
	  
 
Supplemental Figure S2. Definition of rmSNVs. 
For each compared sample pair (here sample A and sample B), we first define a 
reference population. The reference population contains all other samples that are not 
derived from the donors of samples A or B, or from their family members. The 
reference population is thus different for each compared pair of samples. For sample A, 
the rmSNVs are defined as the SNVs that are not present in the reference population. 
This set of rmSNVs are then searched for in the SNVs of sample B. In this example, 2/3 
rmSNVs are found in sample B, which would mean that sample A shares ca. 67% of the 
rmSNVs with sample B. Each sample functions as “sample A” and as “sample B” in all 
pairwise comparisons. 
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