Additional file 3. Overview chimeric transcripts detected in SCLC cell-lines involving histone modifiers. Summary table and schematic representation of the fusion transcripts and the transcriptome sequencing reads spanning the fusion point.
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PatID HistoID Chimeric_transcript Sp Enc Total Type-­‐I Type-­‐II Domains Validated
NCI-­‐H187 SCLC	
  cell-­‐line TAF6L-­‐GNG3 12 10 22 Intra OF none RT-­‐PCR
NCI-­‐N417 SCLC	
  cell-­‐line TRAP1-­‐CREBBP 10 4 14 Intra OF none RT-­‐PCR
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TRAP1& CREBBP&



Ex#1# …# Ex#13# …# Ex#31#Ex#22#
GTGCGCCCCCAACCGTCACCTGGCAGAGCACTCACCCTACTATGAGGCCATGAAGAAGAAAGACACAGAgtTTCGTTGATTGCAA#



CCCAACCGTCACCTGGCAGAGCACTCACCCTACTATGAGGCCATGAAGAAGAAAGACACAGAgtTTCGTTGATTGCAAGGAGTGT#
CACCTGGCAGAGCACTCACCCTACTATGAGGCCATGAAGAAGAAAGACACAGAgtTTCGTTGATTGCAAGGAGTGTGGCCGGAAG#



GAAAGACACAGAgtTTCGTTGATTGCAAGGAGTGTGGCCGGAAGATGCATCAGATTTGCGTTCTGCACTATGACATCATTTGGCC#
AAGACACAGAgtTTCGTTGATTGCAAGGAGTGTGGCCGGAAGATGCATCAGATTTGCGTTCTGCACTATGACATCATTTGGCCTT#



TGGCAGAGCACTCACCCTACTATGAGGCCATGAAGAAGAAAGACACAGAgtTTCGTTGATTGCAAGGAGTGTGGCCGGAAGATGC#



TAF6L& GNG3&



Ex#1# …# Ex#6#
5’UTR#



Ex#1# …



GCCAGGCCAGAGGTCTGGTCTCAGTTTCTGCAGCTCAAGCACTGTCTGGATGGCTGGTacctTCATCAGTTGCGG#
GGCCAGAGGTCTGGTCTCAGTTTCTGCAGCTCAAGCACTGTCTGGATGGCTGGTacctTCATCAGTTGCGGATCA#



TCTCAGTTTCTGCAGCTCAAGCACTGTCTGGATGGCTGGTacctTCATCAGTTGCGGATCATCCCCTAGCACAGC#
AGTTTCTGCAGCTCAAGCACTGTCTGGATGGCTGGTacctTCATCAGTTGCGGATCATCCCCTAGCACAGCACGA#



GCACTGTCTGGATGGCTGGTacctTCATCAGTTGCGGATCATCCCCTAGCACAGCACGAGTCACCTGGTGATAGT#
CTCAAGCACTGTCTGGATGGCTGGTacctTCATCAGTTGCGGATCATCCCCTAGCACAGCACGAGTCACCTGGTG#
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GCACTGTCTGGATGGCTGGTacctTCATCAGTTGCGGATCATCCCCTAGCACAGCACGAGTCACCTGGTGATAGT#
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