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Figure S1. Complete version of the alignment of NED across the species that is
schematically represented in Figure 3A. Alignment was performed with a T-Coffee
tool (41). Mutated residues are shown with red (always to alanine; mutants analyzed
in Figures 3 and 4). The numbers correspond to amino acid position. Asterisks mark
residues identical in all sequences, colons mark conservative substitutions, dots
mark semi-conservative substitutions.



