Additional File 2: Full CLIP-Seq results

On the following pages, the motifs that were recovered by MEMFERIS, RNA-
context, GraphProt, and ssHMM from each of the 25 CLIP-Seq datasets are
shown. The table has the following six columns:

1.

Protein - Name of the RBP (with protocol in parentheses if multiple CLIP-
Seq datasets exist for the protein)

. Literature motif - Motifs published by other studies (if present)

. ssHMM - Visualization of the ssHMM trained on the CLIP-Seq dataset.

Below the visualization, four numbers are printed: the sequence, structure,
and combined information content for comparison with GraphProt (in red)
and the sequence information content for comparison with MEMERIS and
RNAcontezt (in blue)

. MEMERIS - Sequence motif by MEMERIS. Below, the information content

of the sequence logo is printed.

. RNAcontext - Sequence motif by RNAcontext. Below, the information

content of the sequence logo is printed.

. GraphProt - Sequence and structure motif by GraphProt. Below, the se-

quence, structure, and combined information content of the logos is printed.
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