibo_20120802_RM_MSCO5781

Scannumber: E0578
Protein: NDUFB11; UNQI11/PROT0E4; NDUFB11; UNQI11/PRO10E4; QINXK14-2; QINX14; QINX14-1; QINK14
Peptide Score: 639.6
Method: FTMS; HCD; 1
¥u ¥7 ¥a ¥
_AAGLFGILSA,?_
bz bs ba baz
L0
¥= i
B20.4676
Ye -
650.362
3
N —
1]
yz—-NHz L =
803.441 -
..... . z
—
s [
3]
-
b; V? -
200.?08 763.4:461 .
bz o yz—NHz I
175.119 | 746.4196 |
142.0815 27 ve—-NHz v
| : bet+ b 623.3355 ' i
E 259.1.421 213.187 |
L) L) l L] ! L) L) III l||l‘ L] ! L) L) L) l. I I .:lll l L] L] L) L) I lllllll |I'II L) ll L] - L) ‘I. ll L ‘I L] ll L) ; L L] L] ‘l ll.l L] L] - L) L) L) L I L] L) L) L) L] llll.l I.’l l‘ L] I L) L) L)
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Relative Abundance

120

Source:
Scannumber: c0333
NDUFBT1; UNQIT11/PROTOE4; NDUFB11; UNGQI11/PROT0E4; QINX14-2; QINX14; QINX14-1; QINX14

Bibo_20120802_RM_MSCO5781

Protein:

Peptide Score: 639.6

Method: FTMS; HCD; 1
¥u ¥> ¥a

_ A AlIGHL

bz bs ba baz

L 4

FGILSA,?

¥z i
B20.4676 -
ve |
650.262 i
i vz-NHz Y.
802.441 =]
- 1]
>
B gl
|
L |
—
)
®
-2
bz ¥z I
200.102 763.4461 i
: | Lo
bz AN V?—Nl'!z I
75. 746.4196 |
142.0815 ':-5-”9‘5 b &+ be ve—NHz v |
' ' 259.1421 213.187 633.2355
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Relative Abundance

120

Source:
Scannumber: S1101

Bibo_20120802_RM_MSCO5781

Protein: NDUFBT1; UNGIT1/PROTOE4; NDUFB11; UNGQI11/PROT0E4; QINXKT14-2; QINKT4; QINKT4-1; QINX14
Peptide Score: 639.6
Method: FTMS; HCD; 1
¥u ¥> ¥a ¥
oA ale|L|F o | L S & ,? _
bz bs ba baz
vz -
820.4676 )
e -
650.262 )
ve—-NHz B
B03.441 -
bz ¥z I
200.103 762.44 6] -
L AN V?—NH:B =
bz 75110 746.4196 |
142.0815 [ | b+ be ve-NHz _ L I
' E : 259.1421 312.187 633.2355 ' )
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Relative Abundance

120

Source: Bibo_20120802_RM_MSCO5781
Scannumber: E1367

Protein: NDUFB11; UNGQT11/PROT0OE4; NDUFBT1; UNQIT1/PROT0OE4; QINX14-2; QINXT14; QINX14-1; QINX14
Peptide Score: 67.99
Method: FTMS; HCD; 1
¥u ¥> ¥a ¥
_AAGLFlelLSAI:_
bz bs ba ba ba?
y= , 0
o J :sz 820.4676
—
. T
-t
(1]
L =
gl
vz-NHz F g
§803.441 I,
=
a )
i)
b'a i
175.119 be&t a
| 259.1421 :‘" NH: e
. bz | ve—NHz 7464196 -
| 200.102 632.3355
142.0815 | 290 ¥z | I
i Lo : bs bs 7634461
| ' | il 460.2554 ' i
L L) I Ll l Ll L lll ||||'| I L l|| ll= Il l|l|l|I IIII II .lll L :‘llll ll.III l‘l L Ll l:‘I‘I III L ‘llll ; L L) L lll l“l‘l LJ L L L) L L) l L) ll Ll L L) L l.||| I L l‘ L) L L) L Ll L l. L lll L LJ L LJ L L) l L) L L) L D
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Relative Abundance

120

Source:
Scannumber:
Protein:
Peptide Score:
Method:

Bibo_20120802_RM_MSCO5781
1705

AFTF; EPS15; EPS15; RP11-275F13.2-002; AF1P; EFS15; P42566-1; P42566; B1AUUS; Q7Z5V0; P42566-2; P42566; B7Z2240

210.92
FTMS; HCD; 1
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120

Relative Abundance

Source: Bibo_20120802_RM_MSCO5781
Scannumber: g2087

Protein: MFN1; hfzol; hfzo2; DKFZp7E2F247; QBIWA4-1; QBIWA4; Q4AE)3; Q4AE)4; QBAIZS
Peptide Score: 140.31
Method: FTMS; HCD; 1
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Relative Abundance

120

Source:
Scannumber: £2141

Bibo_20120802_RM_MSCO5781

Protein: NDUFB11; UNQI11/PROT0OE4; NDUFB11; UNQI11/PROT0OE4; QINX14-2; QINX14; QINX14-1; Q3INX14
Peptide Score: 639.6
Method: FTMS; HCD; 1
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120

Relative Abundance

Source: Bibo_20120802_RM_MSCO5781
Scannumber: £2385%

Protein: NDUFB11; UNQI11/PROTOEE; NDUFB11; UNQI11/PROTOES; QINXT4-2; QINX14; QINX14-1; QINX14
Peptide Score: 639.6
Method: FTMS; HCD; 1
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Relative Abundance

120

Source: Bibo_20120802_RM_MSCOS731
Scannumber: C2670
Protein: NDUFBT1; UNQIT11/PROTOE4; NDUFB11; UNGQI11/PROT0E4; QINX14-2; QINX14; QINX14-1; QINX14
Peptide Score: 7947
Method: FTMS; HCD; 1
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Relative Abundance

120

Source: Bibo_20120802_RM_MSCOS5781
Scannumber: 52369
Protein: NDUFB11; UNQI11/PROTOEE; NDUFB11; UNQI11/PROTOES; QINXT4-2; QINX14; QINX14-1; QINX14
Peptide Score: 639.6
Method: FTMS; HCD; 1
¥u ¥7 Ya ¥
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Relative Abundance

120

Source:
Scannumber: £3237

Bibo_20120802_RM_MSCO5781

Protein: NDUFB11; UNQI11/PROT0OE4; NDUFB11; UNQI11/PROT0E4; QINXKT4-2; QINX14; QINX14-1; QINX14
Peptide Score: 639.6
Method: FTMS; HCD; 1
¥u ¥> ¥a ¥
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Relative Abundance

120

Source:

Bibo_20120802_RM_MSCO5781

Scannumber: 53756
Protein: ANKE; ANXAS; ENX2; PP4; POB758; EFENQS; B4DNGE; EIPHTS
Peptide Score: 74.85
Method: FTMS; HCD; 1
Yis ¥Yiz¥11 Yim ¥ ¥u ¥7 ¥Ya ¥a ¥Ya ¥x ¥z Y
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120

Relative Abundance

Source: Bibo_20120802_RM_MSCO5781
Scannumber: E3769

Protein: NDUFB11; UNQI11/PROTOEE; NDUFB11; UNQI11/PROTOES; QINXT4-2; QINX14; QINX14-1; QINX14
Peptide Score: 639.6
Method: FTMS; HCD; 1
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Relative Abundance

120

Source: Bibo_20120802_RM_MSCO5781

Scannumber: £3783

Protein: ANXE; ANXAS; ENX2; PP4; POS758; EFENQS; B4ADNGE; ESPHTS

Peptide Score: 9246
Method: FTMS; HC
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Source: Bibo_20120802_RM_MSCO5781

Relative Abundance

Scannumber: 53884
Protein: HSPC272; HUWED; KIAAD3T 2; KIAAISZS; UREBT; HSPC272; HUWED; KIAAD312; KIAAISZS; UREBT; HSPC272; HUWED; KIAAD312; KIAATSZS; UREBY; HUWET; RP3-333A18.4-002; QF2627-1
Peptide Score: 177.44
Method: FTMS; HCD; 1
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Relative Abundance

120

Source:
Scannumber:
Protein:
Peptide Score:
Method:

.

Bibo_20120802_RM_MSCO5781

53898

CATX11; CSIG; L12; FBKI; RSLID1; RSLID1; O76021; ADPIS7; Q32Q62; ADOFIE1; ESFESZ; B4DJSS

80.64
FTMS; HCD; 1

Yia¥YiaYisa Yis Y1z ¥ Yim ¥ ¥u ¥2

el Telglslelylsly

¥

WIDE.&.TKI?

bz bsx bs bi=
¥Y' bs .
17513401135 [~
E Yie L
; ¥s 1882.929 i
: 1106.523 |
! Yia ——
; 1673.792 :
i yio ‘ I
5 yi2%+ 1205.591 = 3
: 720.2492 : B
bz | vio—NH:z | == g
159.0754 Ve 1188.564 | 9%,
719.2682 t | &
| | P yiz o 3
Pl biz%+ 1526.72 | @ S
661.343 ve-NHx -
5 1089.496 yis -_!3
L 14;';‘6291 1786.876 | =
! | h'$: . |
| V" ! { o
| a4at1’;7s Y7 101949 1352.659 | ; I
: - ; 905.4476 | | 5 | ©
5 | : | : 1 : ™
z ‘ E ' ; | : -
AT .,||.|,|a‘ll||l,|.,||l,|.}. L b ||,|,|I .Hl.!..,..ll, L | ‘ B S Y | N I %
400 600 800 1000 1200 1400 1600 1800 2000
mjfz [amu]



Relative Abundance

120

Source:
Scannumber:
Protein:
Peptide Score:
Method:

T ML E 4L I NG
o

Bibo_20120802_RM_MSCO5781

53964

MS51; PSMC2; P35938; B72571; Q7F5L23; BFZ5E2
107.99
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Relative Abundance

120

Source:
Scannumber: 53870
Protein:
Peptide Score: 136.01

Method:

FTMS; HCD; 1

Bibo_20120802_RM_MSCO5781

CDC42; B4E1US; B4DMHS; B72AY4; EFETUS; PE0S53-2; PEOSSS
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Relative Abundance

120

Source:
Scannumber: £4033

Bibo_20120802_RM_MSCO5781

Protein: NDUFB11; UNQI11/PROT0OE4; NDUFB11; UNQI11/PROT0E4; QINXKT4-2; QINX14; QINX14-1; QINX14
Peptide Score: £9.95
Method: FTMS; HCD; 1
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Relative Abundance

120

Source:

Bibo_20120802_RM_MSCO5781

Scannumber: 54338
Protein: NDUFB11; UNQI11/PROTOEE; NDUFB11; UNQI11/PROTOES; QINXT4-2; QINX14; QINX14-1; QINX14
Peptide Score: 639.6
Method: FTMS; HCD; 1
¥u ¥> Ya ¥
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120

Relative Abundance

Source: Bibo_20120802_RM_MSCO5781
Scannumber: £4528

Protein: HNRNPK; HNRPK; hCG_1985922; RP11-575L7.1-003; HNRNPK; HNRPK; HNRNPK; HNRPK; HNRNPK; RP11-575L7.1-001; HNRNPK; RP11-575L7.1-005; HNRNPK; RP11-575L7.1-006; PE197
Peptide Score: 124.62
Method: FTMS; HCD; 1
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Relative Abundance

120

Source:
Scannumber: E4631

Bibo_20120802_RM_MSCO5781

Protein: NDUFB11; UNQI11/PROT0OE4; NDUFB11; UNQI11/PROT0E4; QINXKT4-2; QINX14; QINX14-1; QINX14
Peptide Score: 639.6
Method: FTMS; HCD; 1
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Relative Abundance

120

Source:
Scannumber:
Protein:

Peptide Score:

Bibo_20120802_RM_MSCO5781

4694

KIAATE31, TTYH3; KIAATE31; TTYH3, KIAAI 631 TTYH3, DKFZp761K147; Q3COH2-1; Q3COHZ; Q3C0H2-2; Q3COHZ; Q3COH2Z-3; Q3COHZ; QB3YHI
180.28

Method: FTMS; HCD; 1
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Relative Abundance

120

Source:

Bibo_20120802_RM_MSCO5781
Scannumber: E4702

KIAATEST; TTYH3; KIAATEI];

Protein:
Peptide Score: 1339.78
Method: FTMS; HCD; 1

TTYH3; KIAATES];

TTYH3; DKFZp761K147; Q3COH2-1; Q3COHZ; Q3COH2-2; Q3COHZ; QICOH2-3; Q3COHZ; QB3YHI

¥Yim ¥ ¥u ¥7 ¥Ya ¥a ¥Ya ¥x ¥z Y
A L | W I EfMiQID V|V IA I E | L I L I R
bz bz bs ba ba b> bs bs
: ¥s , )
] 601.3668 |
- VG =
. 700.4352
. yvs—NHz =3
. 584.24 02 - T
] =
P~ 2'
7 bs vz 4
_ be - bz 914.5206 I
. bz : 787.2655 ‘ o
- 185.1285 +13.99% E | bz | )
: ¥z ¥z Lid bz-NH: 8864229 s
. i 288.203 401. 78.’ 530-352?7 770.33.895 ba-NHz | Vo s
15108 | | ' ve—NH:z bz-H:0  ssos072) | 1042.589
| ool b: ¥z- NH? 682.4067 769.254 9| | |
A L 284. 1969 284, ?s;os | be | ba-Hz0 yo—-NHz
vl bl . - 1025.563] I
- bl vz—NH; b 672.3385| y? .| BeBA233 o -~
] 2711764 | {1 | 799.5036 | | bs 5 1173.63 i
| ‘ : | 5 985.5023 |
L | | ] || “ I " ll I| I l L ' LI | | '|I '| l‘" L B A A ) |I||| LB} l Ll |I' " LB '.' 'l Al II' Ll ll; L) I'i' LI ) I ' ' UL ' Ll l:l L L L LB l LN I B A ) DL L L L L) lll L D
100 500 600 700 800 900 1 UUU 11 UU 1 200 1300
m/z [amu] X



120

Relative Abundance

Source: Bibo_20120802_RM_MSCO5781
Scannumber: £4392

Protein: NDUFB11; UNQI11/PROTOEE; NDUFB11; UNQI11/PROTOES; QINXT4-2; QINX14; QINX14-1; QINX14
Peptide Score: 639.6
Method: FTMS; HCD; 1
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120

Relative Abundance

Source: Bibo_20120802_RM_MSCO5781
Scannumber: ES160

Protein: NDUFB11; UNQI11/PROTOEE; NDUFB11; UNQI11/PROTOES; QINXT4-2; QINX14; QINX14-1; QINX14
Peptide Score: 639.6
Method: FTMS; HCD; 1
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120

Relative Abundance

Source: Bibo_20120802_RM_MSCOS782
Scannumber: 2771

Protein: KIAAT 243; MKLZ; MRTFB; hCG_1982625; KIAAL 243; MKLZ; MRTFB; QSULH7-1; QSULH7; B3KXKS; B4DGTS; QISULH7 -4; QSULH7; QOSEPI
Peptide Score: 157.21
Method: FTMS; HCD; 1
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Relative Abundance

120

Source:
Scannumber:
Protein:
Peptide Score:
Method:

¥u ¥z ¥Ya ¥3 Y& ¥=

Bibo_20120802_RM_MSCOS732
44396

LAPTS; OP18; STMN1; RP1-12513.5-004; STMN1; B7Z8N4; P16343; BSBUS3; QI6CE4; AZAZDO

171.56
FTMS; HCD; 1
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Relative Abundance

120

Source:

Bibo_20120802_RM_MSCOS732

Scannumber: 4678
Protein: PCM1; hCG_28254; PCM1; PCM1; Q15154-1; Q15154; AGNNNE; BIEISS; D3DSQO; EFETAE; Q15154-2; Q15154; AZRUUS; C3)GS5; EFEVSE; B4DJOO; B4DWY1; B4DYDS
Peptide Score: 89.27
Method: FTMS; HCD; 1
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Relative Abundance

120

Source:
Scannumber:
Protein:

Peptide Score:

Bibo_20120802_RM_MSCOS732

4681

EIF3A EIF3510; KIAADT 33, Q14152 B4DYS51; QOSBSO; Q24)U4; Q3B770; QBPIRO; Q725TS

103.26

Method: FTMS; HCD; 1
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120

Relative Abundance

Source: Bibo_20120802_RM_MSCOS782
Scannumber: 60388

Protein: CGI-55; PAIREP1; SERBP1; hCG_2032021; CGI-55; PAIREP1; SEREBP1; DKFZpE86P17171; CGI-55; PAIREBP1; SERBP1; CGI-55; PAIREP1; SEREBP1; RP11-393N21.3-001; Q8NCE1-1; QBNCS1; D
Peptide Score: 110.77
Method: FTMS; HCD; 1
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Relative Abundance

120

Source:
Scannumber:
Protein:

Peptide Score:

Bibo_20120802_RM_MSCOS732
7068

MSTPO30; RPLS; hCG_2028312; hCG_2028312; RPLS; RP4-716F6.1-006; P46777; AZRUM?Z; Q53CX3; QIBUVE; B3KTME; C3JRCS; QSTZNO; Q8WYP]

123.98

Method: FTMS; HCD; 1
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120

Relative Abundance

Source: Bibo_20120802_RM_MSCOS782
Scannumber: 8774

Protein: ADRMI1; GP110; DKFZpE26G2045; Q161 236; EIFECO; QE3EQD
Peptide Score: 7242
Method: FTMS; HCD; 1
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Relative Abundance

120

Source: Bibo_20120802_RM_MSCOS732

Scannumber: 8777
Protein: ADRMI; GP110; DKFZpe86G2045; Q161 86; EIFECO; QE8EQD
Peptide Score: 82.9]
Method: FTMS; HCD; 1
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120

Relative Abundance

Source: Bibo_20120802_RM_MSCOS782
Scannumber: 8835

Protein: END7; EFB72; STOM; P27105; B4D2KE; B4E2VS
Peptide Score: 105.52
Method: FTMS; HCD; 1
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Relative Abundance

120

Source:
Scannumber:
Protein:

Peptide Score:

Bibo_20120802_RM_MSCOS782

3214

LISCH; LSR; LISCH; LSR; LISCH; LSR; LSR; Q86X23-1; Q86X23; Q86X23-3; Q86X23; ESPHD4; QENBMO; QIBT33; QIBWS2; QB86X29-2; Q86X23; AENDW3; B4DKL4
108.67

Method: FTMS; HCD; 1
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120

Relative Abundance

Source: Bibo_20120802_RM_MSCOS782
Scannumber: 9626

Protein: KIAADS35; ST18; ZNF387; 060284
Peptide Score: 80.23
Method: FTMS; HCD; 1
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120

Relative Abundance

Source: Bibo_20120802_RM_MSCOS782
Scannumber: 11548

Protein: TK1; FO4183; BSBU32; BSBUF3
Peptide Score: 113.18
Method: FTMS; HCD; 1
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Source:

Bibo_20120802_RM_MSCOS732

Scannumber: 12056

Protein: SCG10; SCGNTO; STMNZ; Q93045; BZ724N6; ESRGXS
Peptide Score: 116.52

Method: FTMS; HCD; 1

¥u ¥z ¥Ya ¥3 Y& ¥x ¥z ¥
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Relative Abundance
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Relative Abundance

120

Source:

Bibo_20120802_RM_MSCOS732
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\ho—NHs
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Y1
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PP7704; RP1-178F15.2-005; Clorf?7; HTO31; PP7704; Clorf?7; HTO31; PP7704; Q9Y3Y2-3; QIY3Y2; QSTFY7F; QIY3Y2-1; QIY3Y2; QIV¥3Y¥2-4; QIv¥3Yv2
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Scannumber: 12822
Protein: Clorf?7; HTO31;
Peptide Score: 14342
Method: FTMS; HCD; 1
¥Yi1 Yim ¥ ¥u ¥Z> ¥Ya ¥a ¥Ya ¥x ¥z W
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Relative Abundance

120

Source:

Bibo_20120802_RM_MSCOS732

CDKSRAP3; IC53; MSTRO16; OKfSW-cl.114; PP1553; CDKSRAP3; IC53; MSTROTE; OK/SW-cl.114; PP1553; CDKSRAP3; IC53; MSTROT6; OK/SW-cl.114; PP1553; Q36JBS-1; QIEJBS; QI6JBS-

Scannumber: 13422
Protein:
Peptide Score: 111.04
Method: FTMS; HCD; 1
¥u ¥z ¥Ya ¥a ¥s ¥z ¥
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120

Relative Abundance

Source: Bibo_20120802_RM_MSCOS782
Scannumber: 13525

Protein: GOSR1; G528; GOSR1; ©85243; ASKSRE; EIPCW; QI9BZZ3; B4DQAS
Peptide Score: 123.62
Method: FTMS; HCD; 1
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Relative Abundance

120

Source:

Bibo_20120802_RM_MSCOS732

Scannumber: 15414
Protein: RPL1 34 RP11-365K22.1-001; hCG_1998057; RPL1 3a; P40429; QOVGL3; QS3H34; Q5QTS3; QEVWY36; Q8J015; QIBSQE
Peptide Score: 10443
Method: FTMS; HCD; 1
¥r ¥u ¥7 ¥a ¥a3 ¥a ¥x ¥z Vi
_KlllDKYlTIEVLK_
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120

Relative Abundance

Source: Bibo_20120802_RM_MSCOS782
Scannumber: 16437

Protein: ESRGO4
Peptide Score: 90.61
Method: FTMS; HCD; 1
Yiz¥yn ¥s ¥z ¥
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120

Relative Abundance

Source: Bibo_20120802_RM_MSCOS782
Scannumber: 16829

Protein: REM4; REM4A; QIBWF3-2; QIBWF3
Peptide Score: 87.31
Method: FTMS; HCD; 1
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120

Relative Abundance

Source: Bibo_20120802_RM_MSCOS782
Scannumber: 163844

Protein: KIAAT643; PDIP4E; POLDIP3; KIAATE43; PDIP4E; POLDIP3; QIBY77-1; QIBY77; B4EOLD; QI6DIS; QIBY77-2; QIBY 77
Peptide Score: 103.14
Method: FTMS; HCD; 1
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Relative Abundance

120

Source:

Bibo_20120802_RM_MSCOS732

Scannumber: 17232
Protein: CAPRINT; GPIAPT; GPIP137; M1151; CAPRINT;
Peptide Score: 82.26
Method: FTMS; HCD; 1
¥Yim ¥ ¥u ¥7 ¥Ya ¥a ¥Ya ¥x ¥z Y
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Relative Abundance

120

Source:
Scannumber:
Protein:

Peptide Score:

Bibo_20120802_RM_MSCOS732
17695
LAMER: LAMRI; RPSA; LAMRIP15S; RPSA; ABNEDS; POSSES; QIBRS2; C3JIK3
86.31

Method: FTMS; HCD; 1
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Relative Abundance

120

Source:

Scannumber:

Protein:

Peptide Score:

Method:

L A & C H S5

Bibo_20120802_RM_MSCOS732
18511

FAMI 734 FAMI 734 FAMI 794 QBAUX3-1; QBAIXS; QBAIX3-2; QBAJK3; B4DLF7; BSMCNS; EZEWLS; C3WI
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FTMS; HCD; 1
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120

Relative Abundance

Source: Bibo_20120802_RM_MSCOS782
Scannumber: 18530

Protein: ALY BEF; THOC4; ESFBE]; Q8EYE]
Peptide Score: 66.92
Method: FTMS; HCD; 1
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Relative Abundance

120

20

Source:

Scan

number: 18303

Protein:

Peptide Score: 85.96

Method: FTMS; HCD; 1
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Relative Abundance

Source: Bibo_20120802_RM_MSCOS782
Scannumber: 18308

Protein: FAMI73A; FAMI73A; FAMI73A; Q6AJX3-1; QBAJK3; Q6AIK3-2; Q6AJK3; B4DLF7; BEMCNS; EFEWLS; C3JW1
Peptide Score: 85.96
Method: FTMS; HCD; 1
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Relative Abundance

Source:
Scannumber:
Protein:
Peptide Score:
Method:

Bibo_20120802_RM_MSCOS732
18945

PCNA; P12004; B4DUAZ; QBFHFS; QEFI3S; Q7Z6A1; Q7Z6A2; Q7Z6A3

83.31
FTMS; HCD; 1
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Relative Abundance

120

Source:
Scannumber:
Protein:
Peptide Score:
Method:

Bibo_20120802_RM_MSCOS732

19218

PLK: PLK1; hCG_23854; PLK1; PS3350; B2R841; B4EOS3; D3DWF3; Q53GD0

146.36
FTMS; HCD; 1
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120

Relative Abundance

Source: Bibo_20120802_RM_MSCOS782
Scannumber: 208893

Protein: PPIG; PPIG; Q13427-1;Q13427; ESPG73; QZNKQE
Peptide Score: 51.45
Method: FTMS; HCD; 1
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Relative Abundance

120

Source:

Scannumber:

Protein:

Peptide Score:

Bibo_20120802_RM_MSCOS782
21374
BEK: FGFRZ; KGFR; KSAM; hCG_1811153; BEK; FGFR2; KGFR: KSAM; FGFBR; FGFR1; FLG; FLTZ; BEK: FGFR2; KGFR: KSAM; FGFBR: FGFRI: FLG; FLTZ: BEK: FGFR2Z; KGFR; KSAM; FGFER: FGFR]
125.25

Method: FTMS; HCD; 1
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Relative Abundance

120

Source:
Scannumber:
Protein:
Peptide Score:
Method:

Bibo_20120802_RM_MSCOS57832
22331

hCG_1984907; B4DRF8

154 .34

FTMS; HCD; 1
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Relative Abundance

120

Source:
Scannumber:
Protein:
Peptide Score:
Method:

Bibo_20120802_RM_MSCOS57832
22774

hCG_19843907; B4DRFS

15249

FTMS; HCD; 1
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Relative Abundance

120

Source:

Bibo_20120802_RM_MSCOS732

Scannumber: 240413

Protein
Peptide
Method

P

: hCG_1984307; B4DRFS
Score: 154.91
: FTMS; HCD; 1
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120

Relative Abundance

Source: Bibo_20120802_RM_MSCOS782
Scannumber: 32901

Protein: MELKvZ; MELKv3; ABP3AT; ABP3AS
Peptide Score: O
Method: FTMS; HCD; 1
o o o o gl
_ M M N F S N | M;N ¥Y M K _
ba
[ o
T
-
—ro (D
L -
bz-Hz0 . @,
999.2733 - g
| - =
R —
(=
i ®
=
” || |,||| l |I|||i||,|,‘ IIL.[|.I.,L,.|;||,I.,¢ i i |g.\., , || LI .|- _ .I- B I N I =
200 400 600 800 1000 1200 1400 1600 1800 2000 2200 2400 2600

mjfz [amu] E



Relative Abundance

120

Source:

Bibo_20120802_RM_MSCOS732

Scannumber: 33479
Protein: REM17; SPF45; hCG_24832; RP11-414H17.9-003; Q36125; Q5WO03
Peptide Score: 143.06
Method: FTMS; HCD; 1
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Relative Abundance

Source:

Bibo_20120802_RM_MSCOS732

Scannumber: 34859
Protein: MTEBP; QI6DY7; B4DURS
Peptide Score: 79.97
Method: FTMS; HCD; 1
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Relative Abundance

120

Source:
Scannumber: 39910

Bibo_20120802_RM_MSCOS732

Protein: NDUFB11; UNQ111/PROTOE4; NDUFB11; UNQI11/PROT0E4; QINX14-2; QINX14; QINX14-1; QINX14
Peptide Score: 79.91
Method: FTMS; HCD; 1
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120

Relative Abundance

Source: Bibo_20120802_RM_MSCOS782
Scannumber: 40158

Protein: NDUFB11; UNQI11/PROTOEE; NDUFB11; UNQI11/PROTOES; QINXT4-2; QINX14; QINX14-1; QINX14
Peptide Score: £9.95
Method: FTMS; HCD; 1
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120

Relative Abundance

Source: Bibo_20120802_RM_MSCOS782
Scannumber: 42047

Protein: NDUFB11; UNQI11/PROTOEE; NDUFB11; UNQI11/PROTOES; QINXT4-2; QINX14; QINX14-1; QINX14
Peptide Score: 639.6
Method: FTMS; HCD; 1
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Relative Abundance

120

Source:

Bibo_20120802_RM_MSCOS732

Scannumber: 42302
Protein: NDUFBT1; UNQIT11/PROTOE4; NDUFB11; UNGQI11/PROT0E4; QINX14-2; QINX14; QINX14-1; QINX14
Peptide Score: 639.6
Method: FTMS; HCD; 1
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Relative Abundance

120

Source: Bibo_20120802_RM_MSCOS782
Scannumber: 42535

Protein: NDUFB11; UNQI11/PROTOEE; NDUFB11; UNQI11/PROTOES; QINXT4-2; QINX14; QINX14-1; QINX14
Peptide Score: 639.6
Method: FTMS; HCD; 1
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Relative Abundance

120

Source:

Bibo_20120802_RM_MSCOS732

Scannumber: 42774
Protein: NDUFB11; UNGQT11/PROT0OE4; NDUFBT1; UNQIT1/PROT0OE4; QINX14-2; QINXT14; QINX14-1; QINX14
Peptide Score: 639.6
Method: FTMS; HCD; 1
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Relative Abundance

120

Source:
Scannumber: 42933
Protein:
Peptide Score: 639.6

Bibo_20120802_RM_MSCOS732

NDUFB11; UNQIT1/PROT0OE4; NDUFBT1; UNGQIT1/PROTOES; QINXT14-2; QINX14; QINX14-1; QINX14

Method: FTMS; HCD; 1
¥ ¥> Y¥Ya ¥
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Relative Abundance

120

Source:

Bibo_20120802_RM_MSCOS732

Scannumber: 43214
Protein: NDUFB11; UNQI11/PROTOEE; NDUFB11; UNQI11/PROTOES; QINXT4-2; QINX14; QINX14-1; QINX14
Peptide Score: 639.6
Method: FTMS; HCD; 1
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Relative Abundance

120

Source: Bibo_20120802_RM_MSCOS782
Scannumber: 43441

Protein: NDUFB11; UNQI11/PROT0OE4; NDUFB11; UNQI11/PROT0E4; QINXKT4-2; QINX14; QINX14-1; QINX14
Peptide Score: 639.6
Method: FTMS; HCD; 1
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Relative Abundance

120

Source: Bibo_20120802_RM_MSCOS782
Scannumber: 43681

Protein: NDUFB11; UNQI11/PROTOEE; NDUFB11; UNQI11/PROTOES; QINXT4-2; QINX14; QINX14-1; QINX14
Peptide Score: 639.6
Method: FTMS; HCD; 1
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Relative Abundance

120

Source:

Bibo_20120802_RM_MSCOS732

Scannumber: 43925
Protein: NDUFBT1; UNQIT11/PROTOE4; NDUFB11; UNGQI11/PROT0E4; QINX14-2; QINX14; QINX14-1; QINX14
Peptide Score: 639.6
Method: FTMS; HCD; 1
¥ ¥> Y¥Ya ¥
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Relative Abundance

120

Source: Bibo_20120802_RM_MSCOS732

Scannumber: 44167

Protein: NDUFB11; UNQIT1/PROT0OE4; NDUFBT1; UNGQIT1/PROTOES; QINXT14-2; QINX14; QINX14-1; QINX14

Peptide Score: 639.6
Method: FTMS; HCD; 1
¥u ¥z ¥Ya
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Relative Abundance

120

Source: Bibo_20120802_RM_MSCOS732

Scannumber: 44415

Protein: NDUFB11; UNQIT1/PROT0OE4; NDUFBT1; UNGQIT1/PROTOES; QINXT14-2; QINX14; QINX14-1; QINX14

Peptide Score: 639.6
Method: FTMS; HCD; 1
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120

Relative Abundance

Source: Bibo_20120802_RM_MSCOS782
Scannumber: 44665

Protein: NDUFB11; UNQI11/PROTOEE; NDUFB11; UNQI11/PROTOES; QINXT4-2; QINX14; QINX14-1; QINX14
Peptide Score: 639.6
Method: FTMS; HCD; 1

¥u ¥z ¥Ya ¥

AAGLFGILSAI:

bz bs ba baz

ys ,
B20.4676
Y&
650.262
vz-NHz
B03.441
b i
vi-NHz 3 763.4461
158.0924 20:9:' o2 ;
by | ¥ | yz—-NH:z
Z i 175.119 746.4196 |
142.081§ [ | b e+ be 6';':33':'5“3 . v
||| 259.1421  212.187 '
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120

Relative Abundance

Source:

Bibo_20120802_RM_MSCOS732

NDUFB11; UNQIT1/PROT0OE4; NDUFBT1; UNGQIT1/PROTOES; QINXT14-2; QINX14; QINX14-1; QINX14

Scannumber: 443919
Protein:
Peptide Score: 639.6
Method: FTMS; HCD; 1
¥u ¥7 ¥a L 4

AAGLFGILSAI:

— 0
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bz bs ba baz
vi—-NHz bz
158.0924 20:‘.’:‘ 03
. A
bz i 175.119
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Relative Abundance

Source: Bibo_20120802_RM_MSCOS782
Scannumber: 45161

Protein: NDUFB11; UNQI11/PROTOEE; NDUFB11; UNQI11/PROTOES; QINXT4-2; QINX14; QINX14-1; QINX14
Peptide Score: 639.6
Method: FTMS; HCD; 1

¥u ¥z ¥Ya ¥

AAGLFGILSAI:

bz bs ba baz

¥= , [

B20.4676 | [

¥e& [

650.362 C

ve-NH3z -

B03.441 ol

b2 n

75.119 vz

vi—-NHz 762.4461 -

158.0924 | E D

N -NH )

bz | bz 71:4196 53 n

142.081 | 200.102 b+ be ve—NH:z v i

. 259.1421  212.187 623.3255
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Relative Abundance

120

Source:

Scannumber: 45388
Protein:
Peptide Score: 7947
Method: FTMS; HCD; 1
¥u ¥> ¥a ¥
_ A AlIGHL F GIL S AIR

Bibo_20120802_RM_MSCOS732

NDUFBTT; UNQI11/PRO10E4; NDUFBT1; UNQI11/PRO10E4; QINX14-2; QINXT4; QINX14-1; QINX14

bz bs ba baz

ve ¥a i

650,362 820.4676 -

ve-NHz n

B03.441 i

bz i

vi—-NHz vz .

158.0024 20?'-] 02 763.4461 i

bz | i | yz—NHz N

142.0815) 175.119 | N 7464196 | -

A N S ye—NHz b i

bett b 623.3355 -
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LJ L l ! LJ LJ I |il ll L L LJ L ll ll ll || LJ || l L .l .l L LJ LJ I L l. ! L "lJ : L 'l. L LJ LJ ll L ‘I‘ L ‘l I. ; L L L ; ll ‘l L L LJ LJ L L L LJ LJ L ll L L L ‘I I’ L l‘ L I LJ L l-
100 150 200 250 300 350 400 450 500 550 600 B50 700 750 800 850

mjfz [amu]

c £ ¥

[z801]Ansuayu|

I

S



Relative Abundance

120

Source:

Bibo_20120802_RM_MSCOS732

Scannumber: 45613
Protein: NDUFB11; UNQI11/PROTOE4; NDUFB11; UNQI11/PROT0DES; QINX14-2; QINX14; QINX14-1; Q9NX14
Peptide Score: 7947
Method: FTMS; HCD; 1
¥u ¥> ¥a ¥
_AAGLFGILSA,?_
bz bs ba baz
— 4o
[ o
- 5
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b=z 0
200.:103 vz i
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Relative Abundance

120

Source:
Scannumber: 45853

Bibo_20120802_RM_MSCOS732

Protein: NDUFBT1; UNGIT1/PROTOE4; NDUFB11; UNGQI11/PROT0E4; QINXKT14-2; QINKT4; QINKT4-1; QINX14
Peptide Score: 639.6
Method: FTMS; HCD; 1
¥u ¥> ¥a ¥
_AAGLFGILSAI:_
bz bs ba baZ
y= ,
B820.4676
Y&
650.262
vz—-NHz
802.441
bz ¥z
vi—-NHz Soa 1t 762.4461
158.0924 - ;
¥ | yz—-NHz
bz | b 746.4196 |
142,081 | b+ be ve—NH:z ||
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Relative Abundance

120

Source:

Bibo_20120802_RM_MSCOS782
Scannumber: 460394

Protein: NDUFBT1; UNGIT1/PROTOE4; NDUFB11; UNGQI11/PROT0E4; QINXKT14-2; QINKT4; QINKT4-1; QINX14
Peptide Score: 639.6
Method: FTMS; HCD; 1
¥u ¥> ¥a ¥
_AAGLFGILSA,?_
bz bs ba baz
¥= C
820.4676 [
Y& :
650.262 n
vz-NHz [
B02.441 o
b ¥z [
vi—-NHz 560 ]303 762.446) )
158.0924 i
bz | Y| yz-NHz -
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Relative Abundance

120

Source: Bibo_20120802_RM_MSCOS782
Scannumber: 46342

Protein: NDUFB11; UNQI11/PROTOEE; NDUFB11; UNQI11/PROTOES; QINXT4-2; QINX14; QINX14-1; QINX14
Peptide Score: 639.6
Method: FTMS; HCD; 1

¥u ¥z ¥Ya ¥

AAGLFGILSAI:

bz bs ba baz

[
vz I
820.4676 :
Ve o
650.262 i
| : 5
- -t
L 4]
L =
™ 2|
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803.441 i ®
""" .
b L [
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Relative Abundance

120

Source:

Bibo_20120802_RM_MSCOS732

NDUFB11; UNQIT1/PROT0OE4; NDUFBT1; UNGQIT1/PROTOES; QINXT14-2; QINX14; QINX14-1; QINX14

b )

[ 3
- -~
X (1]
N @
- —
R —
i =
i 1]
N
-D

Scannumber: 46587
Protein:
Peptide Score: 639.6
Method: FTMS; HCD; 1
¥u ¥> ¥a ¥
_ A AIGIIL|{F GIL S AI: _
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P175.14
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Relative Abundance

120

Source:

Scannumber:

Protein:
Peptide Score:
Method:

A,

Bibo_20120802_RM_MSCOS732

46837

NDUFB11; UNQIT1/PROT0OE4; NDUFBT1; UNGQIT1/PROTOES; QINXT14-2; QINX14; QINX14-1; QINX14

69.6
FTMS; HCD;

¥Yu ¥z ¥Ya

A G

1

L 4

L{F G IL s A r;r

bz bs ba baz

vs e
B20.4676 I
ve I
650.262 s
[
yz—NH:z I
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b ¥? .
v1-NH= 200_1303 7624461 i
158.0924 . |
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Relative Abundance

120

Source:

Bibo_20120802_RM_MSCOS732

Scannumber: 470394

Protein: NDUFB11; UNQI11/PROTOEE; NDUFB11; UNQI11/PROTOES; QINXT4-2; QINX14; QINX14-1; QINX14
Peptide Score: 639.6
Method: FTMS; HCD; 1
¥u ¥z ¥Ya ¥
_ A AIGILYF G I L S A I R _

bz bs ba baz

[
y= I
820.4676 I
) e
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S
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I
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Relative Abundance

120

Source:

Protein:
Peptide Score: 639.6
Method: FTMS; HCD; 1
¥u ¥> ¥a
_ A AIGIIL|{F GIL S .&IR

Bibo_20120802_RM_MSCOS782
Scannumber: 47355
NDUFBT1; UNQIT11/PROTOE4; NDUFB11; UNGQI11/PROT0E4; QINX14-2; QINX14; QINX14-1; QINX14

bz bs ba baz

L 4

M
n
y= I
B820.4676 )
— b
Y& i
650.262 )
1
..
- g
i 2|
F g
- | |
vz-NHz ) -
B03.441 = g
I —
bz vz 0
vi—-NHz S00:103 763.44 61 i
158.0924 | !
| ! o
by | V| yz-NHz ~in
| 175.118 746.4196 | .
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120

Relative Abundance

Source: Bibo_20120802_RM_MSCOS782
Scannumber: 47610

Protein: NDUFB11; UNQI11/PROTOEE; NDUFB11; UNQI11/PROTOES; QINXT4-2; QINX14; QINX14-1; QINX14
Peptide Score: 639.6
Method: FTMS; HCD; 1

¥u ¥7 ¥a L 4

AAGLFGILSA,:

bz bs ba baz

V=
B20.4676
Ve
650.262
yz-NHz
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b v;
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Relative Abundance

120

Source: Bibo_20120802_RM_MSCOS782
Scannumber: 47364

Protein: NDUFB11; UNQI11/PROTOEE; NDUFB11; UNQI11/PROTOES; QINXT4-2; QINX14; QINX14-1; QINX14
Peptide Score: 639.6
Method: FTMS; HCD; 1

¥u ¥z ¥Ya ¥

AAGLFGILSAI:

bz bs ba baz

Y= i
B20.4676 Lo
Y& )
650.262 )
[ n
VS—NHB N
B03.441 I
b ¥z i
yi-NH:z ]gog 7632.44 6] )
158.0924 o
b é V'I E V7_NH3 | o
L 17511 746.4196 |
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Relative Abundance

120

Source:

Bibo_20120802_RM_MSCOS732

Scannumber: 48120
Protein: NDUFB11; UNQI11/PROT0OE4; NDUFB11; UNQI11/PROT0E4; QINXKT4-2; QINX14; QINX14-1; QINX14
Peptide Score: 639.6
Method: FTMS; HCD; 1
¥u ¥7 Ya ¥
_AAGLFGILSAI:_
bz bs ba baZ
y= N
820.4676 I
ys |
650.362 -
i [ h
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- 1]
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yvz-NHz ) @,
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e = —t
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A
bz ¥z I
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158.0924 - : | O
i | o
b 3 vz—-NHz= !
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143.0815) [ | b+ be ve—NHz _ v -
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Relative Abundance

120

Source:

Bibo_20120802_RM_MSCOS732

Scannumber: 48380
Protein: NDUFB11; UNQI11/PROT0OE4; NDUFB11; UNQI11/PROT0E4; QINXKT4-2; QINX14; QINX14-1; QINX14
Peptide Score: 639.6
Method: FTMS; HCD; 1
¥u ¥7 Ya ¥
_AAGLFGILSAIR_
bz bs ba baZ
b4 N
B20.4676
650.262 s
| [~ in
vez-NHz ——
B03.441 )
¥z i
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158.0924 | O
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142.0815 [ | b+ ba ve—NH:z b -
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Relative Abundance

120

Source:

Bibo_20120802_RM_MSCOS732

b

[z801]Ansuayu|

Scannumber: 48637
Protein: NDUFB11; UNGQT11/PROT0OE4; NDUFBT1; UNQIT1/PROT0OE4; QINX14-2; QINXT14; QINX14-1; QINX14
Peptide Score: 639.6
Method: FTMS; HCD; 1
¥u ¥> ¥a ¥
_AAGLFGILSAIR_
bz bs ba baz
¥z
820.4676
Ye
650.262
vz-NHz
B02.441
bz ¥z
yi—-NHz 200.102 763.4461
158.0924 |
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Relative Abundance

120

Source:

Bibo_20120802_RM_MSCOS732

Scannumber: 49412
Protein: NDUFBT1; UNQIT11/PROTOE4; NDUFB11; UNGQI11/PROT0E4; QINX14-2; QINX14; QINX14-1; QINX14
Peptide Score: 639.6
Method: FTMS; HCD; 1
¥u ¥> ¥a ¥
_AAGLFGILSA,?_
bz bs ba baz
b
¥= -
820.4676 -
ve s
650.362 i
I o
o0
o
vz-NHz R
B03.441 I
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bz ¥z ~
200,103 ?63.4;461
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142.0815 [ | b+ be ve-NHz v i
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Relative Abundance

120

Source:

Scannumber: 49433
Protein:

Peptide Score: 143.71
Method: FTMS; HCD; 1

¥Yzue Yir Wim Y17 Yia ¥Wi1a YWise YVis Y1z Y1 Yinm

Bibo_20120802_RM_MSCOS732

¥Yr ¥Yu ¥z ¥Ya

¥a

¥+ ¥s= ¥

I NV P}V

plalelelalalplplalphy Iy Tylple olg

BRI3; hucep-14; ITM2C; NPDO18; PSECO047; BRI3Z; hucep-14; ITM2C; NPDO18; PSECO047; BRI3Z; hucep-14; ITM2C; NPDO18; PSECO047; ITM2C; ITM2C; QINQX7-1; QINQX7; QINQX7-3; Q
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Relative Abundance

Source: Bibo_20120802_RM_MSCOS782
Scannumber: 496394

Protein: NDUFB11; UNQI11/PROTOEE; NDUFB11; UNQI11/PROTOES; QINXT4-2; QINX14; QINX14-1; QINX14
Peptide Score: 67.99
Method: FTMS; HCD; 1
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Relative Abundance

Source: Bibo_20120802_RM_MSCOS782
Scannumber: S0230

Protein: NDUFB11; UNQI11/PROTOEE; NDUFB11; UNQI11/PROTOES; QINXT4-2; QINX14; QINX14-1; QINX14
Peptide Score: 639.6
Method: FTMS; HCD; 1
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Relative Abundance

120

Sour

el

Bibo_20120802_RM_MSCOS782
Scannumber: g1287

Protein: NDUFB11; UNQI11/PROTOEE; NDUFB11; UNQI11/PROTOES; QINXT4-2; QINX14; QINX14-1; QINX14
Peptide Score: 639.6
Method: FTMS; HCD; 1
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Relative Abundance

120

Source:

Bibo_20120802_RM_MSCOS732

Scannumber: E1563
Protein: NDUFBT1; UNQIT11/PROTOE4; NDUFB11; UNGQI11/PROT0E4; QINX14-2; QINX14; QINX14-1; QINX14
Peptide Score: 639.6
Method: FTMS; HCD; 1
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Relative Abundance

Source: Bibo_20120802_RM_MSCOS782
Scannumber: £1838

Protein: NDUFB11; UNQI11/PROTOEE; NDUFB11; UNQI11/PROTOES; QINXT4-2; QINX14; QINX14-1; QINX14
Peptide Score: 639.6
Method: FTMS; HCD; 1
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Relative Abundance

120

Source:
Scannumber:
Protein:

Peptide Score:

Method:

Bibo_20120802_RM_MSCOS732
1867

NAFE; SNAFE; NAPA; SNAPA; hCG_22363; NAFE; QSH115; B4DIVD; ESFEFS; PS4320; B4DK44; B4DGPI; Q4 GOMO

67.08
FTMS; HCD; 1
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Relative Abundance

Source: Bibo_20120802_RM_MSCOS782
Scannumber: £2102

Protein: NDUFB11; UNQI11/PROTOEE; NDUFB11; UNQI11/PROTOES; QINXT4-2; QINX14; QINX14-1; QINX14
Peptide Score: 639.6
Method: FTMS; HCD; 1
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Relative Abundance

Source: Bibo_20120802_RM_MSCOS782
Scannumber: £2440

Protein: NDUFB11; UNQI11/PROTOEE; NDUFB11; UNQI11/PROTOES; QINXT4-2; QINX14; QINX14-1; QINX14
Peptide Score: 639.6
Method: FTMS; HCD; 1
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Relative Abundance

120

Source:

Bibo_20120802_RM_MSCOS782
Scannumber: £3238

Protein: NDUFBT1; UNQIT11/PROTOE4; NDUFB11; UNGQI11/PROT0E4; QINX14-2; QINX14; QINX14-1; QINX14
Peptide Score: 639.6
Method: FTMS; HCD; 1
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Relative Abundance

120

Source:

Scannumber: 533396
Protein:

Peptide Score: 84 .44
Method: FTMS; HCD; 1
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Bibo_20120802_RM_MSCOS732
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Relative Abundance

120

Source:

Bibo_20120802_RM_MSCOS782
Scannumber: £35812

Protein: NDUFB11; UNQI11/PROT0OE4; NDUFB11; UNQI11/PROT0E4; QINXKT4-2; QINX14; QINX14-1; QINX14
Peptide Score: 639.6
Method: FTMS; HCD; 1
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Relative Abundance

120

Source:
Scannumber:
Protein:
Peptide Score:
Method:

Bibo_20120802_RM_MSCOS732
3821
PSMCT; hCG_2023043; P62131; QS3HB3; Q53XLS; QENW36; B4DRE3
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Relative Abundance

120

Source:
Scannumber: £3824
NDUFBT1; UNQIT11/PROTOE4; NDUFB11; UNGQI11/PROT0E4; QINX14-2; QINX14; QINX14-1; QINX14

Protein:

Peptide Score: 639.6

Method: FTMS; HCD;
¥u ¥> ¥a

A,

Bibo_20120802_RM_MSCOS732
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Source: Bibo_20120802_RM_MSCOS732

Relative Abundance

Scannumber: 54100
Protein: HNRNPK; HNRPK; hCG_1985922; RP11-575L7.1-003; HNRNPK; HNRPK; HNRNPK; HNRPK; HNRNPK; RP11-575L7.1-001; HNRNPK; RP11-575L7.1-005; HNRNPK; RP11-575L7.1-006; P&137
Peptide Score: 86.64
Method: FTMS; HCD; 1
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Relative Abundance

Source:
Scannumber:
Protein:
Peptide Score:
Method:

Yia Yis Y12 ¥11 Yim Yo

Bibo_20120802_RM_MSCOS732

54117

GTFBPS; OLAY; PRO2455; PTDOO4; GTFBPS; OLAL; PRO2455; PTDOO4; OLAT; QINTKS-1; QINTKS; DFEHM2; QINTKS-3; QINTKS; B4DK14; EFEQUS; Q535W3; C3JTKE

8545
FTMS; HCD; 1
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Relative Abundance

120

Source:

Bibo_20120802_RM_MSCOS732

Scannumber: 54142
Protein: KIAATEST; TTYH3; KIAAE3T; TTYHS; KIAAT 691, TTYHS; DKFZp761K147; Q3COH2-1; QICOH2Z; QICOH2-2; QICOH2Z; QICOH2-3; QICOH2Z; QBIYHI
Peptide Score: 184.21
Method: FTMS; HCD; 1
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Relative Abundance

Source: Bibo_20120802_RM_MSCOS782
Scannumber: 54307

Protein: CTA-286B10.5-010; TOMI1; TOMI1; TOMI; TOM1; CTA-286B10.5-012; CTA-286B10.5-008; TOMI; hCG_41524; TOMI; UNQ] 844; B4DKQS; BZWPO3; EFEFPZS; O60784-2; OB0784; OBO7 &
Peptide Score: 144,65
Method: FTMS; HCD; 1
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Relative Abundance

120

Source:

Bibo_20120802_RM_MSCOS732

Scannumber: 54651
Protein: NDUFB11; UNQI11/PROT0OE4; NDUFB11; UNQI11/PROT0E4; QINXKT4-2; QINX14; QINX14-1; QINX14
Peptide Score: 80.44
Method: FTMS; HCD; 1
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Relative Abundance

120

Source: Bibo_20120802_RM_MSCOS732

Scannumber: 54711
Protein: N4WEBPS; NDFIP1; PSECO1392; PSECO223; N4WEBPS; NDFIP1; PSECO132; PSECO223; QIBTE7-1; Q9BTE?; QSBTE7-2; QIBTE?
Peptide Score: 137.68
Method: FTMS; HCD; 1
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120

Relative Abundance

Source: Bibo_20120802_RM_MSCOS5783
Scannumber: 6570

Protein: IPIODS80754
Peptide Score: 90.15
Method: FTMS; HCD; 1
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120

Relative Abundance

Source:
Scannumber:
Protein:

Peptide Score:

Method:

Bibo_20120802_RM_MSCOS5783
15774

ESRGO4

106.67

FTMS; HCD; 1
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Relative Abundance

Source: Bibo_20120802_RM_MSCOS5783
Scannumber: 20233

£

c
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b

0

Protein: PPIG; PPIG; Q13427-1;Q13427; EIPG73; Q2ZNKGQE
Peptide Score: 64.3
Method: FTMS; HCD; 1
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Relative Abundance

120

Source:

Bibo_20120802_RM_MSCOS733

¥z
288.202

vz-NH:
271.1765 |

Scannumber: 203966
Protein: hCG_13984307; B4DRFS
Peptide Score: 162.44
Method: FTMS; HCD; 1
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Relative Abundance

120

Source:
Scannumber:
Protein:
Peptide Score:
Method:

Bibo_20120802_RM_MSCOS5783
215852

hCG_1984907; B4DRF8

162.44

FTMS; HCD; 1
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120

Relative Abundance

Source: Bibo_20120802_RM_MSCOS5783
Scannumber: 21754

Protein: hCG_1984907; B4DRFS
Peptide Score: 163.53
Method: FTMS; HCD; 1
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Relative Abundance

120

Source:
Scannumber:
Protein:

Bibo_20120802_RM_MSCOS733
23023
hCG_1984307; B4DRFS

Peptide Score: 162.44

Method:

P S

FTMS; HCD; 1

¥+ ¥ ¥z W

WiL L R

bz

bs bsa

bz
185.0921

bz-sz
167.0815 |

17

yi-

158.0924 |

V1
5.119
e vz

NH; 288..203
yz-NH3

271.1765

vz—-NHz

¥z

401.2871

384.2605

be

484.2554

be-Hz0
466.2449 E

I.II;.

Y
587.2664

bs

597.3295 |

bs-Hz0
579.2289

ye—NHz

570.2398

| I
200 250 300

T
330

400

T Ll ] I L)
430

T
500

mjfz [amu]

1
530

=T
600

1
630

T
700

1
730

T
800

¥0

[z801]Ansuayu|



Relative Abundance

120

Source:
Protein

Peptide
Method

P

Bibo_20120802_RM_MSCOS5783
Scannumber: 23286

: hCG_1984307; B4DRFS

Score: 16244
: FTMS; HCD; 1
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Relative Abundance

120

Source:

Scannumber:

Protein:

Peptide Score:

Bibo_20120802_RM_MSCOS733

32681

MELKvZ; MELKv3; ABP3A7; ABP3AS

0

Method: FTMS; HCD; 1
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Relative Abundance

120

Source:

Bibo_20120802_RM_MSCOS733

Scannumber: 43132
Protein: KIAADE0S; LARGE; LARGEY; CTA-282F2.2-010; LARGE; CTA-282F2.2-014; LARGE; CTA-282F2.2-013; LARCE; CTA-282F2.2-012; LARGE; ©395461-1; ©O85461; B7Z2399; BFZ7C3; B72213; B
Peptide Score: 90.93
Method: FTMS; HCD; 1
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Relative Abundance

120

Source:

Bibo_20120802_RM_MSCOS734

Scannumber: 9810
Protein: BTN3A3; CIINZ3
Peptide Score: 143.06
Method: FTMS; HCD; 1
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Relative Abundance

120

Source: Bibo_20120802_RM_MSCOS5734

Scannumber: 12696
Protein: E2QCO7
Peptide Score: 2.71
Method: FTMS; HCD; 1
ax o o ox gl gl
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120

Relative Abundance

Source: Bibo_20120802_RM_MSCOS5734
Scannumber: 16206

Protein: ESRGCO4
Peptide Score: 83.18
Method: FTMS; HCD; 1
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Relative Abundance

120

Source:

Bibo_20120802_RM_MSCOS734

FAMI73A; FAMI73A; FAMI73A; Q6AJX3-1; QBAJK3; Q6AIK3-2; Q6AJK3; B4DLF7; BEMCNS; EFEWLS; C3JW1

Scannumber: 18482
Protein:
Peptide Score: 93.06
Method: FTMS; HCD; 1
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Relative Abundance

120

Source: Bibo_20120802_RM_MSCOS5734

Scannumber: 183916

Protein: FAMI 734 FAMI 734 FAMI 794 QBAUX3-1; QBAIXS; QBAIX3-2; QBAJK3; B4DLF7; BSMCNS; EZEWLS; C3WI

Peptide Score: 80.71
Method: FTMS; HCD; 1
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Relative Abundance

120

Source:

Bibo_20120802_RM_MSCOS734

Scannumber: 20309
Protein: CNC; NCX1;SLC8AY; P32418-4; P32418; Q14913
Peptide Score: 85.96
Method: FTMS; HCD; 1
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Relative Abundance

120

Source:

Bibo_20120802_RM_MSCOS734
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Scannumber: 21634
Protein: hCG_1984307; B4DRFS
Peptide Score: 154.91
Method: FTMS; HCD; 1
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Relative Abundance

120

Source: Bibo_20120802_RM_MSCOS5734
Scannumber: 22382
Protein: ECM1; ECMT1;ECM1; Q16610-4; Q1E6610; Q16610-1; Q16610; CECHS3; Q16610-2; Q16610

Peptide Score: 739.02

Method: FTMS; HCD; 1
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Relative Abundance

120

Source:

Scannumber: 22487

Protein: hCG_1984907; B4DRFS
Peptide Score: 152.483

Method: FTMS; HCD; 1
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Relative Abundance

120

Source:
Scannumber:
Protein:
Peptide Score:
Method:

Bibo_20120802_RM_MSCOS5734
23528

hCG_19843907; B4DRFS

154 44

FTMS; HCD; 1
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Relative Abundance

120

Source:
Scannumber:
Protein:
Peptide Score:
Method:

Bibo_20120802_RM_MSCOS5734
23779

hCG_19843907; B4DRFS

154.91

FTMS; HCD; 1
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Relative Abundance

120

Source:
Scannumber:
Protein:
Peptide Score:
Method:

Bibo_20120802_RM_MSCOS5734
258922

hCG_19843907; B4DRFS

154 44

FTMS; HCD; 1
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Relative Abundance

120

Source: Bibo_20120802_RM_MSCOS5734
Scannumber: 32774
Protein: MELKwZ; MELKv3; ABP3A7; ABP3AS
Peptide Score: O
Method: FTMS; HCD; 1
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Relative Abundance

120

Source: Bibo_20120802_RM_MSCOS785
Scannumber: 7247

Prote

in: IPIDOS20754

Peptide Score: 90.15
Method: FTMS; HCD; 1

¥s ¥z ¥

RVTFPQILTGK

ba b> bs be
Vi
147.1128
VI—NH"Z vz
120.0863 | 204.1343
| | vz
i yz—NHz 205.1819
| 187.1077] |
| | ! [ ! |
L ) I L ) L L l L L I LN B B B B |
100 200 300

400

500

—
bs )
1000.557
! — =
bs-Hz0 I
982.5469 |
b=z i
942.536
be 5 L
729.4042 i
| bz-Hz0 bz-Hz0 .
bG_szo 824.4777 925.5254 |
711.39'375 | bz [ | I
b 8‘:l2.4:883 i
lllllllllllllllllllll|l|l|lll Ill|llillllllllllllll|llll L) lllllllllllllllll D
600 700 a00 900 1000 1100
mjfz [amu]

[s80 1] Ausuayu|

X



Relative Abundance

Source:

Bibo_20120802_RM_MSCOS735

Scannumber: 20412

Protein:

CNC; NCX1;SLC8AT; P32412-4; P32413; Q14913

Peptide Score: 85.96

Method:

FTMS; HCD; 1
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Relative Abundance

120

Source:

Bibo_20120802_RM_MSCOS735

Scannumber: 22905

Protein: hCG_1984307; B4DRFS
Peptide Score: 154.91
Method: FTMS; HCD; 1
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Relative Abundance

120

Source: Bibo_20120802_RM_MSCOS785
Scannumber: 32347
Protein: MELKwZ; MELKv3; ABP3A7; ABP3AS
Peptide Score: O
Method: FTMS; HCD; 1
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Relative Abundance

120

Source:
Scannumber:
Protein:
Peptide Score:
Method:

¥
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Bibo_20120802_RM_MSCOS735

32744

MELKvZ; MELKv3; ABP3A7; ABP3AS
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FTMS; HCD; 1
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Relative Abundance

120

Source:
Scannumber:
Protein:

Peptide Score:

Method:

¥Yim

rlo
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35873

MTBP; Q36DY7; B4DURS

94 .69

FTMS; HCD; 1
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120

Relative Abundance

Source: Bibo_20120802_RM_MSCOS785
Scannumber: 40539

Protein: NDUFB11; UNQI11/PROT0OE4; NDUFB11; UNQI11/PROT0E4; QINXKT4-2; QINX14; QINX14-1; QINX14
Peptide Score: 7947
Method: FTMS; HCD; 1
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Relative Abundance

120

Source: Bibo_20120802_RM_MSCOS735

Scannumber: S1007

Protein: IPIDD3281 104
Peptide Score: 82.17
Method: FTMS; HCD; 1
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Relative Abundance

120

Source:

Bibo_20120803_RM_MSCOS730

Scannumber: 8379
Protein: STONT-GTF2AIL; ALF; STON1-GTF2AIL; ALF; GTF2ATL; GTF2ZAILF; hCG_20458983; ALF; GTF2AIL; GTFZAILF; B7ZL16; Q3MIM1; Q53548; BEMCFS; QSUNN4-1; QIUNN4; ASMX)1; QSUNN4
Peptide Score: 86.62
Method: FTMS; HCD; 1
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Relative Abundance

Source: Bibo_201208039_RM_MSCOS730
Scannumber: 12699

Protein: SCG10; SCGNTO; STMNZ; Q93045; BZ724N6; ESRGXS
Peptide Score: 105.52
Method: FTMS; HCD; 1

¥u ¥z ¥Ya ¥3 Y& ¥x ¥z ¥

A L | E EINlNINIFlle

bz bs
——
= I
: v '
Q 981.4272 | !
O -
- —
=3
w0 L
1 =1
i —
- | 3
| 141:18 - @
@ O 4
. - | |
—
| =)
1 - 1)
o | ¥z &
= | Y& 852.2846 -
| ; 723.242 5
1 | bz i Lo
] | | 185.1285 VG_N'?h
| ! 706.2155/ i
o _ | - P
- | | vz-NH: ya—NHz ]
1 i . ¥z bz Ve Ve ¥s 5 B25.2581 964 .4 007
. ! ~34.1:44S 314.171 381.2132 495.2562 609.2991 i
Il Illl ll LBl ll lll Il L ||' lil LI ! l' lll ||'|' il LI lll ! LELE Ii' L I B I || LIl I L L L L L L 'l ' L |l LI L) l L L L L I UL L L ' ! L D
100 200 300 400 500 600 700 s00 900 1000 1100 1200

mjfz [amu] Lﬂ



Relative Abundance

Source:
Scannumber:
Protein:
Peptide Score:
Method:

Bibo_20120803_RM_MSCOS730
13324

P12763

201 .48

FTMS; HCD: 1
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Relative Abundance

120

Source:

Bibo_20120803_RM_MSCOS730

Scannumber: 13607

Protein:

Peptide

Method:

IDHZ; P43735; Q53GLS; B4D5SZ6; Q1 3584; B4DFL2
Score: 97.21
FTMS; HCD; 1
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120

Relative Abundance

Source: Bibo_201208039_RM_MSCOS730
Scannumber: 13656

Protein: IDHZ; P48735; QS3GLS; B4DSZ6; Q135384 B4DFL2
Peptide Score: 88.19
Method: FTMS; HCD; 1
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Relative Abundance

120

Source:

Bibo_20120803_RM_MSCOS730

Scannumber: 14008
Protein: Clorf?7; HTO31; PP7704; RP1-178F15.2-005; Clorf77; HTO31; PP7704; Clorf?77; HTO31; PP7704; Q9Y3Y2-3; QIY3Y2; QSTAY7; QIY¥3Y¥2-1; QIV¥3Y¥2; QI¥3¥2-4; QIv¥3Y2
Peptide Score: 107.18
Method: FTMS; HCD; 1
¥Yim ¥y ¥u ¥7 ¥a ¥a3 ¥Ya ¥x ¥z Y
A S|M Q QlQIQIQlLIAlslAIR
bz bx bs
1 s
4 [ h
-t vs ' B
1029.544 | !
- — D
B va 1}3(1!:—5':‘*'“3 )
i 901.485 RS )
. ¥? ' i -
1 773.4264 5 =t
] ¥z be 5 -
i RAR 2N 4181753 ¥s ve I
1 ' Va! 517.3093 545.2678 ; Yio i
| i bz-Hz0 i & ' | | 11545602 i
] 175.1189 272.1063 P | : !
3 , . : : =
_ bz | | j | vio-NHz
] 159,076+ ¥z 5 | 1140.576 i
Pl 246.1561 | | ; | | -
L I L) lI L) ll L |I l|l L) I L) !ll II |l| L) I |l L L L L L l L) |l L L L I L L I L L L I LU B B B B B B | I L L L L L L L L L l LI UL L L I L L L ' D
100 200 300 400 500 600 700 800 900 1000 1100 1200
mjfz [amu]

[sap 1] Aisuayu)

X



Relative Abundance

120

Source: Bibo_20120803_RM_MSCOS730

Scannumber: 14167
Protein: BBC1; OK/SW-cl.46; RPL13; hCG_1723872; P26373; ABK4CE; QENZSS
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¥

Peptide Score: 161.63
Method: FTMS; HCD; 1
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Relative Abundance

120

Source:

Scannumber: 14429
Protein: ATP2B1; PMCAY; ATPZB1; PMCAY; ATP2BZ; PMCAZ; ATPZBZ; ATPZB4; MXRAY; ATP2BZ; ATP2B4; MXRAL; ATPZ2BZ; PMCAZ; ATP2B2Z variant protein; ATP2B1; PMCAY; ATP2B3; ATP2BZ;
Peptide Score: 83.87
Method: FTMS; HCD; 1
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Relative Abundance

120

Source:

Bibo_20120803_RM_MSCOS730

Scannumber: 152398
Protein: ZFANDZB; hCG_1730765; ZFAND2B; ZFAND2E; Q28WV39-1; Q3W\V3S9; B4DEN4; B3KQBO; ESPFUS; EFEVOS; Q8WWI3-2; Q8WWII; ASKIA?
Peptide Score: 104 .45
Method: FTMS; HCD; 1
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Relative Abundance

Source: Bibo_201208039_RM_MSCOS730
Scannumber: 17947

Protein: DDX21; DDXSE; NOHE1; DDXSE; QINYI3; Q53HEBSI; CI)Va5
Peptide Score: 72.09
Method: FTMS; HCD; 1
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Relative Abundance

Source: Bibo_201208039_RM_MSCOS730
Scannumber: 19278

Protein: RAB7; RAB7A; RABZA; RABZA, RABFA; RABZA; RABZA; RABFA; PS11489; B4DPHS; €38)853; C9)592; C9)4V0; CII1Z20; C38)454; CIJ7D1
Peptide Score: 78.66
Method: FTMS; HCD; 1
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Relative Abundance

120

Source:

Bibo_20120803_RM_MSCOS730
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Scannumber: 19546
Protein: LAMER; LAMRI; RPSA; LAMRIPIS; RFSA; AENEOS; POSSES; QI6RS2; CIJIK3
Peptide Score: 87.36
Method: FTMS; HCD; 1
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Relative Abundance

120

Source:

Scannumber:

Protein:

Peptide Score:

Bibo_20120803_RM_MSCOS730

1
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OK{5W-cl.48; PHC; SLC25A3; OK/SW-cl.48; PHC; SLC25A3; DKFZp686)J11223; QO0325-1; QO0325; QO0325-2; QO0325; B2RESS; Q53HC3; QBMZFI; QENCF?

125.22

Method: FTMS; HCD; 1
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Relative Abundance

120

Source:

Protein:
Peptide Score: O
Method:

FTMS; HCD; 1

L,

Bibo_201208039_RM_MSCOS730
Scannumber: 20441
GLS; GLS; B7Z2509; B8ZZCS
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Relative Abundance

Source: Bibo_201208039_RM_MSCOS730
Scannumber: 20647

Protein: IPIDD383369

Peptide Score: O

Method: FTMS; HCD; 1

a gl

&U '
[380 1] Ausuayu|

ol .,.,.1|1||

100 200 300 400 500 B

: T
0 700 800 900 1000 1100 1200 1300 1400 1500 1600 1700

mjfz [amu] ﬂ

|
I
0



120

Relative Abundance

Source: Bibo_201208039_RM_MSCOS730
Scannumber: 210158

Protein: PARP10; B4EOC4; EIPNI7; QIB6K72; QS3GL7; AZRUMO; B3KY23; EIPKE?; ESPFE?
Peptide Score: 73.21
Method: FTMS; HCD; 1
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Relative Abundance

120

Source: Bibo_20120803_RM_MSCOS730

Scannumber: 21146

Protein: CON__Streptavidin
Peptide Score: 150.91

Method: FTMS; HCD; 1
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Relative Abundance

120

Source: Bibo_20120803_RM_MSCOS730

Scannumber: 21183

Protein: CON__Streptavidin
Peptide Score: 101.96
Method: FTMS; HCD; 1
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Relative Abundance

120

Source:
Scannumber:
Protein:
Peptide Score:
Method:

L A & C H S5

Bibo_20120803_RM_MSCOS730
21265

FAMI73A; FAMI73A; FAMI73A; Q6AJX3-1; QBAJK3; Q6AIK3-2; Q6AJK3; B4DLF7; BEMCNS; EFEWLS; C3JW1

80.76
FTMS; HCD; 1
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Relative Abundance

Source: Bibo_201208039_RM_MSCOS730
Scannumber: 21483

Protein: ALY BEF; THOC4; ESFBE]; Q8EYE]
Peptide Score: 79.97
Method: FTMS; HCD; 1
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Relative Abundance

120

Source:

Bibo_20120803_RM_MSCOS730

Scannumber: 22183
Protein: ECHS1; P30034
Peptide Score: 88.6
Method: FTMS; HCD; 1
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120

Relative Abundance

Source:
Scannumber:
Protein:

Peptide Score:

Method:

Bibo_201208039_RM_MSCOS7230
250280

QENFE?

9.25%

FTMS; HCD; 1
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Relative Abundance

Source: Bibo_201208039_RM_MSCOS730
Scannumber: 26668

Protein: TB7; ZNF740; Q8NDXE
Peptide Score: 82.75
Method: FTMS; HCD; 1
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Relative Abundance

Source: Bibo_201208039_RM_MSCOS730
Scannumber: 32967

Protein: BDNF; BDNF; BDNF 1-5; BDNF 3-5; BDNF 4-5; BDNF 41-5; BDNF 2-5; P23560-1; P23560; QBYNR1; Q969N8; QIE6TC2
Peptide Score: 11.62
Method: FTMS; HCD; 1
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Relative Abundance

120

Source: Bibo_20120809_RM_MSCOS5730
Scannumber: 36230
Protein: MELKvZ; MELKv3; ABP3AT; ABP3AS
Peptide Score: O
Method: FTMS; HCD; 1
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Relative Abundance

120

Source:

Protein:

Method:

Bibo_20120809_RM_MSCOS5730
Scannumber: 36436
MELKv2; MELKv3; ABP3A7; ABP3AS
Peptide Score: O

FTMS; HCD; 1

-

o

N

| o T

00 .

L @
=

i 2!

(o %

[ 3

- o

| @
&

LS

FcN

R

(g

o

lil | ||||,| |
200

40

0

600



Relative Abundance

120

Source:

Scannumber: 45715
Protein:

Peptide Score: 82.71
Method: FTMS; HCD; 1
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Bibo_20120803_RM_MSCOS730
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Relative Abundance

Source: Bibo_201208039_RM_MSCOS730
Scannumber: 46678

Protein: NDUFB11; UNQI11/PROTOEE; NDUFB11; UNQI11/PROTOES; QINXT4-2; QINX14; QINX14-1; QINX14
Peptide Score: £9.95
Method: FTMS; HCD; 1
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Relative Abundance

120

Source:
Scannumber:
Protein:
Peptide Score:
Method:
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34.05

FTMS; HCD; 1
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Relative Abundance

120

Source:

Bibo_20120803_RM_MSCOS730

Scannumber: 51345
Protein: DCUNIDT; DCUNITLY; RP42; SCCRO; DCUNID1; hCG_17206; DCUNID1; DCUNIDT; DCUNIDY; DCUNIDI; Q36GGS; CIIVEZ; B4DM7E; EFETPZ; C3J8R4; C3JUW4; C3JOB2Z; CSIRUE
Peptide Score: 105.31
Method: FTMS; HCD; 1
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Relative Abundance

120

Source:

Bibo_20120803_RM_MSCOS730

Scannumber: £2334

Protein:

PDIAE; TXNDC?; PDIAG; PDIAG, TXNDC?; hCG_22033; P5; Q15084-2; Q15084; B3KY 35, B7Z4MS; BSMBW?, Q15084-1; Q15084; QS3RC7; B7Z254

Peptide Score: 102.62
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Relative Abundance

120

Source:
Scannumber:
Protein:
Peptide Score:
Method:
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Relative Abundance

120

Source:

Bibo_20120803_RM_MSCOS730

Scannumber: 52791
Protein: NPM; NPM1; NPM; NPM1; NPM1; POE748-1; POE748; A4AJ86; QIBTIS; POE748-2; POE748; QIBYCI; QINX34; ESRISS
Peptide Score: 91.64
Method: FTMS; HCD; 1
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Relative Abundance

120

Source:

Scannumber: 52883
Protein:

Peptide Score: 78.29
Method: FTMS; HCD; 1
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Bibo_20120803_RM_MSCOS730
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OGDH; OGDH; OGDH; A2VCT3; ASKEI; ESPCR7; A2VCTZ; B4DFOO; B4DHES; B4DZ35; B4E2US; ESPDF2; QD2218; ESFEM1; B4DKSS; B4E3ES; ESPFG?

bz ba b>

vz :
7864104 | -
[

bz I

922.4206
¥s Y11 -
Ye B
933.4789 1234.621
457.2518 ;

: bs N

639.2885 B

¥s :
572.2787 5 1
: bs-Hz0 Yio -
621.278 1137.569

bz Y6 ¥o i
224.1455 685.3628 1080.547 =
i 1 | [0y

¥z ! 5

27277 |
¥ | : !
175.119 :
llll |l|||ll|l||Il| ll’llllllll lllllllllllllllllllllll llllll lllllll lllllllllllllllllll L L L L L L L I A lllll llllllllllllll D
100 200 300 400 500 600 700 s00 900 1000 1100 1200
mjfz [amu]

[s80 1] Ausuayu|

X



Source: Bibo_201208039_RM_MSCOS730
Scannumber: C23967

Protein: AEZ2; EFB3LY; HKB3; MFB3L: SLC4AZ; SLC4AZ; AEZ; EFB3LT; HKB3; MFEB3L: SLC4AZ; SLC4AZ; FO4320-1; PO4320; B4DITO; QS3GF1; Q33654; QSUEYS; QIUEYE; ESFEUS; QIUEY4; FO4920-2;
Peptide Score: 94.54
Method: FTMS; HCD; 1
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Relative Abundance

120

h

<N
5
—t
@
w 3
gl
bz g
L |
261.1598 -
Vi S
; 1523.675 vis N

§ bz ' 1646.759
Lo 408.2282 '
| | yiz
vz | b+ | ”195 1476.654
222.14 04 5 ¥ |
: :74.;.:438: be vz .
z 889.4163
i 345.2245 s . ]V;G ¥s :
175118 | .32 774.2893
LI ll'!llllilll'lll!'llllll| lllllllllllllllllll lllllllllllll|llllllllllllllllllllllllIlllllllllllIlllllllllllllllllllllllllllllllIllllllllllllllllllIllllllllllllllllllll D
100 200 300 400 500 600 700 800 900 1000 1100 1200 1300 1400 1500 1600
mj/z [amu] X



Relative Abundance

120

Source:
Scannumber:
Protein:
Peptide Score:
Method:

VoA |\f LIGIAIS|IG|IG|I

Bibo_20120803_RM_MSCOS730
52997

MDH2Z; MDH2; P40326; B3KTM1 . QOQF37; QBFHAD; Q75SMTS; B4DE44; EIPDB2; Q75SMP7
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FTMS; HCD; 1
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Relative Abundance

120

Source:

Scannumber:
Protein:

Peptide Score:

Method:

bl el el

Bibo_20120803_RM_MSCOS730

53163

hCG_15235; PCCB; PCCB; PCCB; DKFZp45S1E113; PCCB; EFEXSS; B7Z2224; C3JQS3; EIPDRO; QS3GVD; POS166; EFETTI; EFEUY3; EFETT4; Q86TD7; EZENCT; C3JVWY3

91 46
FTMS; HCD; 1
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Relative Abundance

120

Source:

Bibo_20120803_RM_MSCOS730

Scannumber: 53253
Protein: EIF3M; GA17; HFLBS; PCIDT; PNAS-125; Q7L2H7; B4DTO9; EFESM3; ESPRIZ
Peptide Score: 75.46
Method: FTMS; HCD; 1
¥Yia Yia Yis Y1z ¥11 Yim ¥ ¥u ¥7> ¥Ya ¥z ¥
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Source: Bibo_20120809_RM_MSCOS5730

Scannumber: 53260

Protein: ARALARY; SLC2E5A1 2; OFP5746; B3IKMYE; B3KRE4
Peptide Score: 83.21

Relative Abundance

120

Method: FTMS; HCD; 1
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Relative Abundance

120

Source:

Bibo_20120803_RM_MSCOS730

Scannumber: C3363
Protein: RAB10D; PE1026; Q535X4; Q53T70; Q3UL2S
Peptide Score: 112.75
Method: FTMS; HCD; 1
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Relative Abundance

120

Source:

Bibo_20120803_RM_MSCOS730

Scannumber: 54754
Protein: CA2; carbonic anhydrase I CAll; PO0O318; QELD3S
Peptide Score: 105.14
Method: FTMS; HCD; 1
Yis¥1z2¥11 Yim ¥ ¥u ¥7> ¥Ya ¥a ¥ ¥z ¥
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Relative Abundance

120

Source:

Bibo_20120803_RM_MSCOS730

Scannumber: 54964
Protein: SDH2Z; SDHA; SDHF; P31040; B4DYNS; QOQF1 2; Q53GWS; B3KT34; B4DJ60; ESFEIS; DERFMS; ESFEFS; Q8IW48
Peptide Score: 118.37
Method: FTMS; HCD; 1
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120

Relative Abundance

Source: Bibo_201208039_RM_MSCOS730
Scannumber: £43539

Protein: COPS3; CSN3; COPS3; QIUNS2Z; CIJLYS
Peptide Score: 116.23
Method: FTMS; HCD; 1
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Relative Abundance

120

Source:

Bibo_20120803_RM_MSCOS730

Scannumber: EE0s2

Protein:

KIAATE31, TTYH3; KIAATE31; TTYH3, KIAAI 631 TTYH3, DKFZp761K147; Q3COH2-1; Q3COHZ; Q3C0H2-2; Q3COHZ; Q3COH2Z-3; Q3COHZ; QB3YHI

Peptide Score: 127.37

Method: FTMS; HCD; 1
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Relative Abundance

Source: Bibo_201208039_RM_MSCOS730
Scannumber: £E351

Protein: COXSA; P20674; Q7 T1UP]
Peptide Score: 158.02
Method: FTMS; HCD; 1
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Relative Abundance

120

Source: Bibo_201208039_RM_MSCOS730
Scannumber: E5361

Protein: COXEA; P20E74; QF7T1UP]
Peptide Score: 85.39
Method: FTMS; HCD; 1
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Relative Abundance

120

Source:
Scannumber:
Protein:
Peptide Score:
Method:

Bibo_20120803_RM_MSCOS730

55380

ATPEVIF; ATPES14; ATPEVIF; VATF; hCG_41657; tcag?7.413; C3J2K4; Q16864; A4DTKD

81.02
FTMS; HCD; 1
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120

Relative Abundance

Source: Bibo_201208039_RM_MSCOS730
Scannumber: £5417

Protein: ACE; DCP; DCP1; ACE; DCP; DCP1; P12821-1; P12821; P12821-2; P12821
Peptide Score: 93.96
Method: FTMS; HCD; 1
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Relative Abundance

120

Source:
Scannumber:
Protein:

Peptide Score:

Bibo_20120803_RM_MSCOS730

55515

OIP3; PKZ; PK3; PKM; PKM2Z; OIP3; PKZ; PK3; PKM; PKM2; PKM2; PKM2Z; P14618-2; P14618; B4DRT3; EFEUQSE; P14618-1;

111.74

P14618; B4DUUE; B4DNK4; ESPF73; Q8WUW?; QINYI7; QIUK31; G

Method: FTMS; HCD; 1
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Relative Abundance

Source:

Bibo_20120803_RM_MSCOS730

Scannumber: 55548
Protein: OIP3; PK2; PK3; PKM; PKM2; OIP3; PK2; PK3; PKM; PKM2; PKM2; PKM2; P14618-2; P14618; B4DRT3; EFEUQS; P14618-1; P14618; B4DUUE; B4DNK4; EIPF73; Q8WUW?; QINYI7; QIUK31; Q
Peptide Score: 136.51
Method: FTMS; HCD; 1
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Relative Abundance

120

Source:

Bibo_20120803_RM_MSCOS730

mjfz [amu]

Scannumber: 55532
Protein: SLC20A4; SLC25A11; hCG_32694; QD2378; QEIBHOD
Peptide Score: 125.18
Method: FTMS; HCD; 1
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Relative Abundance

120

Source:

Bibo_20120803_RM_MSCOS730

Scannumber: 55639
Protein: SNRPD1; PE2314; Q7Z5A3
Peptide Score: 102.78
Method: FTMS; HCD; 1
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Relative Abundance

120

Source:

Scannumber: £gs14

Protein:

Peptide Score: 103.76

Bibo_20120803_RM_MSCOS730

Method: FTMS; HCD; 1
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Source: Bibo_20120803_RM_MSCOS730

Relative Abundance

Scannumber: 55838

Protein: GRP7S; HSPAS; HSPASE; P38646; QBN1CSE; B7P21VW7; BFZ24V2; DERIIZ; Q2F339; A1XPS2; BF24T3
Peptide Score: 106.44

Method: FTMS; HCD; 1
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Relative Abundance

Source:

Bibo_20120803_RM_MSCOS730

Scannumber: 55300
Protein: GRP7S; HSPAS; HSPASE; P38646; QBN1CSE; B7P21VW7; BFZ24V2; DERIIZ; Q2F339; A1XPS2; BF24T3
Peptide Score: 95.25
Method: FTMS; HCD; 1
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Source: Bibo_201208039_RM_MSCOS730
Scannumber: CE3936

Relative Abundance

120

Protein: DNAH3; DNAHC3E; Q8TDS7-1; Q8TDE?
Peptide Score: 6.26
Method: FTMS; HCD; 1
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Relative Abundance

120

Source:

Bibo_20120803_RM_MSCOS783

Scannumber: 2372
Protein: IPIDD385737
Peptide Score: 148.33
Method: FTMS; HCD; 1
¥a ¥a ¥s ¥z ¥
_ N I GI|E K{v|L |K
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120

Relative Abundance

Source: Bibo_20120809_RM_MSCOS783
Scannumber: 9368

Protein: BTN3A3; CIINZ3
Peptide Score: 166.13
Method: FTMS; HCD; 1
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Relative Abundance

120

Source:

Bibo_20120809_RM_MSCOS783
Scannumber: 18381

DALY EFB41L3; KIAADSE7Z, DALY EFB41L3; KIAADSIEZ, QIY2)2-1; QIY2)2; B7Z415; QIY2)2-2; QI¥2)2; B3KY28; ASBKIES; BZREOZ; B3KTSO; EFEUFS; B7Z2D7; B7Z8MS; B7Z2G3

¥+ ¥= ¥z ¥

Protein:
Peptide Score: 88.34
Method: FTMS; HCD; 1
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120

Relative Abundance

Source: Bibo_20120809_RM_MSCOS783
Scannumber: 18576

Protein: REM4; REM4A; QIBWF3-2; QIBWF3
Peptide Score: 78.93
Method: FTMS; HCD; 1
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Relative Abundance

120

Source: Bibo_20120803_RM_MSCOS783

Scannumber: 20508

Protein: CON__Streptavidin
Peptide Score: 125.73

Method: FTMS; HCD; 1
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Relative Abundance

120

Source: Bibo_20120803_RM_MSCOS783

Scannumber: 20609
Protein:
Peptide Score: 85.96
Method: FTMS; HCD; 1
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Relative Abundance

120

Source:
Scannumber:
Protein:
Peptide Score:
Method:

Bibo_20120803_RM_MSCOS783

CCDC2; CMG1; IFT74; QI6LE3-1; QI6LE3; ADOPIM7

20992

88.73
FTMS; HCD; 1
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Relative Abundance

120

Source:
Scannumber:
Protein:
Peptide Score:
Method:
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Relative Abundance

120

Source:

Scannumber:

Protein:

Peptide Score:

Method:

Bibo_20120803_RM_MSCOS734
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Relative Abundance

120

Source:

Bibo_20120803_RM_MSCOS734

Scannumber: 9430
Protein: IPIDDS20754
Peptide Score: 90.15
Method: FTMS; HCD; 1
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Relative Abundance

120

Source:

Bibo_20120803_RM_MSCOS734

Scannumber: 11275
Protein: TTCE; TTCE; Q86T21; Q35Y86; Q35Y87; Q35Y88
Peptide Score: 85.38
Method: FTMS; HCD; 1
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Relative Abundance

120

Source:
Scannumber: 17858

Protei

n:

Bibo_20120803_RM_MSCOS734

KIAATE622; PPAR4; PPP4R4; QENUPZ-1; QENUFPZ; B4E1 86

Peptide Score: 6.03
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120

Relative Abundance

Source: Bibo_201208039_RM_MSCOS734

Scannumber: 26231
Protein: Q35257
Peptide Score: 51.89
Method: FTMS; HCD; 1
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Relative Abundance

120

Source:
Scannumber:
Protein:

Peptide Score:

Bibo_20120803_RM_MSCOS734
34586

ESPHSS

6.36

Method: FTMS; HCD; 1
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120

Relative Abundance

Source: Bibo_201208039_RM_MSCOS734
Scannumber: 44421

Protein: OLFMLY; UNQSE4/PROTT 26; DKFZpESEHT 812; QBUWYS; BADNE]; QSHYES
Peptide Score: 5.9
Method: FTMS; HCD; 1
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Relative Abundance

120

Source:

Scannumber:

Protein:

Peptide Score:

Method:

Bibo_20120803_RM_MSCOS734

45024

OLFMLT; UNGSE4/PROTT 26; DKFZpE8EHT 812; QEUWYS; B4DNET; QSHYES
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FTMS; HCD; 1
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Relative Abundance

Source: Bibo_201208039_RM_MSCOS734
Scannumber: £2304

Protein: ANKS3; hCG_15183; D3DUE4
Peptide Score: 70.84
Method: FTMS; HCD; 1
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120

Relative Abundance

Source: Bibo_20120809_RM_MSCO5735
Scannumber: 14755

Protein: SPP2; SPP24; Q13103

Peptide Score: 4.85

Method: FTMS; HCD; 1
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Relative Abundance

120

Source:
Scannumber: 17360

Protei

n:

Bibo_20120803_RM_MSCOS785

KIAATE622; PPAR4; PPP4R4; QENUPZ-1; QENUFPZ; B4E1 86

Peptide Score: 6.7

Metho

d:

o
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FTMS; HCD; 1
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Relative Abundance

120

Source:

Scannumber: 19156

Bibo_20120803_RM_MSCOS785

Protein: DALY EFB41L3; KIAADSS?: DALY EFB41L3; KIAADSIEZ; QIY2)2-1; QIY2)2; BF2415; QI9Y2)2-2; QI9Y2)2; B3KY28; ABKI6S; B2RBO2; B3KTSO; EFEUFS; BFZ2D7; BFZ8ME; BPZ2G3
Peptide Score: 88.19
Method: FTMS; HCD; 1
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Relative Abundance

120

Source:
Scannumber:
Protein:
Peptide Score:
Method:

Bibo_201208039_RM_MSCOS735

35291

SCMH1; SCMH1; SCMH1; SCMH1; SCMH1; Q36GD3-1; Q36CD3; B4DWEE; QI6GD3-2; QI6CD3; B3KME?; QI6GD3-3; QI6CD3; QI6CD3-4; QI6GD3; QI6GD3-5; QI6GD3; B4DROS
2.23

FTMS; HCD; 1
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120

Relative Abundance

Source: Bibo_201208039_RM_MSCOS785
Scannumber: 44575

Protein: NDUFB11; UNQI11/PROTOEE; NDUFB11; UNQI11/PROTOES; QINXT4-2; QINX14; QINX14-1; QINX14
Peptide Score: 7947
Method: FTMS; HCD; 1

¥u ¥z ¥Ya ¥

AAGLFGILSA,:

bz bs ba baz

y= ) W
820.4676
Ve
650.362
| &
5
-t
(1]
5
w gl
<
|y |
—
o
w1
7 =
175.119 vz M
\n—NHf; ?63.4:451
158.0924 | ys—NHb
bz | bz 7464196 | N
142.0815| | 200.103 b+ 6'::33':'5“3 E |
b ' 259.1421 be ' vz-NHz |
‘ | | 213.187 802.441
LJ L l L ! L) LJ I II' '| ll L I LJ L |' L l |' l' || L A L L L) ‘ll L ll l L .|' |' LJ L L L 2 L) lll.' L I L ll " LJ ‘I L L L L) ‘I L " L L A LJ LJ L L I L L) ; L L L ll l" . L l‘ L I LJ L L
100 150 200 250 300 350 400 450 500 550 600 B50 700 750 800 850

mjfz [amu] Lﬂ



