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Sample sizes were determined based on our previous and similar experiments. The assessment of the allelic ratio distributions was novel and
the sample size could not be predetermined, thus we completed the n for the most variable genes after a first series of experiments.

No data were excluded from the analysis

We performed 6 independent differentiation experiments of ES cells into NPC, which led to consistent results. For the western blot, all the
clones analysed are shown in the manuscript. For the RNA-FISH, consistent results were obtained from all 3 animals. The effect of the epidrug
screen hits was confirmed in 4 independent experiments, ie for all attempts at replication.

For the epidrug screen, the treated and untreated cells originated from the same flasks that were split. Randomization does not apply to other
experiments as we did not apply different treatments.

Blinding was not applicable for microscopy experiments, as there was only one condition. For all the other experiments, the experimenter was
unaware of the previous results concerning each individual clone when collecting the data (ie blind to the allelic category and expression
levels).

BAG3 (rabbit polyclonal, 10599-1-AP, Proteintech, batch 00053771) , GAPDH (mouse monoclonal, ab9484, Abcam), anti-rabbit
conjugated with Alexa Fluor 488 (Invitrogen, A-11034), anti-mouse conjugated with Alexa Fluor 546 (Invitrogen, A-11030)

The BAG3 antibody has been validated for WB on the manufacturer's website "KD/KO validated", and cited in 71 publications. The
GAPDH antibody has been validated by Abcam for WB, and has over 600 citations.

The female F1-21.6 and male F1-23 mouse ESC lines were a kind gift from Prof. Joost Gribnau

No specific authentication procedure was performed

All cell lines were tested negative for mycoplasma

None used in this study




