
Oo
cy
te
s

Zy
go
te
s

2-
ce
ll

4-
ce
ll

8-
ce
ll

M
or
ul
ae

Bl
as
to
cy
st
s

EGAEGA

Oo
cy
te
s

Zy
go
te
s

2-
ce
ll

4-
ce
ll

8-
ce
ll

M
or
ul
ae

Bl
as
to
cy
st
s

ERK2

Oo
cy
te
s

Zy
go
te
s

2-
ce
ll

4-
ce
ll

8-
ce
ll

M
or
ul
ae

Bl
as
to
cy
st
s

EGA
Lo
g2
(T
P
M
+1
)

ZNF468

C

TS
N
E
2

***

Lo
g2
(T
P
M
+1
)H
M
G
X
B
4

hi
P
S
C
pr
im
ed

hi
P
S
C
na
iv
e

D
iff
er
en
tia
tio
n
da
y_
0

C
D
38
m
in
us
da
y_
7

C
D
38
pl
us
da
y_
7

***

Lo
g2
(T
P
M
+1
)H
M
G
X
B
4

Female Germ
Male Germ
Male Somatic
Female Somatic

F

A B

D E

G

TSNE 1

GSE63818

GSE102943

translation factor activity, RNA binding 4.10E-13

translation initiation factor activity 7.98E-9

transmembrane transporter activity 7.70E-8

structural constituent of ribosome 2.71E-6

ATPase activity 3.52E-6

mRNA catabolic process 1.84E-5

cytochrome-c oxidase activity 3.73E-4

membrane organization 6.20E-4

regulation of developmental process 1.92E-3

cytoskeleton organization 3.33E-3

ATP biosynthetic process 5.11E-3

regulation of pH 5.13E-3

Oocyte

0

5

10

Lo
g2
FP
K
M
+1

15
Zygote 2-cell 4-cell 8-cell Morula Blastula hESC Gene Ontology enrichment FDR

1510-10-15 5-5
Distance from TSS of HMGXB4 (mbp)

Fr
eq
ue
nc
y
of
K
R
A
B
-Z
N
F
C
hI
P
-e
xo
pe
ak
s

0
0

1

2

3 ZNF202
ZNF519
ZNF263
ZNF534
ZFP57
ZNF460

ZNF680
ZNF75D
ZNF823
ZNF382
ZNF549
ZNF793

ZNF468
ZNF763
ZNF846

D
en
si
ty
of
ZN
F4
68
C
hI
P
-e
xo
si
gn
al

Distance from TSS of HMGXB4 (bp)

0

50
0

-5
00 1K

0.1

0.2

0.3

0.4

0.5

0.6
-1
K

1.
5K

-1
.5
K

-2
K

GSE78099

3-

4-

5-

6-

7-

0

1

2

3

4

5

6

7

50
0

10
0

15
0

20
0


