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	cMNR Mutation Analysis

	Gene
Symbol
	
	Forward Primer (5’-3’)
	Reverse Primer (5’-3’)

	SMG1
	
	AGCTGCTTGTTTTCCCCATT
	CCGAGCAAAACACCAACAC

	SMG1
	
	ACGGTGCTTGGTGGAGTATC
	TTGAGCCACCAACTCTTTCTC

	SMG1
	
	GGTACCACAGAGCCTGAAGAA
	GCTTGGCGAAAGATTGACAT

	SMG5
	
	AGTGTTGGCGGTAGTGGTG
	GGTAAAGCCGCTTAGTGTGG

	SMG7
	
	CAGACCCAAGACCCCATAAA
	TGGGACCTTGACTTCTGAGG

	UPF2
	
	ACGTTTGGCCTGCTCTTCT
	GGAAGACAAGGAACGCAAGA

	UPF3A(A7)
	
	TCAGAATGGCTTCTGGAACA
	TCGATGCTTCCAGTCTTGG

	UPF3A(A9)
	
	GTTTGCGGGAAGAGGAAAA
	GGAAATGTTTCCTCAGAATTACCTT

	UPF3B
	
	GCATTTCTTAAGGTGGTAATTCG
	TTTTTTTTTTACCTCGTATCATTAGA

	
	
	
	

	RT-PCR Analysis

	UPF3A
	
	TGCCAGCACACGACTACTTC
	TCTGTGGTTGGTTCCTCTCC

	
	
	
	

	cDNA Subcloning

	UPF3A
	
	CCGCTAGCATGCGCTCGGAAAAGGAGGG
	GGGGAAGCGGCCGCTCACTCTGC CTCTTCCCTCT

	
	
	
	


Restriction sites (NheI, NotI) in subcloning primers are underlined

