Table S1. Oligonucleotides used in this study.
	Target/Name
	Orientation
	Sequence (5’ to 3’)
	Reference/Notes

	AAV- ITR fwd
	Forward
	GGAACCCCTAGTGATGGAGTT
	1


[ ADDIN EN.CITE ]


	AAV- ITR rev
	Reverse
	CGGCCTCAGTGAGCGA
	

	AAV-ITR probe
	
	[6-FAM]CACTCCCTCTCTGCGCGCTCG [BBQ]
	Real-time PCR

	
	
	
	

	Flpe-fw-BamHI
	Forward
	ACCCAGGATCCACCATGCCACAAT TTG
	Amplification of the Flpe gene

	Flpe-rev-NotI
	Reverse
	TGTTTGTGGCGGCCGCTGCGTGTTTATGCTT
	

	
	
	
	

	human B2M-F
	Forward
	TGCTGTCTCCATGTTTGATGTATCT
	2


[ ADDIN EN.CITE ]
 Real-time PCR

	human B2M-R
	Reverse
	TCTCTGCTCCCCACCTCTAAGT
	

	
	
	
	

	IRES-fw-XbaI/BclI
	Forward
	CAACATCTAGATGATCAATTCCGCCCCTCTC
	Amplification of the IRES sequence

	IRES-rev- XbaI/BamHI
	Reverse
	AAGAATCTAGAGGATCCCGGTCATGGAAGG TC
	

	
	
	
	

	neo-F
	Forward
	ACCAAGCGAAACATCGCATCGAG
	Real-time PCR

	neo-R
	Reverse
	GCGATACCGTAAAGCACGAGGAAG
	

	
	
	
	

	SB-forw-XhoI
	Forward
	GATAACTCGAGATGGGAAAATCAAAAGAA
	Amplification of the SB transposase gene

	SB-rev-EcoRI
	Reverse
	CAGGTGAATTCCTAGTATTTGGTAGCATTG
	

	
	
	
	

	SB-L
	Forward
	GGTGGCAGCATCATGTTGTG
	Real-time PCR

	SB-R
	Reverse
	CCTTCCTCATGATGCCATCTATT
	

	
	
	
	

	SB100-for
	Forward
	GGAGGAAGAAGGGGGAGGCTT
	To check SB transcription 

	SB100-rev
	Reverse
	GCCTCCCCCTTCTTCCTCCAA
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