Additional File 3: ssHMM motifs for RNAshapes and RNAstructure

On the following pages, two motifs that were recovered by ssHMM from each of the 25 CLIP-
Seq datasets are shown. For each protein, one motif was produced using structure predictions from
RNAshapes, another using structure predictions from RNAstructure. The table has the following eight
columns:

1. Protein - Name of the RBP (with protocol in parentheses if multiple CLIP-Seq datasets exist for
the protein)

2. Structure - Tool used to predict secondary structures: RNAshapes or RNAstructure

3. Sequence-structure likelihood - Likelihood of all sequences and structures given the trained motif
model

4. Information content (from the top sequences) - Information content of the motif derived from the
top 1000 sequences

5. Information content (directly from the model) - Information content of the motif derived directly
from the ssHMM

6. Sequence logo (from the top sequences) - Sequence logo derived from the top 1000 sequences

7. Sequence logo (directly from the model) - Sequence logo derived from the ssHMM
8. ssHMM - Visualization of the full ssHMM
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