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Amplified PCR fragments cloned into pJET1.2 vector
The plasmids were digested by BglII enzyme

hPGBD1 457 MRCVFGVLLLSGFMRHPRREMYWEVSDTDQNLVRDAIRRDRFELIFSNLHFADNGHLDQK

rPgbd1 1 MWCVFGVLLWSGFVMHPRMGMYWEISDSDQTLVRNAIRRDRFELIFSYLHFAGNSHLHQK

hPGBD1 517 DKFTKLRPLIKQMNKNFLLYAP-LEEYYCFDKSMCECFDSDQFLNGKPIRIGYKIWCGTT

rPgbd1 61 DKFSILRPLIKQMNKNFLLYAPRLEEYYCFDKSMCECFDSDQFLNGKPLRIGYKIWCGTT

hPGBD1 576 TQGYLVWFEPYQEESTMKVDEDPDLGLGGNLVMNFADVLLERGQYPYHLCFDSFFTSVKL

rPgbd1 121 TQGYLVWFEPYQEYSAVETDKELDLGLGGNLIMSFADVLLEKGHYPYHLCFESFFTSVKL

hPGBD1 636 LSALKKKGVRATGTIRENRTEKCPLMNVEHMKKMKRGYFDFRIEENNEIILCRWYGDGII

rPgbd1 181 MSALKKKGVKATGSIRENRMEKCPLMNVEHMKKMKRGHFNFRVEENDEIFLFHWHGDSFI

hPGBD1 696 SLCSNAVGIEPVNEVSCCDADNEEIPQISQPSIVKVYDECKEGVAKMDQIISKYRVRIRS

rPgbd1 241 SLCSNAVGIEPVSEISCV-ANGKASPQVSQPSIVNLYEKCRKGVAKMDQIISRYRVGLRS

hPGBD1 756 KKWYSILVSYMIDVAMNNAWQLHRACNPGASLDPLDFRRFVAHFYLEHNAHLSD Stop

rPgbd1 300 KKRSLGLVSYMINVAMNNAWQLHRICNPGSPLDLLGFWKCVACFYLGHDINLSD Stop

M CVFGVLL SGF+ HPR MYWE+SD+DQ LVR+AIRRDRFELIFS LHFA N HL QK

DKF+ LRPLIKQMNKNFLLYAP LEEYYCFDKSMCECFDSDQFLNGKP+RIGYKIWCGTT

TQGYLVWFEPYQE S ++ D++ DLGLGGNL+M+FADVLLE+G YPYHLCF+SFFTSVKL

+SALKKKGV+ATG+IRENR EKCPLMNVEHMKKMKRG+F+FR+EEN+EI L W+GD I

SLCSNAVGIEPV+E+SC A+ + PQ+SQPSIV +Y++C++GVAKMDQIIS+YRV +RS

KK LVSYMI+VAMNNAWQLHR CNPG+ LD L F + VA FYL H+ +LSD

A

Fwd1 Rev1
Fwd2 Rev2 Rev3Fwd3

PCR fragment amplified from rat genomic DNA
by Fwd3-Rev3 primers ~1200 bp

Fwd3: 5'- ATG TAT GAAGTT TTG CCG GGT -3'
Rev3: 5'- TCGATC CTG TAG CCT TCA CTC -3'
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C I F Stop _ F R G R G R Q Stop P Stop G A A Stop E K A K G I Q H A Stop E E L
D E K R H Stop A Q L S K L V S T G F W T F E S Q K Stop E V K P S R A L Stop I
I F Stop _ Stop N I Q L N Stop I Q Stop N Q Stop F N E T N N Y A S Q K N V N L
E V T L Q E M W C V F G V L L W S G F V M H P R M G M Y W E I S D S D Q T L V
R N A I R R D R F E L I F S Y L H F A G N S H L H Q K D K F S I L R P L I K Q
M N K N F L L Y A P R L E E Y Y C F D K S M C E C F D S D Q F L N G K P L R I
G Y K I W C G T T T Q G Y L V W F E P Y Q E Y S A V E T D K E L D L G L G G N
L I M S F A D V L L E K G H Y P Y H L C F E S F F T S V K L M S A L K K K G V
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D I N L S D Stop
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