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1 0122 Uacra Ubiquinol-cvlochrome ¢ reductase, complex Il SUbUNTVIT
] 0124 Ciict Chioride intracellular channel T
] 0126 A930503L TORK RIKEN cDNA 4030503L19 gene
2 0126 Faiz Tbrinogen-Tike protein 2
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] 0158 Thart Interferon amma receptor 1
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1 0163 Hhat iog acylransterase-Tke:
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1 0166 Tmemtat Fansmombrane protein T
] 0166 bob: T i e St § MO TP arber T
1 0166 Thomé thioesterase superfamily member
] 0t67 Sed1 stearoylCosnzyme A desaturase T
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] Rabgb RABEB. member RAS oncogene famiy.
7 Anapci3 Bnaphase promoting complex subunit 13
El Faie Toroblast arowth factor
2 4B33412C05RK TKEN cONA 4833412C05 ger
] Ptpn22 Drotein tyrosinG phosphatase. non-receptor type 22 (mphoia)
El Haver2 hepalits A virus cellufar receptor
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7 0181 TmZ clin-binding LM protein 2
E] 0181 Agapiia Rio GPase activating protein 114
) 0181 orr1a Smal proline-rich proter
5 0181 o2 okine (C-C molif) recepior
5 0181 Gm24588 T e D e el Sy S TSz
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0183 Aral T Gm2260, G227 dn AT, predicted gene 2260; predicted gene 227
5 0185 Livt olog (S_corevisiae)
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E 0t87 Reant qulalor of calcineurin 1
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1 0187 Hefel ost cell factor C1
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] 0187 ndc: Throneclin type 1l domain containin
1 0189 10435, LOC108244175 Dredicled gene 10435 [Saurce:MGI Symbol Acc-MGI: 36428201 uncharacterzed LOCTOS244175
1 0189 Fn tain
] 0189 Cass CDS5 molecule, docay acceleraling Tactor Tor complement
1 0189 Hie2 hemochromatosis type 2 ([uvenile) (human homoiog)
] 0189 Wirt nterloukin 1 receptor, type |
1 0189 Gm14z67 Dredicled gene 14267 [Source:MGI Symbol ACC WGE 36498511
1 0191 Bokdha branched chain ketoacid dehydrogenase E1., alpha polypeptide
] 0101 Sic7ar SOt caier oy 7 calnc mino aod Uansporir, v+ sy, member 7
1 0101 Fari Tbroblast arowh factor 1
] 0101 Shbar ST S S oo S TS
] 0192 Ban biglycan
1 0192 dufad ADH dehydrogenase (ubiauinone] 1 2Ipha SUbcomplex. 4
2 0192 20701 1101RIk; Mir2a-1 RIKEN cONA 2010111101 gone: microRNA 24-1
] 0193 mi Tamily with sequence similarity 114, member AT
1 0193 Shanka Jankyrin domain Gene
] 0193 Cake oyclin-dependent kinase &
1 0193 Vmn2r3Z Vomeronasal 2. receptor 32
5 0193 Colbat Jlagen. type Vi,
5 0193 Tatbo7 THSulinTike Growth factor binding protein 7
5 0193 Eimot ont and cell moil
5 0193 Hoxd oxosaminidase
5 0193 Tmom? Transmerbrane protein 2
7 0193 ya Tmuscle alvcoaen phosphorviase
1 0193 Sic26a39 Solute carrer family 25, member 30
1 Otox Fam78a Ty wih sequence simlarty 78, member A
El Otoa dar Tatelet dertved arowth factor recoptor, alpha poIvDE
1 toa G T3306; Col27b. Gmz506 predicted gene 13306: chemokine (C-C moli) igand 27D predicted gene 2506
1 Otox Poch bropionyl Coenzyme A carboxylase. bela polypeptide
2 toa Sorpinadn Satine (or cysteine) peplidase inhioitor, dlade A, member 3
1 toa ox7al o < oo subunt Ve
2 0195 Sip2 Secreted frizzled-rolated prot
] 0195 Hmmr T ronon e Ty eeseie (AR
1 0195 Atp5T1 ETP sinihase, + Vansporing,mlochondda FOcomplx, by B1
] 019 Enod domain contain
] 019 Uprt T Shossobeianerase (FUR) oo 18 cerevsie
] 0to7 Cidsl CTD (carboxy-terminal domain, RNA polvmerase Il polypeptide A) smal phosphatase Tke
] 0to7 Gm2638% bredicted gene, 26384 [Source:NGI Symbol:ACCMGI 54561611
7 oto7 Magix 1AGI family member, X-Inked
5 0201 Plata phospholipase AT member A
X 0201 Coxm2 carboxypeptidase X 2 (14 family]
5 0201 Tace3 Transforming. acidic coiled-col containing protein 3
5 0201 Denndda INMADD domginconshing 44
5 0203 Cyab.
5 0203 Dap: e e T
1 0203 TorbJ b2 T T e e T eal e b BT
1 0203 Cibp terminal binding protein T
2 0203 Rmrp RIVA component of mitochondrial RNAaso P
] 0206 Mkl bed Inosge Kinase domain-he
] 0208 Tenpe e proter
1 0208 P3hd DronT lhvdmxv\ase Tamily member 4 (non-enzymatic]
1 0208 Ret brolo-oncogen:
] 0208 Ugcq U0P- amcose coranieguconyirengionee
1 0208 SelenbpT m binding proter
] 0208 Zoheta o
2 0209 Cmbl s e BesroraaT
E] 0209 Hint hematological and neurdlogical expressed sequence T
] 0209 T700025G0ARK 'RIKEN cDNA 1700025604 gene
1 0209 0610011F06RK RIKEN cDNA 061001 1F06 gene
1 021 Rpl3-053 Tbosomal protein LT3, pseudogene 3 [Source:MGI Symbol Acc:MIGI3646682]
2 021 G4 119 bredicted gene, 24119 [Source:NGI Symbol:ACCMGI54538961
] 021 Crob32 "GAMP responsive eloment binding proten 3-ke 2
1 021 Gm39287 redicted ene, 39287
1 021 Speq Complexocu:
1 0211 Agap20 Riio GPase activating protein 20
0213 Gm12519 bredicted gene 12519
0213
5 0714 Tob. hromebox 5
5 0214 Docki0 Godicator of cylokinests 10
5 0215 Tghm Tmmunoalobulin heavy constant mu
0215 Atad? ATPase famiy, AAA domain containing 7
2 0215
1 0217 Wan?: Tannosioase 2 alpha
1 0217 Srora52; Rolp?. Small nucleolar RNA HACA box 52, rbosomal protein. arge PZ
] 022 Taat Tnleari alpha 0
1 022 Wrps21 Tiochondrial ibosomal protein S21
5 022 Aot izyme inhibitor 1
022 TCTs2, Tz Titochondrially onceded TRIVA serine 2 [Source MGT SVmbol ACEMGI-102474], mitochondrially encoded (RNA Teucine 2 [Source MGT Symbol Ac MGT 1024811
5 022 TR GaTTTTT ncharacloized LOCOS2HGERS precicted qone 1772 Sarco NG] Symbol Ace NGI 645450
5 022 Fam17: by Wi segsnce inlsly 76, marmbor
E¥T 022 Sntb1
5 022 Tdiraod To ey Tpomroon rocplor ass A Tomaly EonEna @
022 on Toliulin
] 022 Diaph3 Seous isT R S
] 022 Padhb16 rotocadherin beta
1 022 ank: e G
E] 022 CsgalnacZ hondrotin suWateN acew\aa\acmsammwransievase Z
022 Zip948 nger pro
1 022 Poirzc o AT TOW dwecvem polvpeptide C
022 tst
0221 Ap6wat T e e SV sbunk A
0221 Wide1 WAP Tour-disulide core domain
5 0221 Nekap Tl oK arosties g T
0222 Cadma T adhesion molecuT
E 0223 Dioz Geodinase. iodothyronine. vpe I
5 0226 ka2 Tycystic kidney disease
0226 Gm25443 Dredicled gene, 25443 [Source:NGI SymbolACCMGT 54552201
E] 0226 Arsh arvisulfatase
1 0226 WacrodT O demain contanng 1
] 0227 Dso. formatan sulfate epmerass
1 0227 Sahb, AT Goanass Congie AUV S Ton T (5]
1 0227 NaufsT Gohydrogenase (ubiauinone) Fe-S prot
] 0227 Gm2036 predicted gene 2036
] 0227 hi v, Feow pohpeotie 10, tor-Tuece
] 0227 Tmom 1765 ransmembrane protein 1768
1 0228 Rol36 e e
] 0228 Tubb2a Tin, bota 2A dlass 1
1 0228 Nautat3, Viem3 NEDH deyirogeness (ibauinene] 1 sohe subcomeie, 13 I6F etevinel domeln conaig 3
1 0228 Cde3d el division ool
] 0229 e oo s
] 023 Di7H6S56E S DINA seament, Chr 17, human DBS56E 5
1 023 Med25 mediator complex subunit 25
] 023 STT0039108RE RIKEN cDNA 3110039108 gone.
1 023 Lymd. LYR molf containing &
1 023 irea melanorequin
] 023 asp8
023 Gm2260. Gm2274. bredicled gene 2200; predicied gene 2274,
023 Gm2260, Gm2274. bredicled ene 2260; predicted gene 2274
023 m23969 Dredicied gene, 23969 [Source:NGI Symbol ACcMGT 54537461
023 Vealb rascular endothelal arowth factor
023 Fam195a Tamily with sequence similarity 195, member A
0237
5 0232 ST3000BF 23Rk RIKEN CONA 9130008723 gene.
1 0232 2310040G07RK 'RIKEN cDNA 2310040607 gene [Source:MGI Symbol Ao MGE 19175341
1 0232
] 0232 HalsT Remeooete e specle o Substate |
] 0232 5730507COTRE. ‘CDNA 5730507C01
] 0232 Pahat ST e T e Egiongensse {orline 421y Tace), 57 T poupeptas
1 0232 ps21 somal protein 521
1 0233 Fealr5h. D e
1 0234 WppedZ Tetallophosphoesterase domain containing 2
5 0234 Gabrba minobutyric acid (GABA) A receplor. subuni beta 3
5 0234 Gm25005 redios gone; 25005 Souroa o) Syl AccMGH5455602]
E 0234 TB10037 7R ‘CDNA 1810037117 gene
E 0234 ATP binding casseﬂe Sub-family G (WHITE). member 2
5 0234 Plca2 sooloese C. gamna 2
5 0234 Vim tin
5 0234 Nms221 7iG. ONA epai 7o
5 0234 Trpst Trichorhinophalangeal syndrome | (hman]
5 0234 Rab3t member RAS oncogene family.
B 0234 iopa nalruretic peptide type A
0234 DetppT ACTP prophosphalsee
0235 Phab1 plexin 61
0235 Gma3a3 Sredeted e, 2005 Tourco oI Syt Fec WGTSE220]
0236 Eohe oxide hydrolase 2. cyloplas
5 0236 Trip2 “REAPS iteracing bofon?
] 0236 Spiret homoloq 1 (Drosophia)
] 0236 H2-Aa TiStocompatibity 2. class Il antigen A alpha
1 0236 Crhrz corlcaopi eaeng horone recepor 2
] 0237 abs arin beta 5
1 0237 Grect0 o e S0
] 0237 Entod1 edonuc\eos\de Tiohbsonaie SonosohomES T
] 0238 Trims e moti-containing 59
1 0238 Fhi oo rraiase
1 0238 it Knesin oy e
2 0238 T lochondrall encoded RNA treonin [Sorce MGTS Vo Aec NG 02T
1 024 WMapaikZ it aeuuwaled umvem Kinase kinase kinase kinast
] 024 Vamp? octed memrane prtain 7
1 024 Symok plct
] 0241 Trove? N T T
0247 Vuiaza o WTobrand aciot A doan SO TE
E 0242 Fam 1ot Tamily with sequence similarity 198, member B
0242 3T10002H16RK RIKEN cONA 3110002H16 gene
0242 o2 ransmembrane protein 201
0242 A530016L24RK RIKEN cDNA A530016L24 gene




17303472

17533994 |

0243 Gmo8oo predicted gene 9800 [Source:MGI SymbolAcc:MGL:37105801
0243 Dockt 1 Gedicaor of cytokinesis 1
5 0243 Gontz Slucosamingt (N-acetyl transerase 2. 1oranching enzyme
5 0245 itz coside xylosyliransierase 2
5 0245 AF35745
5 0245 beao "ATP binding cassete, sub-family A (ABCT)_member O
5 0245 Cep170 trosomal protein
0247 Fsut Tollstatin Tke T
0248 Soryd7 Y domain contain
0248 AcsIT 0VI-CoA synihetase lond-chain family member T
0248 Giraz Gl cell line derived neurotrophi factor family receptor alpha 2
0249 M1 T olubulari related protein 11
0249 RhobibZ Rho-related BTB domain containing 2
1 0249 Cyot
] 0249 Tt melanoma associated antigen (mutated) 11ke 1
1 0249 KIhizt elch- ke 21
] 0249 Doy 193 Goy-To-ike 3 (C. elegans)
El 0249
1 0249 Rom3s RNA binding mol protein 38
1 0249 orad Smal nucleolar RNA, HIACA box 30
] 0249 Olfr 75-psT lacory eceplor 175, pseudogene 1
1 0249 rc2 broline-rich colled-co
2 0249 Rol36-053 Soeoelbroieh L5 pesudogen 3 Suuee: T ST,
) 0249 Psipi SFRST interacting protein
] 025 T80 ntrafagelar transport
1 025 Rin2 Teliculon 2 (Z-band associated protain]
] 025 Commd7 ‘Gomain contain
] 025 Rnf15 fing finger protein 115
E} 0251 For brilarin
E} 0251 Dyneiz Gynein cvioplasmic 1 intermediate chai 2
] 0251 Dync2lit Gynein cvtoplasmic 2 light intermediate chain 1
] 0251 Timp2 Tissue inhiotor of metalloproteinase 2
] 0251 Dact1 Gapper homolog 1. antagonist of bela-catenin (-enopus
1 0251 AdcyE nlate cver
] 0251 Rind relelon s
1 0251 fopx FIOP home:
1 0251 bebs TP caat subaniy <an/mm‘ Tomber 8
] 0251 Sic26a37 te carrer family 25_ mer
1 0257 S02 e e
] 0252 Trak3 nerioukin-1 receptor-associated kinase 3
1 0252 Roi38 Tbosomal protein
1 0252 Wived 1-CoA decarbox/lase.
El 0252 Hirfa Tvpoxia inducible factor 1. alpha subunt
] 0255 opZa opusomersse DAY st
1 0255 MrpI37 chondrial rbosomal proter
1 0255 Gm20810 T e S T e Semb e TTETTER]
1 0255 ox8b. cvtochrome ¢ oidase subunit VI
0255 miTh Titochondrially encoded RNA hisiidine [Source MGI Symbol AC MG 1024851
5 0256 Miapd microfbrilar-associated protei 4
5 0256 oo, Bmyioid beta (Ad) precursor protein
5 0256 Tid ol Tike receptor 4
5 0256 Pant annexin 1
5 0256 Adarel “ahosion G prolein-coupled receptor 1
5 0256 Fow? head box P:
5 0256 Gipbod GTP binding protern &
E 0256 Gas2i3 outh arrest-specific 2 1ke 3
1 0258 Mirps7 Tilchondrial rbosomal protein ST
2 0258
2 0258
] 0258 Db DBF4 homoloa (S_cerovisiae)
1 0258 Ploknmz. Dlockstiin homoloay domain containing, family M (with RUN dormain) member 2
] 0259 Gsmr costatin M receptor
] 0259 Chnt Chimerin 1
1 0259 Hirat A serine peplidase 1
1 0259 Ciit rophin 1
] 0259 Vean S ol adhedin mORET T
E} 0259 GmBoT redied prevdogene B0 [Source NI Yol A HGTSGHZ2T
] 0261 Catt eronin containing Tcpt . subunit 8 (theta)
] 0267 CypibT T ZERTITAR subani b, sooepide T
1 0263 SiczZ6a6 Solute carrier family 26, member 6
] 0263 vt _mvosi, gt s T
] 0263 Exocs st complex component 5
1 0263 10922 ST ST Ty 8 (odtumy a6 extharGeT o T
1 0265 Gm10336. Wir Dredicied gene 10336, 5-melhyltetrahydrofolate-homocysteine methyltransforase
] 0265 Clatni7 ‘and tumor necrosis factor related protein 7
1 0265 Kena? Dolassium voltage-galed channel, shaker-related subfamly. morber 2
1 0265 Toctad C1 domain famly, member &
] 0265 Csip? Cysteine and alycine-rich proten 2
1 0265 Prsss6. rotease._serine
2 0265 Snordib STall nucleolar RNA, CID 6o 18
] 0265 Tom3 Tropomyosin 3, gamma
1 0266 Gukt Tate kinase 1
1 0266 Dnaick naJ (Hspa0) homolog  subfamily C, member &
1 0266 Mrpid. mitochondrial ibosomal protein L4
1 0267 Eftéebp? "SUKANGUC translation nilation factor 4E binding protein 2
] 0269 Erc2 ABE-interaclingCAST famly member 2
] 0269 Gr2450; Gm25358 bredicted gene, 24500 [Source MGI Symbol:AccMGI 54542861, predicted gene. 25358 [Source MGI SYmbol AC MG 54551351
] 0269 Gm24509; Gm25358 predicted gene. 24509 [Source:MGI Symbol; Acc:MGI54542861. predicted gene. 25358 [Source:MGI Symbol:Acc:MGI54551351
0269 Prg Deroxrodon 2
0269 aort T UbiuInol cylochrome ¢ reductase, complex Il subunt X1
0269 Napa CethyImaleimide sensilive fusion protein attachment protein alp!
027 Hadht TGroracy-Coonzyme A dehyarogenasefAelocyCoenymo A ilasaenyCosnzyme A e o TomeTomal 5] 5o S
027 Tasi21 oalobulin superfamily. member
027 Cafr oy neurorephi: o aceotor
5 027 T TATA oloment modulatory factor 1
0271 Polk bolymerase (DNA directed). kappa
0271 orq terioukin 2 receptor, aamma chain
0272 Crtin fein. centrosomal
0273 Foir2l ahmeriss (ENA) | DNA diecl) povpepie
1 0274 Aad inolowlinate. dela-. d
1 0274 Sicatat Tute carter family 41, m
1 0274 Cypdb1 Cytodhrome P450. family 4, subfamiy b. polvepUde
] 0274 Uspi6 Ubiqufin specific peptidase
] 0274 Cd63 Nigen
1 0275 Echdc? SRy oo Ay tase domai coniin 2
1 0275 Gm12318 redicted gene 12
] 0275 a2 D hicoss piroshospho
1 0275 Statéb ST onsdocer o acale o anSCioTOT TS
1 0276 NdufoZ NADH dehydrogenase (ubiquinone) 1 beta subcomplex. 2
1 0276 Nampt nicotinamide phosphorbosvliransferase
] 0276 Ties Tetratricopeplide repeat domain
] 0276 Sdc2 Syndecan 2
0276 Gmasis edicted gene 4544
0276 Pitp GSpholipid Iransfor protein
0276 Pim3._G3304s Drovral integration site 3. predicted gene, 33047
0277 ot "oq1-9 family hypoxa-inducile factor 1
g 0277 microRNA 3005
0277 T T predicled gene, 22759 [Source:MGT Symbol ACGMGI54525361; predicted gene 14261 [Source MGI Symbol Acc:MGI- 36509921
0278 Aapd uaporin
5 0278 R Tefinol dehydrogenase 11
] 0278 Dleiotrophin
1 0278 SaT ‘GioE ke 1. mitochondrial
1 0278 sy TIC oxide synihase interacting proten
1 0278 Esira; 6990 GStrogen related receplor alpha, microRNA 6990
] 0278 2210013021RK RIKEN cDNA 2210013021 gene
1 0278 Nduio10 TADH dehydrogenase (ubiauinone) 1 beta subCompIex. 10
] 0278 i1 interferon-induced prolein wih tetratricopeptde repeats 1
1 0279 AdhieT seohol dehyoiogensss, kon conaing, 1
] 0279 Papn bodoplar
1 028 Faapi00 FRCoR 37 o7 S aEEBSAEd SO 10T
1 0283 Athaap2e o GTPase actvating protein
] 0283 Rab7b RABTB. member RAS oncogene famly
] 0283 Alpi0a ‘ATPase. dlass V. type 10A
] 0283
] 0284 Tamd moduln
1 028 Famgob, Ssscat Tamily wilh sequence silarty 89_ mormber B; Sioarens syndromelscleroderma autoantiaen 1 Homolog (human)
] 0284 Sic6ad Solute carrier family 36 (prolon/amino acid symporter), member
1 028 Gm10287 bredicted gene 10287 [SourceMGI Symbol:Acc-MGI 36421381
1 0284 Gm26907 icted gene.
] 028 Tl 6 Shemokine (X moll) 19909 5
1 028 Olar3 receptor
1 0284 Obscn T T e e P FGEF
] 028 Myei2 ‘myelin basic protein expression factor 2, repressor
] 0285 Poig Deplidyl-prolvl somerase G (cylophilin G)
] 0285 Adss ‘adenylosucainate synthetase. non musc
1 0285 Etfa Sleciron transferring flavoprotein, alpha polvpeptide
2 0285 EnppT clonucleotide pyrophosphataselphosphodiesterase T
E) 0285 Amot “angiomol
] 0285 Shabar SH3binding domain alutamic 3G Tich protein
] 0285 ST 50V1-CoA synthetase long-chain family member &
1 0286 NabpZ [EDDA binding proein 2
] 0286 it metadherin
] 0285 (i) Tnferferon requiatory factor &
1 0285 WrplZ. Titochondrial ibosomal protein L2
] 0287 Taptms Tysosomal-associated protein ransmembrane 5
1 0288 Zrsit ZinG finger (CCCH type), RNA binding molf and serine/arainine rich 1
] 0285 SerpineZ Sefine (or cysteie) pepiidase inhibitor, dlade E. me
] 029 imr12 wolubularin refated protein 12
] 0291 Soc6iat Sech alpha 1 subuntt (S_cerevisiae)
] 0297 e ol Tike recept:
1 0295 FyooT, Gmi7021 FYVE and coled-coll domain containing T predicted gene 17021
1 029 gat-rs1 Tigh mobity aroup AT-hook I related seauence
1 0296 WMap2i2 togen-activated protein kinase Kinase 2
] 029 AB300B2K12R K, GrB32T FREN cONA ASSU082K12 gone: predictd gene §527
2 0296 Dhospholipase AZ. @
] 0296 Chicz Siene i bl dom
7 029 T o e o
] 0296 GmagsT predicted ene 4887
1 029 TOC102632821; Gmi3T77 505 i osonalpolen Pk predled gne 13777 [Satrce NG Symbol e NGIS0R0G76
] 0296 Goré5 ~brotein coupled
1 029 at o B e e
2 0298 Sic25a27 Solute Garrier family 25 (mitochondrial carrier alutamate). member 22
1 0298 Tinab i apha
1 0299 Fart TizzyIcall division cycle 20 related 1 (Drosophia)
1 0299 Foara beroxisome prolferator acivated receptor alpha
] 003 M2 Thionein 2
] 0304 Nra7 alrix romodelling associated 7
1 0304 Abcaz “ATP binding cassette, sub-famly A (ABC1)_member 2
] 0304 fap b microlubule-assodiated prolein 1
] 0307 Tubacod ubulin, gamma complex associated protein &
1 0307 Pri2s broline rich 20
1 0308 Erbba Vo3 enihroblastc Toukemia viral oncogene homolod 4 (@vian
1 0309 Gm14585 bredicled gene 14586
] 0309 Podn podocan
] 031 Cato CDI9 antigen
] 031 1n0B0C TNOBD complex subunit C
2 031 Vo2 urdineoylidine kinase 2
1 031 102 TSosiirate denydrogenase 2 (NADP+). mitochondrial
] 031 ram? Translocaling chain-associating membrane protein 2
1 031 Gr22756; GmiA173 erediied gens, 2776 FSouce Gl Smbot A GHS452635, predled ene 14175 [Soes a1 Symbol e GIGRTHal
] 031 TOC102633627; G7809 iropomyosin alpha-4 chain pseudogene; predicted gene 7809 [Source:MGI SymbolAce MGL36433621
1 031 H dehydrogenase (ubiguinone) 1 beta subcomplox. 7
] 031 Nsa2 NSAZ ribosome biogenesis homolod (S. cerevisiae)
1 031 Gm25135 Dredicted gene, 25135 [Source: NGl Symbol:ACcMGI 54540121
1 031 Ralgapa? 1 GTPase actvaling protein. alpha subunit 2 (caalytic]
1 031 Phpt1; Mamded sphonistidine phosphatase 1, MAM domain containin
1 031 Snorse Throd Small nucieolar RNA_HIACA box 5C Iransforming arowth factor beta requlated gene &
] 0311 TKBKB inferacting protein
] 0311 oy Chemokine (C-X-C molif) receptor &
1 0312 75 nterlouki
] 0312 Rybp. RINGT and YY1 binding protein
1 0314 Z310061104RIE RIKEN cDNA 2310061104 gene.
1 0316 maet predicted gene 4604




0316 Dger2 DiGeorge syndrome criical region gene 2
0316 Nrih3 Duclear receplor subfamily 1. aroup H. member 3

0316 NeufvT NADH dehydrogenase (ubiquinone) flavoprotein 1

0316 Ciop Casenolytic mitochondrial malrix peplidase proteolylic Subunt
0316 G4 121 bredicted gene, 24121 [Source:NGI Symbol,ACCMGI 54538981
0316 Por2 oolymerese RA | (ONA drectd) povpepie €

0318 BO30095G T5RK N cDNA BI30095G 15 ene

0318 mer ToraErane peigh? (e Sembrone Seaa ToraE]
0318 Lspt Iymphocyle specific T

0379 Pand. Dureraic receptor P2X. liaand-gated ion channel 7
0319 Colbaz ilagen. type V. alpha

0319 AT AF4/FMR? famly, member 2

032 T2 ol Tie receptor 2

037 CrksrT Connector enfancer of kinase suppréssor of Ras 1

0321 TGR-VT, Tokv1-110. Ik V5 TorneJbul Keppe hai arble V) immunolobul apos arieble 1110 immunoglobul Kappa chlh varle S (VS Tami)
0321 Lrroab ucine rich repeat containin

0321 Gm1aatz T e T e e TETETIET]
0322

0322

0322 Griz6858 Drediclod gene, 26888 [Sourco WG] Symbol ACCMGT 54773821
0323 Cpedt cadherin Iike and PC-gsterase domain containing 1

0323 I3 Kelch-Tike 3

0326 Cnote ‘CCRA-NOT transcription complex, Subunt 6

0328 Golma “aolai intearal membrane proter

0328 Tigay inteqrin alpha

0328 Dahd? ‘Gomain contain

033 Gmb169 ST S BTE) e oA ST
0331 Nabpt Toic acid binding proter

0331 Prune? ine homoloq 2 (Drosophil

0331 Gms614 Dredicled gone 5614 [Source:MGI Symbol Acc NG 36444221
0332 Plov Drostate lumor over expressed gene

0332 Sicz5a72 T corfr s 25 (niachondrl s, shcsphals cair) marmbor 20
0334 Cinna3 “catenin (cadherin associated protein), a

0335 Bmpr2 o T SR s o T (e T T
0335 Gsap ima-socrotase aclivating protein

0337 cnaz vein A2

0337 Gm24890 e o 25 St Mo oA TS TSEe T
0337 [E Troblast arowh factor 13

0337 Enpp: ‘Sclonucieotide pyrophosphataselphosphodiesterase 7

0337 TOC105243690; Grmid68T TuCleophosmin Tike; predicted gene 14681 [Source:MGI Symbol Acc- VG 37057341
0337 Baant UDP-GIcAG betaGal beta-1.3-N-acetvlalucosaminy iransferase 3
0337 Tmem87a Transmerbrane protein 87A

0339 Keld 125 iB5sTum channel telramerisalion domain containing 125
034 Kena Dolassium voltage-gated channel, shaker-related subfamily. mermber 1
034 Gri35595; GmBa0Z rediied gens, 5535 pediled gen GBI2

034 rvba: Crystallin, bet

0347 Foib Spidyiproyl somerase &

0343 Spred1 Sorouty pell v EVH1 domin 1, el sequence
034, Rbm3 A binding ot protein 3

034 Kiz na centrosomal protein

0346 Gm23033 o G 73053 Sorca S Sy TS 28T
0346 Bmp2k BUPZ nducible kinase

0346 Rof2 Tb050me production factor 2 homolog (5. corevsias)
0346

0346 Dnaicz Dnad o0 Tomclos, STy C hember 2

0346 Fucaz cosidase_alpha-L-2, p

0346 Cyb56T T

0346 Akip1 56 (PRKA) nferacting protein

0348 Naa3s Nialpha)- aoelv\"ans!erase 3B, NalC auxilary subunt
0349 Phiat rviase kinase gamm:

035 Syi3 e e S

035 Toki3 Kin

035 Smim15 Stall mteqral membrane protein 15

035 Eif5a2 Sukaryolic transfation nflation factor A2

035 TmésfT ransmembrane 6 superfamily member 1

0352 Ru2 janodine recepior 2, cardiac

0352 Plokhot Dlockstiin homoloay domain containing, family O member
0353 Gskip SK38 interacling protein

0353 acrb Ubiquinol-cvlochrome ¢ reductase binding protein

0353 Cmiz camelloTike 2

0353 Wir6a2. Rol37a THIGTORNA 682 rbosomal protein L37a

0350 Ror3 rbonuciease P RNATke

0350 Poid2 polymerase (DNA directed). delia 2. requiatory subuni
0350 Gopdx alucose-6-phosphate dehydrogenase X inked

0355 Foarl F receptor. 1gG. high affinity |

0356 Gock alypica

035 Pis3 Dlastin 3 (T-isoform)

035 Ankid57 kytin repeat domain 57

035 Nein Ticalin homolog (zebrafish]

0357 AT fastin GTP:

0359 St Sarinelthreonine kina

0359 FerpudT Tiomocysteine inducible. ondoplasmic reliculum stress-nducible, UbIGulin-Tke domain mermber T
0359 Priagl prolin Knese, AVPsctvated. gamma 1 non <ol Subunt
0359 Soc3tb 031 homoloa B (S. corevisiae)

0361 Camkza T raa e TaEhT
0361 As3mt arsenic (+3 oxdation state) methyliransferase

0361 Plbd2 Dhospholpase B domain containing 2

0361 Erbb2ip Erbb2 interacting protein

0362 Otulin OTU doubiquitinase with Inear linkage SpecTIcy

0362 AdrokT adrenergic receptor kinase. beta |

0362 Pak3 Dyrivate dehydrogenase kinase, soenzyme 3

0362 77 Sep Septin

0363 Sb 15 SNy epest 304 SOCS b aoniaig 16

0363 Ba30319G T5RK RIKEN cDNA B430319G15 q

0363 Koz etassum channel sublaniy T

0363 Nuc2 loobindin 2

0363 Alas ssparsgine nked gvconson AT ucosyraaterssa)
0363 Alp5d Snthase, B Uansporing, miochondrel 1 complex dollssubun
0364 Doki locortin ke kinase 1

0365 Ssit el seacence rosepio. SoTT

0365 OrcZ rigin recoanttion complex. subunit 2

0367 Chm Greatine kinase, muscle

0367 703

0367 T700108F 19RK RIKEN cDNA 1700108719 gene

0367 18bp interlaukin 18 binding protein

0367 Marcks eleiald st fch profeh Hingse C Sbsste
0368 Ubxnd X domai protein

0368 Eoftaz Skanoi tvans\al\on elongalon foco T aphe 7

0368 Dohé hamine biosynthest

0368 ProsT brotein S (alpha)

0368 Msn moesin

0368 Crnkirt Chemokine Tike receptor T

0368 162 inhibitor of DNA binding 2

0368 Cadease Golled-coll domain containing 85C

0368 Ap3b1 “adaplorrelated protein complex 3. beta 1 subunt

037 S Sushi repeal-containing prolein, X-litked 2

037 Gm29376 bredicted gene 29376

037 Fndct Fonetin type Il domain contaiing

037 Pigyl Gsphatdylinositol alycan anchor biosynthesis. Class V1Ko
037 Ty ondrially oncoded {RNA valine [Source NGI Symbol,ACc MG 1024721
037 “AppIT T o e e B S e o a T
0371 Sic26at0 Solute carrer family 26, member 10

0372 Gor22 G protein-coupled receptor 22

0372 Reck Teversion Inducing-cysteine-rich protein with Kazal motis
0372 Cyp2c3 viochrome P450. family 2, subfamiy c. polvpepiide 39
0372 Dennddb NN/MADD domain containing

0373 Prc Dapilary renal cel carcinoma (iranslocation-associated)
0373 Fam 1802 Tamily with sequence similarity 180, member A

0373 st immunoalobulin superfamily. member 1

0373 464131 ‘oxpressed seauence AI64131

0373 Foni Toriin 1

0373 Nrap. Tebuli related anchoring proten

0373 Koniz otessom it tectfying channe, sublamiy I membor
0373 Snord87 Small nucleolar RNA, C/D box

0373 Gm11964 prdiclad gane 1364 SoureaNGI Symbol T
0373 Uit 1. profoldin-Tike chaperone

0373 TR553 SIS A S Sosa e S R ST
0373 Spiic? Serine palmitoyltransferase. Iong chain base subunit 2
0373 VprebZ B Iymphocyie gene 2

0373 Sorcs? Sorlli related VPS10 domain containing receptor 2
0376 o3 malic enzyme 3. NADP(+)-dependent, mitochondrial
0377 Eyad evesshsen 4 Pomcles (Orosophie)

0377 Corin

0377 Adhsal T T N Sobariy A

0577 Roph 1 rbonuclease P RNA componen

0377 A2 P Shomyon e

0378 Rabda RAB3A. member RAS oncogene famiy.

0379 Colbat ollagen. fype VI, alpha 6

0379 Mir5123

0379 Poit DoDUAYIproN isomerase (cyclophTIn Tk 1

0379

0379 Gmz6081 Dredicled gene, 26081 [Source WG] Symbol ACC MGT 54558581
0379 Lrrc20 eucine rich repeat containing

0379 apt CAP _adenylate cydlase-associaled protein 1 (yeasl)

038 Tghiz evunopiob hesw Joing 2 (Souros WG1 Symbof Acc NG HATHB]
0381 Gni ‘quanine nucleotide binding protein-Tike 3 (nucieol

0381 Finmot heterogeneous nuclear rbonudleoprotein F

0381 Pomk Drotein phosphatase 1K (PP2C domain containinal
0381 Parpg ol (ADP-rhose) glymergse T, menber

0381 RnasehZe uclease 2, subuni C

0382 NaufaZ RO dehdroqanase (ibiauinone) & subcomplex 7 BASa]
0364 Dynctlin ‘Gynein cvtoplasmic 1 Tight itermediate chain

0384 Samds Sterll alpha molf domain containing 5

0385 a2 naked cuicle 2 homolog (Drosophila)

0385 Gm22789 Dredicied gene, 22789 [Source:NGI SymbolAccMGT 54525661
0385 Cdipt “cell death inducing Trp53 taraet

0385 Gmb525 Thosomal protein L36a pseudogene

0385 Sned1 Sushi_nidogen and EGF ke domains 1

0385 Robod Toundabout homolog 4 (Drosophial

0385

0385 T Tatox

0385 Sie7as SO i i | o s P FensDorr, v eyson], meier §
0386 Chap2 keleton associated profs

0386 Gox e o

0386 RIE} vestigia Tke 3 (Drosophila)

0386 Anas annexin A5

0386 Cedcs0 Coled-Goll domain containing 50

0386 Nup210 nucleoporin 210

0386 Detn:

0387 Trmem?23, Nt Transmerbrane proten 223; nuclear RNA 6xpor factor T
0387 Rar -raf-loukemia viral oncogene

0388 Syno. SYNapotEaMin binding. cytoplasmic RNA inferacting protein
039 Pmp; P Drotein; prion protein gene comple:

039 Svzb Svnaplic vesicle alycoprotein 2

039 Hoeal Teparin-binding EGF-lke arowth factor

03 Tpo7 ortin 7

039 Nol& cleolar protein 8

039 Sicia3 Solute carrier Tamily 4 (anfon exchanger). member 3

039

0391 Foae Dolycomb aroup g fnger &

0391 Carz

0391 Zip365 Zin finger protein 365

0391 Grks G protein-coupled receptor kinase 5

0391 Msio2 methionine sulfoxide reductase B2

0391 Gma7047 predicted gene, 27042

0391 Riok1 RIO kinase 1 (veast)

0391 Tafbrd Transforming arowth factor, beta receptor 11

0391 Sonp2. iOfsentrin specific poptidase'

0391 Sars2 Senlaminoacy {RNA synthetase 2

0391 Usi? Upstream transcription factor 2

0391 Gttt Gutathione S-transferase. theta T

0391 Tet1 Tmmature colon carcinoma transerpt 1

0391 AdaS aarF domain containing kinase 3




0391 Pima brolhymosi aipha
0391 Fibp3; Gm3B518. PSRBT Vot bindig orolen 3 rediied gene, T5TE
0391 Ubezit uilin-conjugaling enzyme'
039 s T e e e
039 Traba2b 7aB domain containing 28
039 Gm11755 dicted gene 11755
039 Time3 Trpartte moti-containt
0398 Mad2l1 WAD? miloli arrest deficient ke 1
0398 Eminz elastin microfbrl interfacer
0398 Stm in, calmodulin binding pr
0398 Neoh, Gmazioz Teutral cholesterol ester hydrolase 1; predicted gene., 42197
0398 S copeptide repeat domar
0398 Ripd ceplor transporter protein 4
0398 RimsZ TegUatng synapc membrane xoeoss 2
0398 Fim 1 age-inducig ransmembrane proter
0398 Cited? T G Taneasaret Wi Gy Aep ae oo lominl doman, 2
399 Poatsa phoprotein enriched in astrocytes

0 Nor halruretic peptide recepior 3

o TOC102639127, G785 Zinc finger profein 330 pseudogene: predicied gene 7785 [Source:MGT SYMbOTACGMGI36454401
o mem24s transmembrane protein 246
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0408 aia retinoic acid induced 14
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