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Supplementary Table 1:  
Cell lines used in the manuscript with the sample ID, origin, ALK mutation and MYCN 
amplification status. 
 
 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 
awt = wild type 
bNA = non amplified, A = amplified 
 
 
 
 
 

Sample ID Origin ALK mutationa MYCN statusb 

CLB-GA Combaret R1275Q NA 

IMR-32 Versteeg wt A 

SK-N-AS ATCC wt NA 

IMR-5/75 Westermann wt A 

SH-SY5Y Schulte F1174L NA 

SK-N-SH Versteeg F1174L NA 

SK-N-FI Versteeg wt NA 

SK-N-BE(2c) Lunec wt A 

NGP Versteeg wt A 

SH-EP Helen F1174L NA 

GI-M-EN Versteeg wt NA 

CHP-902R White wt A 

STA-NB-9 Ambros wt A 

LA-N-6 White D1091N NA 

NBL-S White wt NA 

Kelly Luca Lungo 
Vaschetto F1174L A 

STA-NB-12 Ambros wt NA 

SJNB-10 Versteeg wt A 

LA-N-1 Versteeg F1174L A 

SMS-KAN White Wt A 

SMS-KCNR Versteeg F1174L A 

NLF White Wt A 

NMB White Wt A 

LA-N-2 Versteeg Wt A 

STA-N-B8 Ambros F1174L A 

NB-69 Schramm Wt NA 

TR-14 Versteeg Wt A 

NB-1 JHSF wt (ampl) A 

CHP-134 White Wt A 



Supplementary Table 2:  
Sequences of the primers used in the manuscript 
 

Gene Primer Sequence 

SDHA Forward TGGGAACAAGAGGGCATCTG 

SDHA Reverse CCACCACTGCATCAAATTCATG 

HPRT1 Forward TGACACTGGCAAAACAATGCA 

HPRT1 Reverse GGTCCTTTTCACCAGCAAGCT 

TBP Forward CACGAACCACGGCACTGATT 

TBP Reverse TTTTCTTGCTGCCAGTCTGGAC 

YWHAZ Forward ACTTTTGGTACATTGTGGCTTCAA 

YWHAZ Reverse CCGCCAGGACAAACCAGTAT 

B2M Forward TGCTGTCTCCATGTTTGATGTATCT 

B2M Reverse TCTCTGCTCCCCACCTCTAAGT 

TBX2 Forward AGTGGATGGCTAAGCCTGTG 

TBX2 Reverse ACGGGTTGTTGTCGATCTTC 

MYCN Forward AGGACACCCTGAGCGATTC 

MYCN Reverse AGGCATCGTTTGAGGATCAG 

PHOX2B Forward TAACTGGCTGCAGAGAAATC 

PHOX2B Reverse GTTCGGATCATTCCAACAGA 

LIN28B Forward ATAGCACCAGAAGAGCAAAG 

LIN28B Reverse CCGGGTAAAGGAAAGAACAT 

FOXM1 Forward AGACACCCATTAAGGAAACG 

FOXM1 Reverse TTTGTACTGGGCTGAAATCC 

4C TBX2 4,5kB up TSS Forward AATGATACGGCGACCACCGAACACTCTTTCCCTACACGACG 
CTCTTCCGATCTCCTCAAGTCACTCAGTCGATC 

4C TBX2 4,5kB up TSS Reverse CAAGCAGAAGACGGCATACGAGCCTGCTTCTGCTCTGTC 

4C TBX2 SE 20kb up TSS Forward AATGATACGGCGACCACCGAACACTCTTTCCCTACACG 
ACGCTCTTCCGATCTCTCCCTTCCCACTGGAGGATC 

4C TBX2 SE 20kb up Reverse CAAGCAGAAGACGGCATACGAAACAGTCCTGAGAGACATGG 
4C TBX2 SE 260kb up 

TSS Forward AATGATACGGCGACCACCGAACACTCTTTCCCTACACGA 
CGCTCTTCCGATCTCTTGCTGAATTGAGGTTGATC 

4C TBX2 SE 260kb up 
TSS Reverse CAAGCAGAAGACGGCATACGAGCAGAAACACTCCTAAGAGC 
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