[bookmark: _GoBack]Additional file 5. Explanatory schema of FISH experiment shown in Figure 2b. Top: arrangement of genes in chromosome two. EML4 is located in the positive strand while ADCY3, ALK, and SOS1 are found in the negative strand. FISH images: the FISH pattern shows that, as expected, the C-terminal part of ADCY3 and ALK genes (labeled in green) is present while the N-terminal part (labeled in red) is lost in the allele undergoing the translocation. Arrow A: predicted ALK+ADCY3 assay FISH pattern if both translocations (EML4-ALK and SOS1-ADCY3) happened in the same allele. Arrow B: predicted ALK+ADCY3 assay FISH pattern if both translocations happened in different alleles.
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