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Oocyte Zygote 2-cell 4-cell 8-cell Morula Blastula hESC Gene Ontology enrichment FDR
157 translation factor activity, RNA binding | 4.10E-13
translation initiation factor activity 7.98E-9
transmembrane transporter activity 7.70E-8
structural constituent of ribosome 2.71E-6
< 19 ATPase activity 3.52E-6
E ‘ .H H ‘ m ‘ ‘ H ‘ 0 mRNA catabolic process 1.84E-5
o W i ':_d;;:':.m"l:"li"“"
t . i it cytochrome-c oxidase activity 3.73E-4
§’ membrane organization 6.20E-4
57 regulation of developmental process 1.92E-3
cytoskeleton organization 3.33E-3
ATP biosynthetic process 5.11E-3
regulation of pH 5.13E-3
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