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CSN52CWT 320 + 59
CSN5ACRST 202 + 25
CSN52WT/CSNE~C™T 179 £ 17
CSN5ACRTT/CSNEACHT 144 + 22
CSN62C™T N.D.

Figure S3. Fluorescence anisotropy data on (A) CSN5“CW™T CSN5*CRT apd CSN6*C, on (B)
CSN5*“"T/CSN6*C and CSN5*“MT/CSN6'C and (C) their associated apparent dissociation
constants. The table displays the apparent Kp (uM) extracted from fluorescence anisotropy titration. The
data corresponds to the mean over three independent experiments with the associated standard error. N.D.:
as the fluorescence anisotropy values did not reach a plateau, the data did not allow for realistic apparent

Kp determination.




