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Development of the heart, from early morphogenesis to functional matura-

tion, as well as maintenance of its homeostasis are tasks requiring collabo-

rative efforts of cardiac tissue and different extra-cardiac organ systems.

The brain, lymphoid organs, and gut are among the interaction partners

that can communicate with the heart through a wide array of paracrine sig-

nals acting at local or systemic level. Disturbance of cardiac homeostasis

following ischemic injury also needs immediate response from these distant

organs. Our hearts replace dead muscles with non-contractile fibrotic scars.

We have learned from animal models capable of scarless repair that regen-

erative capability of the heart does not depend only on competency of the

myocardium and cardiac-intrinsic factors but also on long-range molecular

signals originating in other parts of the body. Here, we provide an over-

view of inter-organ signals that take part in development and regeneration

of the heart. We highlight recent findings and remaining questions. Finally,

we discuss the potential of inter-organ modulatory approaches for possible

therapeutic use.

Introduction

No organ is an island. Organs in the body do not

exist in isolation, and maintenance of their home-

ostasis requires the organs’ ability to timely react to

a dynamically changing environment through interac-

tions with other parts of the body. Given its life-

supporting function, it is not surprising that a grow-

ing body of evidence continues to reveal yet new

ways by which the heart receives and relays informa-

tion from and to adjacent and distant neighbors.

Disturbance of cardiac homeostatic state by injury

or stressful conditions that can jeopardize its ability

to match the body’s circulatory demands, thus, trig-

gers systemic responses that go far beyond the heart

[1–5]. Vice versa, a spatially and temporally regulated
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network of intricated crosstalk between diverse organ

systems orchestrates timely recovery of oxygen sup-

ply and thereby dictates the outcomes of acute and

chronic responses to cardiac damage in myocardial

infarction (MI) and heart failure [2,6,7]. Interestingly,

emerging evidence has revealed a less appreciated

role of inter-organ communications as important

contributors to heart development.

In this review, we summarize the current state of

knowledge focusing on the interplay between the heart

and immune, nervous, endocrine, lymphatic, and gas-

trointestinal systems during cardiac development and

repair. We highlight the influences of these extra-

cardiac organ systems on the capacity of the heart to

overcome fibrotic scarring, and instead replenish dead

muscles with new functional ones. Finally, we discuss

how future studies elucidating further mechanistic

insights into the crosstalk hold important therapeutic

promise.

Multi-systemic crosstalk in heart
development

Cardiovascular–immune interactions

While the role of the immune system as a first line of

defense and critical player in the restoration of tissue

homeostasis is well established, little is known about

the involvement of immune cells and signaling compo-

nents in physiological growth of the heart in absence of

any insult. Only very recently, the developmental role

of the immune system has started to be uncovered.

Yolk sac–derived CCR2 macrophages are instrumental

in remodeling of the primitive coronary plexus by pro-

moting endothelial proliferation in perfused vessels, a

mechanism that might involve macrophage secretion of

insulin-like growth factor (IGF) [8]. A subpopulation

of circulating B cells, primarily showing a follicular

naive cell expression profile, has been documented to

contact microvascular endothelium of the heart from

which a small fraction transits into the myocardium [9].

Unexpectedly, B cells deficiency lowers myocardial

mass, a consequence of smaller cardiomyocytes, and

increases left ventricular ejection fraction, unveiling a

previous unappreciated role of B lymphocytes in car-

diac structural and functional development [9]. In addi-

tion to coronary remodeling and myocardial cell

enlargement, mitotic activity of cardiomyocytes is also

under control of an immune signaling pathway. In zeb-

rafish, interleukin 4 (IL4), through the atypical media-

tor signal transducer and activator of transcription 3

(STAT3), mediates cardiomyocyte cell cycle entry in the

developing myocardium [10]. IL4 receptor (IL4R)-

STAT3 pathway in cardiomyocytes drives expression of

cell cycle progression genes, including c-myc, cyclind1,

and gata3 (Fig. 1). Notably, the pro-proliferative role

of IL4 is evolutionarily conserved, since neonatal mice

lacking the IL4 receptor alpha (IL4Ra) display reduced

cardiomyocyte proliferation [10], and application of

exogenous IL4 stimulates proliferation of rat neonatal

cardiomyocytes in culture [11]. Consistent with the pro-

mitotic role of IL4 in cardiomyocytes through IL4Ra

activation, the cytokine IL13, which can signal through

the same receptor, was reported to be a positive

Fig. 1. Scheme summarizing the proposed regulation of cardiomyocyte proliferation during development by IL4 signaling and stress in

zebrafish. Activation of the GR in cardiomyocytes by GCs, produced following activation of the HPA axis (in zebrafish, the inter-renal gland is

the homolog of the mammalian adrenal gland), counteracts IL4 receptor signaling initiated upon binding of IL4, possibly released by immune

cells originating from the thymus. GCs inhibit and Il4 signaling enhances transcription of pro-mitotic genes downstream of STAT3 in

cardiomyocytes. The GC-IL4 signaling crosstalk was shown to be important also for development of the mouse heart. Figure reproduced

from [10].
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regulator of cardiomyocyte cell division in the develop-

ing myocardium. The heart of IL3-deficient mice dis-

plays decreased cardiomyocyte cell cycle activity and

increased expression of natriuretic peptide B (Nppb),

indicating hypertrophic growth during early postnatal

life [12].

Collectively, these results have likely uncovered only

the tip of the iceberg. The collection of diverse func-

tions of elements of the immune system in cardiac

morphogenesis and functional maturation will con-

tinue to grow. We anticipate that further discoveries in

the next few years will contribute to paint a complete

and more complex picture of heart–immune interac-

tions in cardiac development.

Autonomic and neuroendocrine communications

with the heart

The uninnervated primitive human heart starts beating

by 21–22 days post-fertilization. Some degree of neu-

rogenic regulation of cardiac conduction occurs later

on by 8 weeks of gestation [13]. In mice, cardiac inner-

vation starts at embryonic days 10–11 (E10-11) [14].

Therefore, although neurons play important roles in

functional maturation of the heart through direct con-

nections of the autonomic nerves, cardiac morphogen-

esis is commonly thought not to be under influence of

the developing nervous system [15]. During the early

postnatal period when cardiac sympathetic innervation

is established, neurogenic inputs become fundamental

for the organization of myocardial architecture. Evi-

dence from both rodent and human hearts demon-

strated uneven distribution of sympathetic nerve

density, with a strong preference in the epicardial

layer, which correlates with cardiomyocyte size [16].

Genetic and pharmacological interference with sympa-

thetic signaling revealed that the cardiomyocyte

trophic input might depend on b2 adrenergic receptor

(B2AR)-mediated suppression of cardiomyocyte prote-

olysis by the ubiquitin ligase MuRF1 [16].

Besides through direct autonomic connections with

the heart, the nervous system can shape myocardial

development via neuroendocrine pathways. For exam-

ple, exposure of the fetus during late gestation to the

key stress-related hormones glucocorticoids (GCs)

[17,18] is critical for maturation of cardiovascular

function [19–22]. Secretion of GCs is under control of

the hypothalamic–pituitary–adrenal (HPA) axis, com-

prising of neurons in the hypothalamic paraventricular

nucleus (PVN) that release the neuropeptide

corticotropin-releasing hormone (CRH). CRH stimu-

lates release of adrenocorticotropic hormone (ACTH)

from cells of the pituitary gland, which in turn triggers

release of GCs from the adrenal glands. Surprisingly,

in zebrafish inhibition of glucocorticoid receptor (GR)

induces hyperplastic growth of the myocardium, sug-

gesting that a basal level of GC signaling is required

to prevent hyperproliferation of cardiomyocytes [10].

On the other hand, neuronal stress interferes with

physiological growth and morphogenesis of the heart,

at least in part, by counteracting the IL4 pathway to

suppress cardiomyocyte proliferation. Consequently,

hypertrophic growth ensues, ultimately compromising

contractility of the developing myocardium [10]

(Fig. 1). These findings, thus, highlight a fundamental

role of the crosstalk between a cytokine and stress sig-

naling in shaping cardiac developmental program.

Induction of cytokine signaling might have the poten-

tial to prevent cardiac developmental defects resulting

from exposure to early life stress. Endogenous GC-

facilitated cell cycle exit has been proposed to take

part in the transition from a pro-regenerative state in

early neonates to pro-fibrotic repair in adult mammals.

Consistent with a dramatic rise in GC levels in late

gestation, GR expression increases in cardiomyocyte

during postnatal development. Cardiomyocyte-

restricted GR deficiency increases cardiomyocyte self-

renewal in the infarcted juvenile and adult myocar-

dium, suggesting the potential of GR antagonization

to promote heart regeneration [23].

In addition to GCs, other neuroendocrine signaling

molecules, thyroid hormones, were revealed to serve as

crucial regulators of heart development. Polyploidy

and multi-nucleation are hallmarks of postnatal car-

diomyocyte cell cycle exit in mammals. Other verte-

brates such as zebrafish and newt, on the contrary,

maintain diploid mononuclear cardiomyocytes

throughout adulthood [24,25]. Phylogenic analysis

revealed inverse correlations between diploid car-

diomyocyte abundance and metabolic rate, body tem-

perature, and plasma thyroxine (T4) [26].

Cardiomyocyte-specific expression of a dominant nega-

tive form of the thyroid hormone receptor-a (TR-a)
increased total cardiomyocyte numbers and prevalence

of diploid cells observed in mice at postnatal day (P)

14, demonstrating the role of intrinsic thyroid hor-

mone signaling as a brake for mitotic growth of the

myocardium once perinatal stage is reached [26]. RNA

sequencing of the TR-a signaling deficient heart

showed enrichment of components of oxidative phos-

phorylation and tricarboxylic acid cycle (TCA), with

downregulation of many mitochondrial genes. Consis-

tent with downregulation of mitochondrial respiratory

genes, TR-a signaling-deficient hearts also contain less

mitochondrial DNA and reactive oxygen species

(ROS) [26]. These findings, together, suggest that
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increased levels of thyroid hormones in the circulation

may mediate a trade-off of myocardial mitotic growth

for thermogenic capability and acquisition of

endothermy [27] in development and evolution of

mammals.

The gut–heart axis

In utero colonization of the gut microbiota might also

influence fetal heart growth. Increased left ventricular

posterior wall thickness of the human heart detected

before birth was correlated with lower density of

microbial community and enrichment of inflammation-

related bacteria [28]. However, fetal microbial colo-

nization has been a contentious topic [29], and further

work will be required to confirm a causal relationship

between gut microbiota and cardiac developmental

abnormalities. The endodermal precursor of the devel-

oping gut might influence early cardiac morphogenesis

through mechanical cues and paracrine signals. Com-

putational simulations and observations in chick

embryos demonstrated that contraction of the anterior

intestinal portal generates tension that contributes to

the elongation of the primitive heart tube [30]. The

presence of endodermal cells in inducible pluripotent

stem cell (iPSC)-derived organoids was reported to

improve expansion and maturation of cardiomyocytes

and structural maturation of cardiac tissue [31]. Our

knowledge about the influence of the gut on cardiac

morphogenesis is currently very limited, and more

work is required to fully understand how and to what

extent this organ contributes to shape a growing heart.

Collectively, the gut plays a critical role in shaping the

developing heart through physical interactions and,

together with its resident microflora, may act as an

endocrine organ that emanates a diverse array of

secretory factors and metabolites capable of modulat-

ing the immune system.

The cardiac lymphatic system

The lymphatic system provides a unidirectional con-

duit essential not only for regulating interstitial fluid

homeostasis [32] but also to prevent the spread of

pathogens by modulating both innate and adaptive

immune responses [33,34]. Starting from around E12.5

in mice, the first lymphatic endothelial cells enter the

heart before expanding along the base-to-apex axis on

both dorsal and ventral surfaces by E15 [35]. Lineage

tracing revealed that these cells derive from both

venous and non-venous sources [36–38]. Conditional

deletion of Prox1, a master regulator of lymphatic

endothelial cell fate specification and maintenance, or

a point mutation in the kinase domain of VEGF

receptor 3 (VEGFR3), caused nearly complete loss of

all cardiac lymphatics, and formation of smaller hearts

detected at E17.5 [39]. The reduction in heart size was

found to result from decreased cardiomyocyte mass, in

association with lower proliferation and higher apop-

tosis of cardiomyocytes, but not other cardiac cell

types. Embryonic hearts lacking lymphatics showed a

substantial reduction in Reelin (RELN) [39], an extra-

cellular matrix glycoprotein well known for its role in

laminar formation of the cerebral cortex [40]. Notably,

embryos with deletion of Reln specifically in lymphatic

endothelial cells also exhibited impairment of cell pro-

liferation and increased apoptosis in cardiomyocytes,

indicating the indispensable requirement of lymphatic

endothelial cell-derived RELN in cardiac development.

The lymphatic system in zebrafish has many similar-

ities in common with the mammalian one, including

heterogeneous origins of the lymphatic endothelial

cells and the mechanisms of cardiac lymphatic growth

[41–43]. Expansion of cardiac lymphatics in zebrafish

takes place at about 21–34 days post-fertilization [43].

Depletion of Vegfc or its receptor Flt4 (Vegfr3) in zeb-

rafish severely impaired ventricular lymphatic forma-

tion, but did not alter ventricular size [43], implying

that other cardiac cells might be able to provide lym-

phoangiocrine signals to cardiomyocytes to support

their proliferation and survival. Additional to its direct

roles in shaping heart development, given its require-

ment in immune surveillance, it is likely that the lym-

phatic system could also regulate cardiac growth and

patterning through lympho-immune interactions that

still await to be discovered.

Inter-organ communications
orchestrate heart regeneration

Cardioimmunology

Ischemic heart disease is a major cause of heart failure,

the long-standing leading cause of morbidity and mor-

tality worldwide. Blockage of oxygen and nutrients

supply to the myocardium leads to a drastic loss of

cardiomyocytes. The regenerative ability of the adult

human heart is grossly inadequate to compensate for

the lost cells. Instead, dead muscle is replaced by non-

contractile fibrotic scar which maintains structural

integrity but compromises cardiac function [44–47]. By
contrast, neonatal mouse, pig, and human hearts have

been reported to retain regenerative capacity shortly

after birth [48–50]. Proliferation of pre-existing

cardiomyocytes and ultimately functional recovery

of the injured heart in young mammals resemble the
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well-known regenerative potential of adult zebrafish

[48,51]. Emerging evidence demonstrates unequivocally

contributions of the immune response to myocardial

self-renewal. Phenotypic and functional diversities of

immune cells across species and developmental stages

might explain differences in the regenerative potential.

Cardiac cell death post-MI triggers an immediate

response from innate immune cells to clear the tissue

environment from cellular debris. The professional

phagocytes, macrophages and recruited monocytes,

mount a biphasic response commonly divided into an

initial pro-inflammatory phase superseded by an

inflammatory-resolution one [52–55] (Fig. 2). Contrary
to an earlier view in which inflammation is only delete-

rious to cardiac repair by promoting tissue damage

and adverse remodeling post-MI [56,57], we now know

that it plays an essential role in cardiac regeneration.

Neonatal mice depleted of macrophages were unable

to regenerate the myocardium and formed fibrotic

scars [58]. Similarly, delayed macrophage recruitment

and blunted acute inflammation were observed in

medaka’s heart, which is incapable of regeneration,

whereas stimulation of inflammation promoted the

process [59]. In line with these findings, a recent study

demonstrated that acute inflammation, detectable from

robust accumulation of monocytes in the injured heart,

instead of generation of new cardiomyocytes or

endothelial cells, is responsible for the benefits of stem

cell therapy in cardiac repair and functional recovery

[60]. A recent study in adult zebrafish demonstrated

that a pro-inflammatory subset of macrophages (posi-

tive for tumor necrosis factor alpha (tnfa)), in addition

to triggering acute inflammatory responses, promoted

an early phase of fibrosis post-MI [61]. Macrophages,

in fact, can contribute directly to scar formation via

cell-autonomous collagen deposition [62]. A decreased

prevalence of tnfa+ macrophages during the subse-

quent inflammatory resolution stage has been linked to

scar removal [61] (Fig. 2). Transient collagen deposi-

tion, followed by complete removal of the scar, deter-

mines successful myocardial regeneration [63]. How

monocytes/macrophages in the regenerative animal

Fig. 2. Biphasic immune response of regenerative and non-regenerative hearts. During the inflammatory phase of an infarcted adult

mammalian heart, neutrophils, monocytes, T cells, and B cells are recruited to the damaged tissue, leading to elevated levels of pro-

inflammatory cytokines. Infiltrated monocytes also differentiate into pro-inflammatory macrophages, contributing to cytokine production and

matrix remodeling. In contrast, the initial immune response in neonates is marked by the presence of an embryonic-derived macrophage

population, which is rapidly depleted after MI in the adult mammalian heart. T cells are prone to differentiate into Tregs at this stage.

Shifting of inflammatory macrophages to a reparative phenotype, characterized by release of anti-inflammatory cytokines and angiogenic

factors, marks the transition into the reparative phase. A macrophage subset required to promote cardiomyocyte differentiation and resolve

collagen scar can also be recruited from the circulation as shown in adult zebrafish hearts. Strategies (dashed arrows) to replenish our heart

with “regenerative macrophages” (dashed boxes) by 1) promoting their self-renewal and maintenance, 2) differentiation from the pro-

inflammatory pool, or 3) recruitment from circulation might bring us closer to the goal of scarless repair.
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models execute temporally restricted and intricately

balanced inflammatory and fibrotic responses to coor-

dinate scarless repair is still largely unknown (Fig. 2).

Heterogeneity of monocytes/macrophages present at

different developmental stages making diverse contri-

butions to fibrosis and regenerative mechanisms might,

at least in part, underlie the loss of regenerative capa-

bility in adult mammalian hearts [62]. Different subsets

of cardiac macrophages of adult monocytes and

embryonic origin, distinguishable by C-C chemokine

receptor type 2 (CCR2) expression, exhibit distinct

functions upon injury [64,65]. The CCR2– macrophage

pool orchestrates cardiomyocyte proliferation and neo-

vascularization in neonatal hearts, whereas the CCR2+

pool is responsible for robust inflammatory cytokine/

chemokine production and induction of neutrophil

influx [64]. Further fate mapping and single-cell tran-

scriptomics identified a specific subset of embryonic

CCR2– cells that were capable of self-renewal with

negligible monocyte input under steady state, but were

nearly abolished in infarcted adult myocardium. In the

adult zebrafish heart, a macrophage pool recruited

from the kidney marrow, a functional homolog of the

mammalian bone marrow, might have critical regener-

ative functions [66]. Strategies to promote self-renewal

or replenishment of these “regenerative” cells, which

are possibly responsible for efficient scar removal and

promoting cardiomyocyte proliferation, from blood

monocytes or earlier progenitors might present a new

therapeutic opportunity (Fig. 2). Additionally, plastic-

ity of pro-inflammatory monocytes and macrophages

to activate a pro-reparative phenotype in the infarcted

heart after the initial inflammation phase subsides

[54,67] raises the important translational consideration

that the ability to regulate temporally restricted mono-

cyte/macrophage fate specification might yield more

effective infarct healing and ameliorate adverse remod-

eling [68] (Fig. 2). Toward this end, much work is

required for better understanding of the cell-intrinsic

and -extrinsic signals emanating from cardiac and

extra-cardiac tissues, and regulating development,

maintenance, and activation state of cardiac macro-

phages under injurious conditions.

In addition to macrophages, other innate immune

cells, including neutrophils and mast cells, have been

implicated in cardiac repair. Both detrimental and pro-

tective functions of these cells have been reported [34–
36], suggesting that their role in the recovery process

after MI may be similarly complex as for macrophages,

with possible participation of different cell subsets.

Besides innate immune cells, participation of adap-

tive immune cells in cardiac regeneration has begun to

be revealed. B cells are associated with aggravated

tissue injury and deteriorating myocardial function

through antibody production [69] and stimulation of

Ly6Chigh monocyte influx into the heart post-MI [70].

On the other hand, Treg cells, critical mediators of

immune suppression, promote healing of the infarcted

area by inducing differentiation of macrophages toward

an anti-inflammatory phenotype [71]. Comparison of

CD4+ T cells from different developmental stages

showed an intrinsic mechanism rendering CD4+ T cells

more prone to Treg differentiation upon T-cell receptor

stimulation in neonatal mice. This property is attenu-

ated after the first two postnatal weeks [72], consistent

with a common view that maturation of an adaptive

immune system equipped with matured T cells reactive

to foreign antigens in adult mammals, in contrast to

neonates and non-mammalian vertebrates, might be a

trade off with regenerative capability [55]. In line with

this view, Treg cells, potentially by enhancing mono-

cyte/macrophage recruitment and cardiomyocyte prolif-

eration, are indispensable for cardiac regeneration in

both zebrafish [73] and neonatal mice [74]. A mechanis-

tic understanding of Treg cells regenerative functions

would be crucial to devise new T-cell–based methods to

promote cardiac repair in the adult mammalian heart.

Cytokine signaling mediating immuno-cardio

interaction

A diverse array of cytokines plays central roles in

regeneration of the heart not only through immune

modulation but also by regulating responses of differ-

ent cardiac-resident cells to injury. IL13, for example,

promotes cardiac regeneration through regulation of

cardiomyocyte mitotic response in neonatal mice

[12,75,76]. In cultured neonatal rat cardiomyocytes,

IL13 stimulated cardiomyocyte cell cycle entry through

a pathway involving STAT3 and STAT6 activation

and upregulation of the matricellular protein periostin

[75]. In neonatal mice with cardiac apical resection,

IL13 deficiency impaired regenerative capability of the

myocardium, causing cardiomyocyte hypertrophy,

increased fibrosis, and left ventricular dilation [12].

Interestingly, IL13 expression was shown to be down-

regulated in mice lacking the transcription factor

GATA-binding protein 4 (GATA4) specifically in car-

diomyocytes, which displayed impaired cardiac regen-

eration. Systemic administration of IL13 could rescue

the regenerative response in cardiomyocyte-restricted

GATA4 knockout neonatal mice, suggesting that the

cytokine may act directly or indirectly downstream of

the GATA4 in the regenerative pathway [77]. IL13

may signal through IL4Ra in cardiomyocytes since

IL4ra deletion specifically in these cells reduced their
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proliferation and impaired neonatal myocardial regener-

ation [76]. In addition to IL13, the cytokine IL6 serves as

a positive driver of regenerative repair. IL6-deficient

neonatal mice with cardiac apical resection exhibited

reduced numbers of proliferating cells in association

with downregulation of cell cycling (cyclinD), anti-

apoptotic (Bcl-2), and pro-angiogenic (VEGF) proteins

in the injured ventricle [78]. This pro-mitotic action of

IL6 might affect mainly endothelial cells to drive neovas-

cularization in the regenerating heart, since exposure of

target cardiac cells to IL6 increased endothelial prolifer-

ation, whereas neonatal cardiomyocyte mitotic activity

was largely unaffected. The same study reported that

IL4, on the other hand, efficiently stimulated cardiomy-

ocyte cell cycle entry and reduced collagen type I gene

expression in myofibroblast [11]. Another cytokine of

the IL6 family oncostatin M (OSM) has also been shown

to play a key role as an upstream regulator of cardiomy-

ocyte dedifferentiation and proliferation after cardiac

injury [79,80]. In the injured neonatal mouse heart, OSM

secretion from macrophages stimulates cardiomyocyte

proliferation via its heterodimeric receptor, composed of

the OSM receptor and glycoprotein 130 (gp130), present

in cardiomyocytes [80]. The pro-proliferative effect of

gp130 is mediated by Src-induced yes-associated protein

(YAP) activation [80]. More recently, an indispensable

role of IL11, another IL6 family member that also sig-

nals through a receptor complex containing gp130, to

limit fibrotic scarring and promote regeneration has been

demonstrated in different tissues of zebrafish including

the heart, fin, and scales [81]. Mechanistically, IL11,

through its cognate receptor Il11ra and activation of

STAT3 in endothelial cells, antagonizes transforming

growth factor-b (TGF-b)-mediated endothelial-to-

mesenchymal transition, thereby restricting myocardial

scarring and facilitating cardiomyocyte repopulation

[81].

Together, the examples of different cytokine signal-

ing pathways participating in cardiac regenerative

repair presented here clearly illustrate central roles of

this broad array of proteins, once thought to act solely

as immunomodulating agents, as molecular links

between the immune and cardiovascular systems. Con-

sidering the pleiotropic actions of these cytokines, we

anticipate that their broad influences on different car-

diac cells and cellular processes coordinating cardiac

regeneration are only beginning to be uncovered.

Brain–heart crosstalk

Postnatal cardiac regeneration is under the influence of

autonomic nerves, both sympathetic and parasympa-

thetic, as demonstrated by the loss of regenerative

capability upon chemical sympathectomy [82] and

vagotomy [83] (Fig. 3). Administration of neuregulin1

(Nrg1) and nerve growth factor (NGF) could partially

rescue the negative effect of hypoinnervation on

myocardial repair, possibly indicating that Nrg1 and

NGF secreted from nerve terminals aid the regenera-

tive response [83]. In the same study, transcriptional

profiling of injured neonatal mouse and zebrafish

hearts following vagotomy or pharmacological inhibi-

tion of cholinergic transmission revealed a blunted

expression of inflammatory genes [83], suggesting a

route by which the autonomic nervous system regu-

lates cardiac regeneration by influencing immune func-

tion. A cardioprotective effect of vagal nerve

stimulation observed in different ischemic models has

also been proposed to involve a cholinergic anti-

inflammatory pathway and attenuation of cardiomy-

ocyte mitochondrial dysfunction in association with a

shift of cardiomyocyte metabolism toward beta oxida-

tion [84,85]. Cholinergic control of inflammation is a

well-characterized nerve–immune interaction by which

the brain modulates peripheral inflammatory responses

through suppression of cytokine production from sple-

nic immune cells, predominantly mono-

cytes/macrophages, via activation of the alpha7

nicotinic acetylcholine receptor (a7nAChR) [86–88]
(Fig. 3). Interestingly, the cholinergic receptor is also

indispensable for splenic vagal-driven sympathetic

nerve discharge that primes adaptive immune response

in hypertension [89]. Mechanistically, celiac vagus

nerve stimulation induces, through activation of alpha-

adrenergic receptors, upregulation of placental growth

factor (PlGF), which in turn stimulates selective egres-

sion of CD8+ T cells in the spleen [90]. Elaborated

nerve–immune communications initiate a variety of

immune modulatory effects, both suppressive and

stimulatory [88,91,92], that can profoundly influence

cardiovascular health [93]. It remains undetermined

how acute injury of the heart impacts nerve–immune

crosstalk in lymphoid organs and whether the efferent

arc of the so-called inflammatory reflex is present in

the heart. Immune cell types and molecular mechanism

underlying neuronal regulation of cardiac repair

remain still to be revealed (Fig. 3). Importantly, the

mechanistic details of how this communication con-

tributes to regenerative repair are mostly unknown.

Together, compelling evidence highlights the impor-

tance of neuronal signaling in the regenerative

response of the heart while, at the same time, under-

score the need for better mechanistic understanding.

Harnessing the potential of nerve-guided cardiac

regeneration may present a new opportunity for devel-

opment of much needed therapeutic strategies for MI.
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Brain–heart communications in cardiac regeneration,

as in development, are also mediated by the neuroen-

docrine system. In addition to glucocorticoids, as men-

tioned earlier, several hormones have been shown to be

involved in cardiac regenerative capacity. For instance,

thyroid hormones and estrogen were suggested to

underlie the inter-species and sex-dependent differences

in regenerative ability of the heart. In accord with the

developmental role of thyroid hormone signaling as a

negative regulator of cardiomyocyte cell division,

expression of cardiomyocyte-specific dominant negative

TR-a increased cardiomyocyte proliferation and

improved systolic function of the adult mouse heart fol-

lowing ischemic reperfusion injury [26]. Compared to

endothermic mammals, thyroid hormone levels and

standard metabolic rates are lower in ectotherms,

including fish and amphibians [26]. Thyroid hormone

signaling is thought to underlie the loss of regenerative

response in parallel with ectotherm-to-endotherm meta-

bolic transition [26]. Indeed, treatment of adult zebra-

fish heart with exogenous triiodothyronine (T3) led to

reduced cardiomyocyte proliferation and persistent scar

tissue after ventricular apical resection [26]. In addition

to inter-species differences, the regenerative capability

of the myocardium may also be determined by sex [94].

In fact, sex-specific prevalence, pathophysiology, and

outcomes of diverse cardiovascular diseases (CVD)

have long been recognized [95]. Epidemiological studies

Fig. 3. Diagram showing the main routes

by which the nervous system can influence

heart regeneration. The HPA axis inhibits

cardiomyocyte proliferation in infarcted

myocardium. The HPA axis is initiated by

activation of neurons in the PVN secreting

the peptide CRH, which in turn stimulates

production of ACTH from the pituitary

gland. ACTH then triggers release of GCs

from the adrenal gland, which influence

cardiomyocyte proliferation by binding to

the GR. The parasympathetic nervous

system promotes regeneration through

release of the NGF and Nrg1, and possibly

by regulating inflammation in the injured

heart. The parasympathetic nervous system

may also modulate cardiac repair by

regulating inflammatory immune cells in the

spleen, via the celiac ganglion. There is also

evidence supporting a pro-regenerative role

of the sympathetic nervous system,

although the underlying mechanisms are

not clear yet.
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suggested that women during reproductive age have

lower risk of CVD as compared to age-matched men

[96–98]. Evidence indicates that the main female sex

hormone estrogen (E2) plays a key cardioprotective

role through its pleiotropic effects on the cardiovascular

system [99]. In line with these studies, female zebrafish

were shown to regenerate their heart more efficiently

than age-matched males. Female fish showed more pro-

nounced upregulation of two estrogen receptors, esrt1

and esrt2, in the heart as well as elevated plasma E2

levels upon cardiac cryoinjury [94]. Treatment of female

hearts with tamoxifen, an estrogen receptor antagonist,

decreased cardiomyocyte proliferation at the lesion bor-

der zone and increased scar volume, indicating impair-

ment of the regenerative response. By contrast, male

hearts treated with E2 displayed increased cardiomy-

ocyte proliferation and improved scar resolution [94].

Transcriptomic analysis showed that immune-related

pathways were highly enriched in injured female hearts.

For example, several components of the Ifnc-Stat1 sig-

naling pathway were highly upregulated in an estrogen-

dependent manner [94]. This study, therefore, identified

estrogen-mediated induction of inflammatory response

as a key mechanism of sexually dimorphic regenerative

response of the myocardium. Whether this pathway is

involved in the pathogenic mechanism of other CVD is

to be determined.

Lymphatic drainage of the heart

In addition to cardiomyocyte death, MI also induces

adverse remodeling of epicardial precollector and col-

lector lymphatics that, despite robust capillary lym-

phangiogenesis, reduces fluid drainage and thereby

causes myocardial edema [100]. Excess interstitial fluid

eventually potentiates fibrosis, further compromising

heart function [100,101]. Augmentation of injury-

induced lymphatic sprouting, indeed, could improve

prognosis of MI in mammalian models [100,102].

Besides reestablishing fluid balance, endogenous car-

diac lymphangiogenic response also aids clearance of

leukocytes, particularly innate immune cells infiltrating

the ischemic heart to phagocytose dead cell debris, to

regulate inflammatory resolution [100,103]. While lym-

phatic response of the adult mammalian heart is insuf-

ficient to serve these fluid and immune homeostasis

restorations critical to facilitate optimal repair and

prevent scarring, ample evidence points to a require-

ment of the lymphatic system and lymphoangiocrine

signals in cardiac regeneration in both zebrafish and

neonatal mice, as thoroughly reviewed earlier [104]. In

injured vegfc or flt4 mutant zebrafish hearts, largely

devoid of lymphatic vessels, the scar area was

increased and remained unresolved even after

2 months post-injury [43]. In another zebrafish model

with nearly complete loss of lymphatic vessels due to

genetic deletion of both genes coding for Flt4 ligands,

vegfc and vegfd, a subset of the mutant heart, dis-

played impaired capacity to clear dead cells and

resolve fibrotic scar after cryoinjury [105]. Proliferative

responses of cardiomyocytes, by contrast, were unaf-

fected by the lack of cardiac lymphatics. Surprisingly,

majority of the double-mutant fish could complete

regeneration. Nonetheless, RNA sequencing suggested

that the lack of lymphatic response in non-regenerative

mutant hearts heightens TRAF6-IRF7 and interferon

alpha/beta-related inflammation [105]. In line with

these findings, inducible expression of soluble Flt4

(sFlt4), which competitively binds to Vegfc and

thereby functions as a dominant inhibitor of Flt4 sig-

naling, in zebrafish, caused persistence of cardiac

cryoinjury-induced scar tissue without altering car-

diomyocyte proliferation or epicardial activation [106].

Large amounts of neutrophils persisted in the injured

heart even after 14 days post-injury, suggesting that

blocking lymphatic responses impairs immune cell

removal and prolong inflammation [106]. In the neona-

tal mouse heart, expression of the lymphoangiocrine

signal regulating heart growth RELN steadily

decreased from P2 to P14, coinciding with the loss of

cardiac regenerative potential [39]. Myocardial infarc-

tion at P2 induced formation of new lymphatics within

the infarct zone and its periphery, and reactivated

RELN expression. Impairment of regenerative capacity

upon RELN loss of function was evidenced from wor-

sen cardiac function, decreased cardiomyocyte prolifer-

ation, and increased fibrosis in Reln�/� mice [39].

Moreover, delivery of RELN with bioengineered colla-

gen patches improved cardiac function and reduced

scarring in the adult mouse heart [39].

These studies highlight the importance of lymphan-

giogenesis in interstitial fluid and immune cell clear-

ance, preventing myocardial edema and shifting the

initial pro-inflammatory cardiac microenvironment to

a pro-regenerative one. Better understanding of the

molecular mechanisms underpinning lymphatic

immune cell interactions could provide a basis for

developing therapies to improve MI repair. Several

important questions remain to be addressed. If and

how selective clearance of specific immune cell subsets

by the cardiac lymphatic system is accomplished, for

instance, is currently unknown. Moreover, further

studies are required to understand whether the lym-

phatic system contribute to recruitment of both innate

and adaptive cells to the injured heart. Lastly, how the

cardiac lymphatics influence maintenance of the pro-
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regenerative subpopulations of primitive macrophages

is yet to be determined.

Immune signals mediating extra-
cardiac organ influence on cardiac
repair

The gut and its resident microbiota

The gut harbors a vast array of microflora that gener-

ates numerous metabolites from dietary nutrients.

Dysregulation of microbial communities is associated

with diverse disease states including CVD [107–111].
Alteration of intestinal microbiota by antibiotic and

probiotic treatments influenced MI size in a rat model

[112]. In MI patients, translocation of gut microbiota

to the circulation was reported to be correlated with

systemic inflammation and adverse cardiovascular

events [113]. Although evidence demonstrating partici-

pation of the gut and its inhabitants in the regenera-

tive capability of the heart is still lacking, antibiotic

treatment increased the rates of ventricular rupture

and mortality post-MI in a mouse model, suggesting

an involvement of microbiota in myocardial repair

[114]. The cardioprotective impact might be mediated

in part by a class of metabolites generated mainly

from microbial fermentation of indigestible carbohy-

drates, short-chain fatty acids (SCFAs), that is,

required for recruitment of the C-X3-C motif chemo-

kine receptor 1 (CX3CR1)+ monocyte subset to the

peri-infarct zone [114] (Fig. 4). In contrast to the gen-

erally salutary effects of SCFAs, trimethylamine N-

oxide (TMAO) is commonly viewed as a risk factor

for CVD. TMAO is generated by hepatic cells from

trimethylamine (TMA), a molecule synthetized by gut

bacteria as a metabolite of dietary components such

as choline, betaine, and carnitine (Fig. 4). Increased

plasma levels of TMAO have been associated with ele-

vated risk of MI and heart failure in a patient cohort

[115].

Commensal microbiota takes critical part in devel-

opment and training of the host’s innate and adaptive

immune system, thereby imposing a major impact on

inflammatory/immune diseases, as summarized in sev-

eral excellent reviews [116–119]. Several lines of evi-

dence highlight the immunomodulatory potency of

SCFAs, in particular the most abundant ones in the

mammalian gut acetate, propionate, and butyrate

[120,121]. SCFA modulation of immune responses is

attributed to two main pathways: 1) activation of G-

protein-coupled receptors (GPR) 43 and 41 (also

known as free fatty acid receptor (FFAR) 2 and 3,

respectively), GPR109a, and olfactory receptor 78

(Olfr78), expressed at different levels in diverse types

of leukocytes [122]; and 2) inhibition of histone

deacetylase (HDAC) activity and, as a result, enhance-

ment of acetylation of histones, rendering the chro-

matin more accessible to transcription factors/

regulators such as nuclear factor kappa B (NF-jB),
forkhead box P3 (FOXP3), and STAT3 [123]. These

pathways can regulate MAPK signaling and modulate

expression of different cytokines and chemokines.

Butyrate can drive differentiation of monocytes toward

a non-inflammatory pro-antimicrobial macrophage

state through HDAC3 inhibition and a shift of cellular

metabolism [124]. Treatment with butyrate enhanced

IL4 induction of an alternatively activated/M2 profile

in bone marrow–derived macrophages by suppressing

HDAC1 expression and increasing histone H3K9

acetylation [125]. In addition to influencing mono-

cyte/macrophage polarization, SCFAs also elicit anti-

inflammatory signatures in T cells. Depletion of resi-

dent microbiota reduced number of murine Treg and

IL17A-producing T cells (Th17) and increased suscep-

tibility to mucosal infection, effects which were par-

tially controlled by SCFA treatment [126]. Propionate

supplementation in multiple sclerosis patients aug-

mented differentiation of Tregs and enhanced their

immune-suppressive capacity [127]. Although the

immunosuppressive role of SCFAs is well appreciated,

SCFAs have also been reported to promote inflamma-

tion, for example, via stimulation of pro-inflammatory

cytokine expression in intestinal epithelial cells and

lung mesenchymal cells [128,129] and expansion of

inflammatory T cells [130]. The contribution of TMAO

in CVD is also often ascribed to immune derangement

[131]. TMAO could induce splenic macrophage polar-

ization toward a pro-inflammatory phenotype of clas-

sically activated/M1 subset [132] in a NLR family

pyrin domain containing 3 (NLRP3)-dependent man-

ner [133]. Together, given the immune modulatory

roles of bioactive microbial metabolites affecting devel-

opment, expansion, and functions of different immune

cell types uncovered so far, an impact of the gut

microbiota on cardiac regeneration, a process requir-

ing well-orchestrated immune cell activities, is very

likely (Fig. 4). However, potential pro-regenerative or

pro-fibrotic roles of gut microflora/metabolites await

experimental evidence. Moreover, since functional

properties of immune cell populations are influenced

by their origin and local tissue environment [134–138],
it would be interesting to know whether cardiac resi-

dent and recruited immune cell subsets respond in dif-

ferent ways to microbial metabolites (Fig. 4).
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The liver and kidney

The overview of the current state of knowledge sum-

marized so far focuses on the extra-cardiac organ sys-

tems whose roles in development and regeneration of

the heart has been studied most extensively. The list is

clearly not exhaustive. Other organs are also known to

participate in the maintenance of cardiac homeostasis

and influence cardiovascular health often by systemic

alterations including immune and endocrine functions.

For example, in a mouse model of hepatic cardiomy-

opathy, bile duct ligation–induced liver fibrosis caused

myocardial inflammation, characterized by leukocyte

infiltration and elevated expression of inflammatory

markers that was accompanied by arterial hypotension

and myocardial systolic and diastolic dysfunction [139]

(Fig. 4). Dampening the liver–heart inflammatory axis

with a selective cannabinoid-2 receptor (CB2-R) ago-

nist ameliorated both hepatic and cardiac pathologies

[139]. Impairment of peroxisomal import and induc-

tion of IL6-like pro-inflammatory cytokine expression

in hepatocyte-like cells have been reported to underlie

age-related cardiac arrhythmia in fruit flies [140].

Another mode of liver–heart interaction is through

hepatokines. a1-microglobulin, an Akt-NFjB-acting
hepatokine, augmented macrophages infiltration and

inflammatory activation in infarcted myocardium, ulti-

mately leading to impairment of fibrotic repair and

cardiac rupture in a mouse model [141]. On the other

hand, hepatocyte-derived fibroblast growth factor

(FGF21) induction downstream of interleukin 22

Fig. 4. Scheme of representative pathways

mediating the modulatory effects of the

gut, liver, and kidneys on cardiac disease

and repair. The gut harbors a rich diversity

of microbes and microbial metabolites that

can have different effects of cardiac health.

For example, bacteria produce SCFAs,

which were shown to influence cardiac

repair by promoting recruitment of

CX3CR1+ monocytes to the peri-infarct

zone. It is still not known if SCFAs can

influence recruitment and functions of other

immune cells in the heart. On the other

hand, the gut microbiota can have negative

effects on cardiac function through

production of TMA, which is converted into

TMAO by hepatocytes. The gut microbiota

has been shown to participate in a variety

of immunomodulatory functions in several

organs, and it is likely that it has important

roles also in immune–cardiac interactions.

Damage to the liver and kidneys can also

negatively affect the heart by inducing

myocardial inflammation.
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(IL22)-mediated STAT3 activation may serve as a sur-

vival cue for cardiomyocytes following MI [142].

An interdependent relationship between the kidney

and the heart, particularly in relation to pathophysiol-

ogy of heart failure and chronic kidney disorder, has

been reported [143,144] (Fig. 4). Adding another level

of complexity, a brain–kidney–heart network mediated

by macrophages has been proposed to control myocar-

dial adaptation to cardiac stress [145]. In a mouse

model of transverse aortic constriction-induced pres-

sure overload, sympathetic activation of renal collect-

ing duct cells induced secretion of S100 calcium-

binding proteins A8 and A9 (S100A8 and S100A9)

that stimulated TNF expression in kidney macro-

phages. TNF, in turn, induced endothelial secretion of

colony-stimulating factor 2 (CSF2, also known as

GM-CSF) into the circulation. In the heart, CSF2

stimulated proliferation of a resident population of

Ly6Clow macrophages, thereby leading to cardiomy-

ocyte hypertrophy by producing amphiregulin

(AREG) [145], a critical driver of wound repair and

fibrosis [146]. Deteriorating cardiac remodeling post-

MI in the presence of renal failure is at least in part

attributed to excessive renin–angiotensin system (RAS)

activation [147]. In a rat model of MI and subtotal

nephrectomy, administration of an Angiotensin II

receptor blocker suppressed adverse structural remod-

eling and functional decline in the left ventricle, effects

associated with attenuation of macrophage infiltration,

cardiac oxidative stress, and inflammation [148].

Concluding remarks

The study of inter-organ communications involved in

heart development, physiology, and disease states is still

in its infancy, and more work is required to fully under-

stand the implications and molecular grammar of this

crosstalk. The information about the impact of extra-

cardiac organs on cardiac morphogenesis and reparative

processes uncovered thus far delivers the unequivocal

message that building a heart and mending a broken

one are tasks achievable only by a multi-organ collabo-

rative effort. It is likely that prognosis and preventive

treatment of congenital heart diseases will be benefitted

not only from knowledge about genetic predisposition

and perturbation of intra-cardiac signaling but also by

elucidating the multifaceted network of signaling path-

ways regulating cardiac development at a systemic level.

Similarly, we have learned from different lines of com-

pelling evidence that novel therapeutic strategies to

achieve the seemingly unattainable goal of regenerating

cardiac muscles in the infarcted myocardium may lie in

the control of extra-cardiac organ perturbations and the

ability to modulate their regulatory signals. An innova-

tive bioelectronic-based approach enabling spatial and

temporal control of autonomic nerve activity, for exam-

ple, [149], might permit regulation of immune responses

in the heart as well as in lymphoid organs to prevent

exacerbated inflammation and concomitantly harvest

tissue regenerative functions of immune cells. Likewise,

pro-biotic- or metabolite-based approaches that harness

immune and/or neuronal modulatory roles of commen-

sal microbiota present new attractive strategies to help

stimulating cardiomyocyte replenishment in the

infarcted myocardium. Such approaches could rely on

naturally occurring products and personalized medicine

to overcome variability of treatment responsiveness

among individuals [150–152].
Elucidation of systemic perturbations and identifica-

tion of paracrine factors and bioactive metabolites

mediating multi-organ crosstalk will certainly be bene-

fitted from recent advancements of omic approaches.

Metabolomic profiling of plasma and the myocardium

following MI has already been applied to identify

changes in metabolites and metabolic pathways associ-

ated with different stages of responses to injury [153–
156]. Likewise, proteomic analyses of cardiac and

non-cardiac cell secretory factors (secretome) have

uncovered novel players involved in myocardial

infarct repair and fibrosis [157–159]. Further testing

the potential of these candidate metabolites and secre-

tory molecules to mimic the multi-organ coordination

of cardiac regenerative processes of young mammals

or non-mammalian vertebrates would be critical for

clinical translation.

Acknowledgements

SS is supported by the Helmholtz Young Investigator

Group funding (project ID: VH-NG-1247). AF’s work

is funded by grants from the German Research

Foundation (Deutsche Forschungsgemeinschaft, project

IDs FI 2339/1-1 and FI 2339/3-1). We thank PA Moro-

cho Jaramillo for illustrations. Open Access funding

enabled and organized by Projekt DEAL. WOA

Institution: MAX-DELBRUCK-CENTRUM FUR

MOLEKULARE MEDIZIN IN DER HELMHOLTZ-

GEMEINSCHAFT. Blended DEAL: Projekt DEAL

Conflict of interest

The authors declare no conflict of interest.

Author contributions

SS and FA wrote the review.

924 The FEBS Journal 290 (2023) 913–930 ª 2021 The Authors. The FEBS Journal published by John Wiley & Sons Ltd on behalf of

Federation of European Biochemical Societies

Influence of interorgan interactions on the heart A. Filosa and S. Sawamiphak



References

1 Roberts BW, Kilgannon JH, Chansky ME, Mittal N,

Wooden J, Parrillo JE, et al. Multiple organ

dysfunction after return of spontaneous circulation in

postcardiac arrest syndrome. Crit Care Med.

2013;41:1492–501.
2 Jahng JWS, Song E, Sweeney G. Crosstalk between

the heart and peripheral organs in heart failure. Exp

Mol Med. 2016;48:e217.

3 Harjola V-P, Mullens W, Banaszewski M, Bauersachs

J, Brunner-La Rocca H-P, Chioncel O, et al. Organ

dysfunction, injury and failure in acute heart failure:

from pathophysiology to diagnosis and management. a

review on behalf of the acute heart failure committee

of the heart Failure Association (HFA) of the

European Society of Cardiology (ESC). Eur J Heart

Fail. 2017;19:821–36.
4 Verbrugge FH, Guazzi M, Testani JM, Borlaug BA.

Altered hemodynamics and end-organ damage in heart

failure: impact on the lung and kidney. Circulation.

2020;142:998–1012.
5 Arif M, Klevstig M, Benfeitas R, Doran S, Turkez H,

Uhl�en M, et al. Integrative transcriptomic analysis of

tissue-specific metabolic crosstalk after myocardial

infarction. eLife. 2021;10:e66921.

6 Uygur A, Lee RT. Mechanisms of cardiac

regeneration. Dev Cell. 2016;36:362–74.
7 Oishi Y, Manabe I. Organ system crosstalk in

cardiometabolic disease in the age of multimorbidity.

Front Cardiovasc Med. 2020;7:64.

8 Leid J, Carrelha J, Boukarabila H, Epelman S,

Jacobsen SEW, Lavine KJ. Primitive embryonic

macrophages are required for coronary development

and maturation. Circ Res. 2016;118:1498–511.
9 Adamo L, Rocha-Resende C, Lin C-Y, Evans S,

Williams J, Dun H, et al. Myocardial B cells are a

subset of circulating lymphocytes with delayed

transit through the heart. JCI Insight. 2020;5:

e134700.

10 Apaydin DC, Jaramillo PAM, Corradi L, Cosco F,

Rathjen FG, Kammertoens T, et al. Early-life stress

regulates cardiac development through an IL-4-

glucocorticoid signaling balance. Cell Rep.

2020;33:108404.

11 Zogbi C, Oliveira NC, Levy D, Bydlowski SP,

Bassaneze V, Neri EA, et al. Beneficial effects of IL-4

and IL-6 on rat neonatal target cardiac cells. Sci Rep.

2020;10:12350–12.
12 Wodsedalek DJ, Paddock SJ, Wan TC, Auchampach

JA, Kenarsary A, Tsaih S-W, et al. IL-13 promotes

in vivo neonatal cardiomyocyte cell cycle activity and

heart regeneration. Am J Physiol Heart Circ Physiol.

2019;316:H24–34.

13 Hasan W. Autonomic cardiac innervation:

development and adult plasticity. Organogenesis.

2013;9:176–93.
14 Fedele L, Brand T. The intrinsic cardiac nervous

system and its role in cardiac pacemaking and

conduction. J Cardiovasc Dev Dis. 2020;7:54.

15 V�egh AMD, Duim SN, Smits AM, Poelmann RE, Ten

Harkel ADJ, DeRuiter MC, et al. Part and parcel of

the cardiac autonomic nerve system: unravelling its

cellular building blocks during development. J

Cardiovasc Dev Dis. 2016;3:28.

16 Pianca N, Di Bona A, Lazzeri E, Costantini I,

Franzoso M, Prando V, et al. Cardiac sympathetic

innervation network shapes the myocardium by locally

controlling cardiomyocyte size through the cellular

proteolytic machinery. J Physiol. 2019;597:3639–56.
17 Chrousos GP, Gold PW. The concepts of stress and

stress system disorders. Overview of physical and

behavioral homeostasis. JAMA. 1992;267:1244–52.
18 Sapolsky RM, Romero LM, Munck AU. How do

glucocorticoids influence stress responses? Integrating

permissive, suppressive, stimulatory, and preparative

actions. Endocr Rev. 2000;21:55–89.
19 Oakley RH, Ren R, Cruz-Topete D, Bird GS, Myers

PH, Boyle MC, et al. Essential role of stress hormone

signaling in cardiomyocytes for the prevention of heart

disease. Proc Natl Acad Sci USA. 2013;110:17035–40.
20 Rog-Zielinska EA, Craig M-A, Manning JR,

Richardson RV, Gowans GJ, Dunbar DR, et al.

Glucocorticoids promote structural and functional

maturation of foetal cardiomyocytes: a role for PGC-

1a. Cell Death Differ. 2015;22:1106–16.
21 Wilson KS, Baily J, Tucker CS, Matrone G, Vass S,

Moran C, et al. Early-life perturbations in

glucocorticoid activity impacts on the structure,

function and molecular composition of the adult

zebrafish (Danio rerio) heart. Mol Cell Endocrinol.

2015;414:120–31.
22 Jellyman JK, Fletcher AJW, Fowden AL, Giussani

DA. Glucocorticoid maturation of fetal cardiovascular

function. Trends Mol Med. 2020;26:170–84.
23 Pianca N, Pontis F, Chiriv�ı M, Papa V, Braga L,

Patnala RS, et al. Glucocorticoid Receptor ablation

promotes cardiac regeneration by hampering

cardiomyocyte terminal differentiation. bioRxiv. 2020;

[PREPRINT].

24 Xin M, Olson EN, Bassel-Duby R. Mending broken

hearts: cardiac development as a basis for adult heart

regeneration and repair. Nat Rev Mol Cell Biol.

2013;14:529–41.
25 Matrone G, Tucker CS, Denvir MA. Cardiomyocyte

proliferation in zebrafish and mammals: lessons

for human disease. Cell Mol Life Sci. 2017;74:1367–
78.

925The FEBS Journal 290 (2023) 913–930 ª 2021 The Authors. The FEBS Journal published by John Wiley & Sons Ltd on behalf of

Federation of European Biochemical Societies

A. Filosa and S. Sawamiphak Influence of interorgan interactions on the heart



26 Hirose K, Payumo AY, Cutie S, Hoang A, Zhang H,

Guyot R, et al. Evidence for hormonal control of

heart regenerative capacity during endothermy

acquisition. Science. 2019;364:184–8.
27 Gauthier K, Plateroti M, Harvey CB, Williams GR,

Weiss RE, Refetoff S, et al. Genetic analysis reveals

different functions for the products of the thyroid

hormone receptor alpha locus. Mol Cell Biol.

2001;21:4748–60.
28 Guzzardi MA, Ait Ali L, D’Aurizio R, Rizzo F,

Saggese P, Sanguinetti E, et al. Fetal cardiac growth is

associated with in utero gut colonization. Nutr Metab

Cardiovasc Dis. 2019;29:170–6.
29 Perez-Mu~noz ME, Arrieta M-C, Ramer-Tait AE,

Walter J. A critical assessment of the "sterile womb"

and “in utero colonization” hypotheses: implications

for research on the pioneer infant microbiome.

Microbiome. 2017;5:48.

30 Hosseini HS, Garcia KE, Taber LA. A new hypothesis

for foregut and heart tube formation based on

differential growth and actomyosin contraction.

Development. 2017;144:2381–91.
31 Silva AC, Matthys OB, Joy DA, Kauss MA,

Natarajan V, Lai MH, et al. Developmental co-

emergence of cardiac and gut tissues modeled by

human iPSC-derived organoids. bioRxiv. 2020;

[PREPRINT].

32 Moore JE, Bertram CD. Lymphatic system flows.

Annu Rev Fluid Mech. 2018;50:459–82.
33 Randolph GJ, Ivanov S, Zinselmeyer BH, Scallan JP.

The lymphatic system: integral roles in immunity.

Annu Rev Immunol. 2017;35:31–52.
34 Takeda A, Hollm�en M, Dermadi D, Pan J, Brulois

KF, Kaukonen R, et al. Single-cell survey of human

lymphatics unveils marked endothelial cell

heterogeneity and mechanisms of homing for

neutrophils. Immunity. 2019;51:561–572.e5.
35 Flaht-Zabost A, Gula G, Ciszek B, Czarnowska E,

Jankowska-Steifer E, Madej M, et al. Cardiac mouse

lymphatics: developmental and anatomical update.

Anat Rec. 2014;297:1115–30.
36 Stone OA, Stainier DYR. Paraxial mesoderm is the

major source of lymphatic endothelium. Dev Cell.

2019;50:247–255.e3.
37 Maruyama K, Miyagawa-Tomita S, Mizukami K,

Matsuzaki F, Kurihara H. Isl1-expressing non-venous

cell lineage contributes to cardiac lymphatic vessel

development. Dev Biol. 2019;452:134–43.
38 Lioux G, Liu X, Temi~no S, Oxendine M, Ayala E,

Ortega S, et al. A Second heart field-derived

vasculogenic niche contributes to cardiac lymphatics.

Dev Cell. 2020;52:350–63.
39 Liu X, la Cruz DE, Gu X, Balint L, Oxendine-Burns M,

Terrones T, et al. Lymphoangiocrine signals promote

cardiac growth and repair.Nature. 2020;588:705–11.

40 Jossin Y. Neuronal migration and the role of reelin

during early development of the cerebral cortex. Mol

Neurobiol. 2004;30:225–51.
41 Nicenboim J, Malkinson G, Lupo T, Asaf L, Sela Y,

Mayseless O, et al. Lymphatic vessels arise from

specialized angioblasts within a venous niche. Nature.

2015;522:56–61.
42 Eng TC, Chen W, Okuda KS, Misa JP, Padberg Y,

Crosier KE, et al. Zebrafish facial lymphatics develop

through sequential addition of venous and non-venous

progenitors. EMBO Rep. 2019;20:e47079.

43 Gancz D, Raftrey BC, Perlmoter G, Mar�ın-Juez R,

Semo J, Matsuoka RL, et al. Distinct origins and

molecular mechanisms contribute to lymphatic

formation during cardiac growth and regeneration.

Elife. 2019;8:e44153.

44 Travers JG, Kamal FA, Robbins J, Yutzey KE,

Blaxall BC. Cardiac fibrosis: the fibroblast awakens.

Circ Res. 2016;118:1021–40.
45 Tzahor E, Poss KD. Cardiac regeneration

strategies: Staying young at heart. Science.

2017;356:1035–9.
46 Sadek H, Olson EN. Toward the goal of human heart

regeneration. Cell Stem Cell. 2020;26:7–16.
47 He L, Nguyen NB, Ardehali R, Zhou B. Heart

regeneration by endogenous stem cells and

cardiomyocyte proliferation: controversy, fallacy, and

progress. Circulation. 2020;142:275–91.
48 Porrello ER, Mahmoud AI, Simpson E, Hill JA,

Richardson JA, Olson EN, et al. Transient

regenerative potential of the neonatal mouse heart.

Science. 2011;331:1078–80.
49 Ye L, D’Agostino G, Loo SJ, Wang CX, Su LP, Tan

SH, et al. Early regenerative capacity in the porcine

heart. Circulation. 2018;138:2798–808.
50 Haubner BJ, Schneider J, Schweigmann U, Schuetz T,

Dichtl W, Velik-Salchner C, et al. Functional recovery

of a human neonatal heart after severe myocardial

infarction. Circ Res. 2016;118:216–21.
51 Poss KD, Wilson LG, Keating MT. Heart

regeneration in zebrafish. Science. 2002;298:2188–90.
52 Nahrendorf M, Swirski FK, Aikawa E, Stangenberg

L, Wurdinger T, Figueiredo J-L, et al. The healing

myocardium sequentially mobilizes two monocyte

subsets with divergent and complementary functions. J

Exp Med. 2007;204:3037–47.
53 Tsujioka H, Imanishi T, Ikejima H, Kuroi A,

Takarada S, Tanimoto T, et al. Impact of

heterogeneity of human peripheral blood monocyte

subsets on myocardial salvage in patients with primary

acute myocardial infarction. J Am Coll Cardiol.

2009;54:130–8.
54 Hilgendorf I, Gerhardt LMS, Tan TC, Winter C,

Holderried TAW, Chousterman BG, et al. Ly-6Chigh

monocytes depend on Nr4a1 to balance both

926 The FEBS Journal 290 (2023) 913–930 ª 2021 The Authors. The FEBS Journal published by John Wiley & Sons Ltd on behalf of

Federation of European Biochemical Societies

Influence of interorgan interactions on the heart A. Filosa and S. Sawamiphak



inflammatory and reparative phases in the infarcted

myocardium. Circ Res. 2014;114:1611–22.
55 Lai S-L, Mar�ın-Juez R, Stainier DYR. Immune

responses in cardiac repair and regeneration: a

comparative point of view. Cell Mol Life Sci.

2019;76:1365–80.
56 Oyama J-I, Blais C, Liu X, Pu M, Kobzik L, Kelly

RA, et al. Reduced myocardial ischemia-reperfusion

injury in toll-like receptor 4-deficient mice. Circulation.

2004;109:784–9.
57 Arslan F, Smeets MB, O’Neill LAJ, Keogh B,

McGuirk P, Timmers L, et al. Myocardial ischemia/

reperfusion injury is mediated by leukocytic toll-like

receptor-2 and reduced by systemic administration of a

novel anti-toll-like receptor-2 antibody. Circulation.

2010;121:80–90.
58 Aurora AB, Porrello ER, Tan W, Mahmoud AI, Hill

JA, Bassel-Duby R, et al. Macrophages are required

for neonatal heart regeneration. J Clin Invest.

2014;124:1382–92.
59 Lai S-L, Mar�ın-Juez R, Moura PL, Kuenne C, Lai

JKH, Tsedeke AT, et al. Reciprocal analyses in

zebrafish and medaka reveal that harnessing the

immune response promotes cardiac regeneration. Elife.

2017;6:e25605.

60 Vagnozzi RJ, Maillet M, Sargent MA, Khalil H,

Johansen AKZ, Schwanekamp JA, et al. An acute

immune response underlies the benefit of cardiac stem

cell therapy. Nature. 2020;577:405–9.
61 Bevan L, Lim ZW, Venkatesh B, Riley PR, Martin P,

Richardson RJ. Specific macrophage populations

promote both cardiac scar deposition and subsequent

resolution in adult zebrafish. Cardiovasc Res.

2020;116:1357–71.
62 Sim~oes FC, Cahill TJ, Kenyon A, Gavriouchkina D,

Vieira JM, Sun X, et al. Macrophages directly

contribute collagen to scar formation during zebrafish

heart regeneration and mouse heart repair. Nat

Commun. 2020;11:600–17.
63 S�anchez-Iranzo H, Galardi-Castilla M, Sanz-Morej�on

A, Gonz�alez-Rosa JM, Costa R, Ernst A, et al.

Transient fibrosis resolves via fibroblast inactivation in

the regenerating zebrafish heart. Proc Natl Acad Sci

USA. 2018;115:4188–93.
64 Lavine KJ, Epelman S, Uchida K, Weber KJ, Nichols

CG, Schilling JD, et al. Distinct macrophage lineages

contribute to disparate patterns of cardiac recovery

and remodeling in the neonatal and adult heart. Proc

Natl Acad Sci USA. 2014;111:16029–34.
65 Bajpai G, Schneider C, Wong N, Bredemeyer A,

Hulsmans M, Nahrendorf M, et al. The human heart

contains distinct macrophage subsets with divergent

origins and functions. Nat Med. 2018;24:1234–45.
66 Sanz-Morej�on A, Garc�ıa-Redondo AB, Reuter H,

Marques IJ, Bates T, Galardi-Castilla M, et al. Wilms

Tumor 1b expression defines a pro-regenerative

macrophage subtype and is required for organ

regeneration in the Zebrafish. Cell Rep. 2019;28:1296–
306.

67 Chen B, Huang S, Su Y, Wu Y-J, Hanna A,

Brickshawana A, et al. Macrophage Smad3 protects

the infarcted heart, stimulating phagocytosis and

regulating inflammation. Circ Res. 2019;125:55–70.
68 Mentkowski KI, Euscher LM, Patel A, Alevriadou

BR, Lang JK. Monocyte recruitment and fate

specification after myocardial infarction. Am J Physiol.

2020;319:C797–806.
69 Keppner L, Heinrichs M, Rieckmann M, Demengeot

J, Frantz S, Hofmann U, et al. Antibodies aggravate

the development of ischemic heart failure. Am J

Physiol Heart Circ Physiol. 2018;315:H1358–67.
70 Zouggari Y, Ait-Oufella H, Bonnin P, Simon T,

Sage AP, Gu�erin C, et al. B lymphocytes trigger

monocyte mobilization and impair heart function

after acute myocardial infarction. Nat Med.

2013;19:1273–80.
71 Weirather J, Hofmann UDW, Beyersdorf N, Ramos

GC, Vogel B, Frey A, et al. Foxp3+ CD4+ T cells

improve healing after myocardial infarction by

modulating monocyte/macrophage differentiation. Circ

Res. 2014;115:55–67.
72 Wang G, Miyahara Y, Guo Z, Khattar M, Stepkowski

SM, Chen W. “Default” generation of neonatal

regulatory T cells. J Immunol. 2010;185:71–8.
73 Hui SP, Sheng DZ, Sugimoto K, Gonzalez-Rajal A,

Nakagawa S, Hesselson D, et al. Zebrafish Regulatory

T cells mediate organ-specific regenerative programs.

Dev Cell. 2017;43:659–72.
74 Li J, Yang KY, Tam RCY, Chan VW, Lan HY, Hori

S, et al. Regulatory T-cells regulate neonatal heart

regeneration by potentiating cardiomyocyte

proliferation in a paracrine manner. Theranostics.

2019;9:4324–41.
75 O’Meara CC, Wamstad JA, Gladstone RA, Fomovsky

GM, Butty VL, Shrikumar A, et al. Transcriptional

reversion of cardiac myocyte fate during mammalian

cardiac regeneration. Circ Res. 2015;116:804–15.
76 Paddock SJ, Swift SK, Alencar-Almeida V, Kenarsary

A, Alvarez-Argote S, Flinn MA, et al. IL4Ra signaling

promotes neonatal cardiac regeneration and

cardiomyocyte cell cycle activity. J Mol Cell Cardiol.

2021;161:62–74.
77 Malek Mohammadi M, Kattih B, Grund A, Froese N,

Korf-Klingebiel M, Gigina A, et al. The transcription

factor GATA4 promotes myocardial regeneration in

neonatal mice. EMBO Mol Med. 2017;9:265–79.
78 Tang P, Ma S, Dong M, Wang J, Chai S, Liu T, et al.

Effect of interleukin-6 on myocardial regeneration in

mice after cardiac injury. Biomed Pharmacother.

2018;106:303–8.

927The FEBS Journal 290 (2023) 913–930 ª 2021 The Authors. The FEBS Journal published by John Wiley & Sons Ltd on behalf of

Federation of European Biochemical Societies

A. Filosa and S. Sawamiphak Influence of interorgan interactions on the heart



79 Kubin T, P€oling J, Kostin S, Gajawada P, Hein S,

Rees W, et al. Oncostatin M is a major mediator of

cardiomyocyte dedifferentiation and remodeling. Cell

Stem Cell. 2011;9:420–32.
80 Li Y, Feng J, Song S, Li H, Yang H, Zhou B, et al.

gp130 controls cardiomyocyte proliferation and heart

regeneration. Circulation. 2020;142:967–82.
81 Allanki S, Strilic B, Scheinberger L, Onderwater YL,

Marks A, G€unther S, et al. Interleukin-11 signaling

promotes cellular reprogramming and limits fibrotic

scarring during tissue regeneration. Sci Adv. 2021;7:

eabg6497.

82 White IA, Gordon J, Balkan W, Hare JM.

Sympathetic reinnervation is required for

mammalian cardiac regeneration. Circ Res.

2015;117:990–4.
83 Mahmoud AI, O’Meara CC, Gemberling M, Zhao L,

Bryant DM, Zheng R, et al. Nerves regulate

cardiomyocyte proliferation and heart regeneration.

Dev Cell. 2015;34:387–99.
84 Wu S-J, Li Y-C, Shi Z-W, Lin Z-H, Rao Z-H, Tai S-

C, et al. Alteration of cholinergic anti-inflammatory

pathway in rat with ischemic cardiomyopathy-modified

electrophysiological function of heart. J Am Heart

Assoc. 2017;6:e006510.

85 Nuntaphum W, Pongkan W, Wongjaikam S,

Thummasorn S, Tanajak P, Khamseekaew J, et al.

Vagus nerve stimulation exerts cardioprotection

against myocardial ischemia/reperfusion injury

predominantly through its efferent vagal fibers. Basic

Res Cardiol. 2018;113:22.

86 Tracey KJ. Reflex control of immunity. Nat Rev

Immunol. 2009;9:418–28.
87 Olofsson PS, Katz DA, Rosas-Ballina M, Levine YA,

Ochani M, Vald�es-Ferrer SI, et al. a7 nicotinic

acetylcholine receptor (a7nAChR) expression in bone

marrow-derived non-T cells is required for the

inflammatory reflex. Mol Med. 2012;18:539–43.
88 Talbot S, Foster SL, Woolf CJ. Neuroimmunity:

physiology and pathology. Annu Rev Immunol.

2016;34:421–47.
89 Carnevale D, Perrotta M, Pallante F, Fardella V,

Iacobucci R, Fardella S, et al. A cholinergic-

sympathetic pathway primes immunity in hypertension

and mediates brain-to-spleen communication. Nat

Commun. 2016;7:13035–13.
90 Carnevale L, Pallante F, Perrotta M, Iodice D,

Perrotta S, Fardella S, et al. Celiac vagus nerve

stimulation recapitulates angiotensin II-induced splenic

noradrenergic activation, driving egress of CD8

effector cells. Cell Rep. 2020;33:108494.

91 Chavan SS, Pavlov VA, Tracey KJ. Mechanisms and

therapeutic relevance of neuro-immune

communication. Immunity. 2017;46:927–42.

92 Pavlov VA, Tracey KJ. Neural regulation of

immunity: molecular mechanisms and clinical

translation. Nat Neurosci. 2017;20:156–66.
93 Carnevale D, Lembo G. Heart, spleen, brain.

Circulation. 2018;138:1917–9.
94 Xu S, Xie F, Tian L, Fallah S, Babaei F, Manno

SHC, et al. Estrogen accelerates heart regeneration by

promoting the inflammatory response in zebrafish. J

Endocrinol. 2020;245:39–51.
95 Vaccarezza M, Papa V, Milani D, Gonelli A,

Secchiero P, Zauli G, et al. Sex/gender-specific

imbalance in CVD: could physical activity help to

improve clinical outcome targeting CVD molecular

mechanisms in women? Int J Mol Sci. 2020;21:1477.

96 Mosca L, Barrett-Connor E, Wenger NK. Sex/gender

differences in cardiovascular disease prevention: what a

difference a decade makes. Circulation. 2011;124:2145–
54.

97 Iorga A, Cunningham CM, Moazeni S, Ruffenach G,

Umar S, Eghbali M. The protective role of estrogen

and estrogen receptors in cardiovascular disease and

the controversial use of estrogen therapy. Biol Sex

Differ. 2017;8:33–16.
98 Hayward CS, Kelly RP, Collins P. The roles of

gender, the menopause and hormone replacement on

cardiovascular function. Cardiovasc Res. 2000;46:28–
49.

99 Murphy E. Estrogen signaling and cardiovascular

disease. Circ Res. 2011;109:687–96.
100 Henri O, Pouehe C, Houssari M, Galas L, Nicol L,

Edwards-L�evy F, et al. Selective stimulation of cardiac

lymphangiogenesis reduces myocardial edema and

fibrosis leading to improved cardiac function following

myocardial infarction. Circulation. 2016;133:1484.

101 Laine GA, Allen SJ. Left ventricular myocardial

edema. Lymph flow, interstitial fibrosis, and cardiac

function. Circ Res. 1991;68:1713–21.
102 Klotz L, Norman S, Vieira JM, Masters M, Rohling

M, Dub�e KN, et al. Cardiac lymphatics are

heterogeneous in origin and respond to injury. Nature.

2015;522:62–7.
103 Vieira JM, Norman S, Villa Del Campo C, Cahill TJ,

Barnette DN, Gunadasa-Rohling M, et al. The cardiac

lymphatic system stimulates resolution of

inflammation following myocardial infarction. J Clin

Invest. 2018;128:3402–12.
104 Klaourakis K, Vieira JM, Riley PR. The evolving

cardiac lymphatic vasculature in development, repair

and regeneration. Nat Rev Cardiol. 2021;18:368–79.
105 Vivien CJ, Pichol-Thievend C, Sim CB, Smith JB,

Bower NI, Hogan BM, et al. Vegfc/d-dependent

regulation of the lymphatic vasculature during cardiac

regeneration is influenced by injury context. NPJ

Regen Med. 2019;4:18–14.

928 The FEBS Journal 290 (2023) 913–930 ª 2021 The Authors. The FEBS Journal published by John Wiley & Sons Ltd on behalf of

Federation of European Biochemical Societies

Influence of interorgan interactions on the heart A. Filosa and S. Sawamiphak



106 Harrison MR, Feng X, Mo G, Aguayo A, Villafuerte

J, Yoshida T, et al. Late developing cardiac lymphatic

vasculature supports adult zebrafish heart function

and regeneration. Elife. 2019;8:e42762.

107 Illiano P, Brambilla R, Parolini C. The mutual

interplay of gut microbiota, diet and human disease.

FEBS J. 2020;287:833–55.
108 Tang WHW, Kitai T, Hazen SL. Gut microbiota in

cardiovascular health and disease. Circ Res.

2017;120:1183–96.
109 Ahmad AF, Dwivedi G, O’Gara F, Caparros-Martin

J, Ward NC. The gut microbiome and cardiovascular

disease: current knowledge and clinical potential. Am J

Physiol Heart Circ Physiol. 2019;317:H923–38.
110 Katsimichas T, Antonopoulos AS, Katsimichas A,

Ohtani T, Sakata Y, Tousoulis D. The intestinal

microbiota and cardiovascular disease. Cardiovasc Res.

2019;115:1471–86.
111 Witkowski M, Weeks TL, Hazen SL. Gut Microbiota

and cardiovascular disease. Circ Res. 2020;127:553–70.
112 Lam V, Su J, Koprowski S, Hsu A, Tweddell JS,

Rafiee P, et al. Intestinal microbiota determine severity

of myocardial infarction in rats. FASEB J.

2012;26:1727–35.
113 Zhou X, Li J, Guo J, Geng B, Ji W, Zhao Q, et al.

Gut-dependent microbial translocation induces

inflammation and cardiovascular events after ST-

elevation myocardial infarction. Microbiome.

2018;6:66–17.
114 Tang TWH, Chen H-C, Chen C-Y, Yen CYT, Lin C-

J, Prajnamitra RP, et al. Loss of gut microbiota alters

immune system composition and cripples

postinfarction cardiac repair. Circulation.

2019;139:647–59.
115 Tang WHW, Wang Z, Levison BS, Koeth RA, Britt

EB, Fu X, et al. Intestinal microbial metabolism of

phosphatidylcholine and cardiovascular risk. N Engl J

Med. 2013;368:1575–84.
116 Avery EG, Bartolomaeus H, Maifeld A, Mark�o L,

Wiig H, Wilck N, et al. The gut microbiome in

hypertension: recent advances and future perspectives.

Circ Res. 2021;128:934–50.
117 Ruff WE, Greiling TM, Kriegel MA. Host-microbiota

interactions in immune-mediated diseases. Nat Rev

Microbiol. 2020;18:521–38.
118 Tilg H, Zmora N, Adolph TE, Elinav E. The intestinal

microbiota fuelling metabolic inflammation. Nat Rev

Immunol. 2020;20:40–54.
119 Lavelle A, Sokol H. Gut microbiota-derived metabolites

as key actors in inflammatory bowel disease. Nat Rev

Gastroenterol Hepatol. 2020;17:223–37.
120 Bartolomaeus H, Balogh A, Yakoub M, Homann S,

Mark�o L, H€oges S, et al. Short-chain fatty acid

propionate protects from hypertensive cardiovascular

damage. Circulation. 2019;139:1407–21.

121 Luu M, Monning H, Visekruna A. Exploring the

molecular mechanisms underlying the protective effects

of microbial SCFAs on intestinal tolerance and food

allergy. Front Immunol. 2020;11:1225.

122 Parada Venegas D, la Fuente De MK, Landskron G,

Gonz�alez MJ, Quera R, Dijkstra G, et al. Short Chain

Fatty Acids (SCFAs)-mediated gut epithelial and

immune regulation and its relevance for inflammatory

bowel diseases. Front Immunol. 2019;10:277.

123 Li M, van Esch BCAM, Wagenaar GTM, Garssen

J, Folkerts G, Henricks PAJ. Pro- and anti-

inflammatory effects of short chain fatty acids on

immune and endothelial cells. Eur J Pharmacol.

2018;831:52–9.
124 Schulthess J, Pandey S, Capitani M, Rue-Albrecht

KC, Arnold I, Franchini F, et al. The short chain

fatty acid butyrate imprints an antimicrobial program

in macrophages. Immunity. 2019;50:432–45.
125 Ji J, Shu D, Zheng M, Wang J, Luo C, Wang Y, et al.

Microbial metabolite butyrate facilitates M2

macrophage polarization and function. Sci Rep.

2016;6:24838–10.
126 Bhaskaran N, Quigley C, Paw C, Butala S, Schneider

E, Pandiyan P. Role of short chain fatty acids in

controlling tregs and immunopathology during

mucosal infection. Front Microbiol. 2018;9:1995.

127 Duscha A, Gisevius B, Hirschberg S, Yissachar N,

Stangl GI, Eilers E, et al. Propionic acid shapes the

multiple sclerosis disease course by an

immunomodulatory mechanism. Cell. 2020;180:1067–
80.

128 Kim MH, Kang SG, Park JH, Yanagisawa M, Kim

CH. Short-chain fatty acids activate GPR41 and

GPR43 on intestinal epithelial cells to promote

inflammatory responses in mice. Gastroenterology.

2013;145:396–406.
129 Rutting S, Xenaki D, Malouf M, Horvat JC, Wood

LG, Hansbro PM, et al. Short-chain fatty acids

increase TNFa-induced inflammation in primary

human lung mesenchymal cells through the activation

of p38 MAPK. Am J Physiol Lung Cell Mol Physiol.

2019;316:L157–74.
130 Park J, Wang Q, Wu Q, Mao-Draayer Y, Kim CH.

Bidirectional regulatory potentials of short-chain fatty

acids and their G-protein-coupled receptors in

autoimmune neuroinflammation. Sci Rep.

2019;9:8837–13.
131 Yang S, Li X, Yang F, Zhao R, Pan X, Liang J, et al.

Gut microbiota-dependent marker TMAO in

promoting cardiovascular disease: inflammation

mechanism, clinical prognostic, and potential as a

therapeutic target. Front Pharmacol. 2019;10:1360.

132 Orecchioni M, Ghosheh Y, Pramod AB, Ley K.

Macrophage polarization: different gene signatures in

M1(LPS+) vs. Classically and M2(LPS-) vs.

929The FEBS Journal 290 (2023) 913–930 ª 2021 The Authors. The FEBS Journal published by John Wiley & Sons Ltd on behalf of

Federation of European Biochemical Societies

A. Filosa and S. Sawamiphak Influence of interorgan interactions on the heart



alternatively activated macrophages. Front Immunol.

2019;10:1084.

133 Wu K, Yuan Y, Yu H, Dai X, Wang S, Sun Z, et al.

The gut microbial metabolite trimethylamine N-oxide

aggravates GVHD by inducing M1 macrophage

polarization in mice. Blood. 2020;136:501–15.
134 Psaila AM, Vohralik EJ, Quinlan KGR. Shades of

White: new insights into tissue-resident leukocyte

heterogeneity. FEBS J. 2021;15:37.

135 Wynn TA, Chawla A, Pollard JW. Macrophage

biology in development, homeostasis and disease.

Nature. 2013;496:445–55.
136 Epelman S, Lavine KJ, Randolph GJ. Origin and

functions of tissue macrophages. Immunity.

2014;41:21–35.
137 Amit I, Winter DR, Jung S. The role of the local

environment and epigenetics in shaping macrophage

identity and their effect on tissue homeostasis. Nat

Immunol. 2016;17:18–25.
138 Masopust D, Soerens AG. Tissue-resident T Cells and

other resident leukocytes. Annu Rev Immunol.

2019;37:521–46.
139 Matyas C, Erdelyi K, Trojnar E, Zhao S, Varga ZV,

Paloczi J, et al. Interplay of liver-heart inflammatory

axis and cannabinoid 2 receptor signaling in an

experimental model of hepatic cardiomyopathy.

Hepatology. 2020;71:1391–407.
140 Huang K, Miao T, Chang K, Kim J, Kang P, Jiang

Q, et al. Impaired peroxisomal import in Drosophila

oenocytes causes cardiac dysfunction by inducing upd3

as a peroxikine. Nat Commun. 2020;11:2943–15.
141 Hakuno D, Kimura M, Ito S, Satoh J, Nakashima Y,

Horie T, et al. Hepatokine a1-microglobulin signaling

exacerbates inflammation and disturbs fibrotic repair

in mouse myocardial infarction. Sci Rep.

2018;8:16749–17.
142 Tang T-T, Li Y-Y, Li J-J, Wang K, Han Y, Dong W-

Y, et al. Liver-heart crosstalk controls IL-22 activity

in cardiac protection after myocardial infarction.

Theranostics. 2018;8:4552–62.
143 Rangaswami J, Bhalla V, Blair JEA, Chang TI, Costa S,

Lentine KL, et al. Cardiorenal syndrome: classification,

pathophysiology, diagnosis, and treatment strategies: a

scientific statement from the American Heart

Association. Circulation. 2019;139:e840–78.
144 Liu S. Heart-kidney interactions: mechanistic insights

from animal models. Am J Physiol Renal Physiol.

2019;316:F974–85.
145 Fujiu K, Shibata M, Nakayama Y, Ogata F,

Matsumoto S, Noshita K, et al. A heart-brain-kidney

network controls adaptation to cardiac stress through

tissue macrophage activation.Nat Med. 2017;23:611–22.
146 Kefaloyianni E, Keerthi Raja MR, Schumacher J,

Muthu ML, Krishnadoss V, Waikar SS, et al.

Proximal tubule-derived amphiregulin amplifies and

integrates profibrotic EGF receptor signals in kidney

fibrosis. J Am Soc Nephrol. 2019;30:2370–83.
147 Ogawa M, Suzuki J-I, Takayama K, Senbonmatsu T,

Hirata Y, Nagai R, et al. Impaired post-infarction

cardiac remodeling in chronic kidney disease is due to

excessive renin release. Lab Invest. 2012;92:1766–76.
148 Watanabe R, Suzuki J-I, Wakayama K, Kumagai H,

Ikeda Y, Akazawa H, et al. Angiotensin II receptor

blocker irbesartan attenuates cardiac dysfunction

induced by myocardial infarction in the presence of

renal failure. Hypertens Res. 2016;39:237–44.
149 Brandt EB, Bashar SJ, Mahmoud AI. Stimulating

ideas for heart regeneration: the future of nerve-

directed heart therapy. Bioelectron Med. 2019;5:8.

150 Suez J, Elinav E. The path towards microbiome-

based metabolite treatment. Nat Microbiol.

2017;2:17075–5.
151 Descamps HC, Herrmann B, Wiredu D, Thaiss CA.

The path toward using microbial metabolites as

therapies. EBioMedicine. 2019;44:747–54.
152 Wong AC, Levy M. New approaches to microbiome-

based therapies. mSystems. 2019;4:e00122–19.
153 Zhu M, Han Y, Zhang Y, Zhang S, Wei C, Cong Z,

et al. Metabolomics study of the biochemical changes

in the plasma of myocardial infarction patients. Front

Physiol. 2018;9:1017.

154 Vignoli A, Tenori L, Giusti B, Takis PG, Valente S,

Carrabba N, et al. NMR-based metabolomics

identifies patients at high risk of death within two

years after acute myocardial infarction in the AMI-

Florence II cohort. BMC Med. 2019;17:3.

155 Surendran A, Aliani M, Ravandi A. Metabolomic

characterization of myocardial ischemia-reperfusion

injury in ST-segment elevation myocardial infarction

patients undergoing percutaneous coronary

intervention. Sci Rep. 2019;9:11742–13.
156 Bai H, Sun K, Wu J-H, Zhong Z-H, Xu S-L, Zhang

H-R, et al. Proteomic and metabolomic

characterization of cardiac tissue in acute myocardial

ischemia injury rats. PLoS One. 2020;15:e0231797.

157 Li X, Ma T, Sun J, Shen M, Xue X, Chen Y, et al.

Harnessing the secretome of adipose-derived stem cells

in the treatment of ischemic heart diseases. Stem Cell

Res Ther. 2019;10:196–13.
158 Kshitiz EDD, Suhail Y, Afzal J, Woo L, Kilic O,

Spees J, et al. Dynamic secretome of bone marrow-

derived stromal cells reveals a cardioprotective

biochemical cocktail. Proc Natl Acad Sci USA.

2019;116:14374–83.
159 Kuhn TC, Knobel J, Burkert-Rettenmaier S, Li X,

Meyer IS, Jungmann A, et al. Secretome analysis of

cardiomyocytes identifies PCSK6 (Proprotein

Convertase Subtilisin/Kexin Type 6) as a novel player

in cardiac remodeling after myocardial infarction.

Circulation. 2020;141:1628–44.

930 The FEBS Journal 290 (2023) 913–930 ª 2021 The Authors. The FEBS Journal published by John Wiley & Sons Ltd on behalf of

Federation of European Biochemical Societies

Influence of interorgan interactions on the heart A. Filosa and S. Sawamiphak


	Outline placeholder
	febs16319-aff-0001
	febs16319-aff-0002

	 Intro�duc�tion
	 Multi-sys�temic crosstalk in heart devel�op�ment
	 Car�dio�vas�cu�lar-im�mune inter�ac�tions
	febs16319-fig-0001
	 Auto�nomic and neu�roen�docrine com�mu�ni�ca�tions with the heart
	 The gut-heart axis
	 The car�diac lym�phatic sys�tem

	 Inter-or�gan com�mu�ni�ca�tions orches�trate heart regen�er�a�tion
	 Car�dioim�munol�ogy
	febs16319-fig-0002
	 Cytokine sig�nal�ing medi�at�ing immuno-car�dio inter�ac�tion
	 Brain-heart crosstalk
	febs16319-fig-0003
	 Lym�phatic drainage of the heart

	 Immune sig�nals medi�at�ing extra-car�diac organ influ�ence on car�diac repair
	 The gut and its res�i�dent micro�biota
	 The liver and kid�ney
	febs16319-fig-0004

	 Con�clud�ing remarks
	 Acknowl�edge�ments
	 Con�flict of inter�est
	 Author con�tri�bu�tions
	febs16319-bib-0001
	febs16319-bib-0002
	febs16319-bib-0003
	febs16319-bib-0004
	febs16319-bib-0005
	febs16319-bib-0006
	febs16319-bib-0007
	febs16319-bib-0008
	febs16319-bib-0009
	febs16319-bib-0010
	febs16319-bib-0011
	febs16319-bib-0012
	febs16319-bib-0013
	febs16319-bib-0014
	febs16319-bib-0015
	febs16319-bib-0016
	febs16319-bib-0017
	febs16319-bib-0018
	febs16319-bib-0019
	febs16319-bib-0020
	febs16319-bib-0021
	febs16319-bib-0022
	febs16319-bib-0023
	febs16319-bib-0024
	febs16319-bib-0025
	febs16319-bib-0026
	febs16319-bib-0027
	febs16319-bib-0028
	febs16319-bib-0029
	febs16319-bib-0030
	febs16319-bib-0031
	febs16319-bib-0032
	febs16319-bib-0033
	febs16319-bib-0034
	febs16319-bib-0035
	febs16319-bib-0036
	febs16319-bib-0037
	febs16319-bib-0038
	febs16319-bib-0039
	febs16319-bib-0040
	febs16319-bib-0041
	febs16319-bib-0042
	febs16319-bib-0043
	febs16319-bib-0044
	febs16319-bib-0045
	febs16319-bib-0046
	febs16319-bib-0047
	febs16319-bib-0048
	febs16319-bib-0049
	febs16319-bib-0050
	febs16319-bib-0051
	febs16319-bib-0052
	febs16319-bib-0053
	febs16319-bib-0054
	febs16319-bib-0055
	febs16319-bib-0056
	febs16319-bib-0057
	febs16319-bib-0058
	febs16319-bib-0059
	febs16319-bib-0060
	febs16319-bib-0061
	febs16319-bib-0062
	febs16319-bib-0063
	febs16319-bib-0064
	febs16319-bib-0065
	febs16319-bib-0066
	febs16319-bib-0067
	febs16319-bib-0068
	febs16319-bib-0069
	febs16319-bib-0070
	febs16319-bib-0071
	febs16319-bib-0072
	febs16319-bib-0073
	febs16319-bib-0074
	febs16319-bib-0075
	febs16319-bib-0076
	febs16319-bib-0077
	febs16319-bib-0078
	febs16319-bib-0079
	febs16319-bib-0080
	febs16319-bib-0081
	febs16319-bib-0082
	febs16319-bib-0083
	febs16319-bib-0084
	febs16319-bib-0085
	febs16319-bib-0086
	febs16319-bib-0087
	febs16319-bib-0088
	febs16319-bib-0089
	febs16319-bib-0090
	febs16319-bib-0091
	febs16319-bib-0092
	febs16319-bib-0093
	febs16319-bib-0094
	febs16319-bib-0095
	febs16319-bib-0096
	febs16319-bib-0097
	febs16319-bib-0098
	febs16319-bib-0099
	febs16319-bib-0100
	febs16319-bib-0101
	febs16319-bib-0102
	febs16319-bib-0103
	febs16319-bib-0104
	febs16319-bib-0105
	febs16319-bib-0106
	febs16319-bib-0107
	febs16319-bib-0108
	febs16319-bib-0109
	febs16319-bib-0110
	febs16319-bib-0111
	febs16319-bib-0112
	febs16319-bib-0113
	febs16319-bib-0114
	febs16319-bib-0115
	febs16319-bib-0116
	febs16319-bib-0117
	febs16319-bib-0118
	febs16319-bib-0119
	febs16319-bib-0120
	febs16319-bib-0121
	febs16319-bib-0122
	febs16319-bib-0123
	febs16319-bib-0124
	febs16319-bib-0125
	febs16319-bib-0126
	febs16319-bib-0127
	febs16319-bib-0128
	febs16319-bib-0129
	febs16319-bib-0130
	febs16319-bib-0131
	febs16319-bib-0132
	febs16319-bib-0133
	febs16319-bib-0134
	febs16319-bib-0135
	febs16319-bib-0136
	febs16319-bib-0137
	febs16319-bib-0138
	febs16319-bib-0139
	febs16319-bib-0140
	febs16319-bib-0141
	febs16319-bib-0142
	febs16319-bib-0143
	febs16319-bib-0144
	febs16319-bib-0145
	febs16319-bib-0146
	febs16319-bib-0147
	febs16319-bib-0148
	febs16319-bib-0149
	febs16319-bib-0150
	febs16319-bib-0151
	febs16319-bib-0152
	febs16319-bib-0153
	febs16319-bib-0154
	febs16319-bib-0155
	febs16319-bib-0156
	febs16319-bib-0157
	febs16319-bib-0158
	febs16319-bib-0159


